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145 150 155 leo 

Thr Phe Ser Leu Phe Cys Met Ser Ser Glu Val His His Phe Phe Cys 

165 170 175 

Glu Val Pro Ala Val Met Ala Leu Ser Cys Ser Asp Arg His Val Asn 

180 185 190 

Val Val Val Leu Val Tyr Val Thr Ser Phe Asn He Leu Phe Ala Leu 

195 200 205 

Leu Val He Leu He Ser Tyr Leu Leu Met Phe lie Thr He Leu Lys 

210 215 220 

Met His Ser Thr Ala Gly Tyr Gin Lys Ala Leu Ala He Cys Ala Ser 
225 230 235 240 

His Leu Thr Ala Val Ala He Phe Tyr Gly Thr He He Phe Met His 

245 250 255 

He Gin Pro Ser Ser Ser His Ser He Asp Thr Asp Lys He Ala Ala 

260 265 270 

Val Phe Tyr Thr He Val Phe Pro Met Val Asn His Val Val Xaa Arg 

275 280 285 

Leu Lys Asn Lys Val Lys Ser Thr Phe Lys Lys He Val Glu Lys Val 

290 295 300 

Lys Leu Ser Leu Gly Leu Xaa Val 
1305 310 

<210> 2231 
<211> 267. 
<212> PRT 

<213> Homo sapien (8118750-8-1-2827) 
<400> 2231 

He He Leu Cys Phe Phe He He Gly Asn Ser Gin Asp Asn Ser Gin 

15 io 15 

Met Thr Leu Met Asp Asn He Ser Glu Val Thr Glu Phe Val Leu Val' 

20 25 30 

Gly Leu Thr Asp Val Leu Glu Leu Gin Val Pro Leu Phe He He Phe 

3 5 40 45 

Thr Val He Tyr Leu Thr Thr Leu Val Gly Asn Phe Gly Met He Met 

50 55 60 

Leu He Leu Leu Asp Ser Arg Leu His He Pro Met Tyr Phe Phe Leu 
65 70 75 so 

Gly Lys Leu Ser Leu Val Asp Ser Val Cys Ala Cys Leu Val Thr Gly 

85 90 95 

Ser Tyr He Cys Gly Leu Phe Gin Ser Ser He His Val Ala Phe Thr 

100 105 no 

Phe His Leu Ser Phe Cys His Ser Asn Val Val Asn His Phe Phe Cys 

H5 120 125 

Asp He Pro Pro Leu Leu Ala Leu Ser Cys Ser Asp He Tyr Ala His 

130 135 140 

Glu He Val Leu Phe He Leu Ala Ala Phe Asn He Phe Phe Thr Leu 
145 150 155 160 

Leu He He Leu Asn Ser Tyr Val Phe He Phe He Ala He Leu Arg 

165 170 175 

Met His Ser Ala Glu Gly Gin Lys Lys Val Phe Ser Thr Cys Ala Tyr 

180 185 190 

His Leu Thr Thr Val Ser He Phe Tyr Gly Thr He Thr Phe Met Tyr 

195 200 205 

Leu Gin Pro Ser Ser Gly His Ser Met Asp Thr Asp Lys He Ser Ser 

210 215 220 

Val Phe Tyr Thr Met Val He Pro Met Leu Asn Pro Leu Val Tyr Ser 
225 2 30 235 240 

Leu Arg Asn Lys Glu Val Gin Ser Ala Phe Lys Val Val He Gly Lys 

245 250 255 

Ala Lys Ser Ser Leu Gly Leu Ala Tyr Tyr Leu 
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260 265 

<210> 2232 
<211> 309 
<212> PRT 

<213> Homo sapien (8118822-9-5564-7217) 
<220> 

<221> VARIANT 

<222> (1)...(309) 

<223> Xaa = Any Amino Acid 

<400> 2232 

Glu Xaa Met Glv Thr Ser Asn Asn Val Thr Glu Phe Val Leu Pro Gly 

1 " 5 10 15 

Leu Ser Gin Asp Pro Asp Val Gin Lys Ala Leu Phe Val Met Phe Leu 

20 25 30 

Leu Thr Tyr Asn Val Thr Met Val Gly Asn Leu Leu lie Val Val Thr 

35 40 45 

He He Ala He Ala Ser Leu Asp Ser Pro Val Ser Phe Phe Leu Ala 

50 55 60 

Cys Leu Ser Phe He Asp Ala Val Tyr Ser Thr Ser Phe Ser Pro Lys 
65 70 75 80 

Leu Met He Asp Leu Leu Cys Asp Lys Lys Thr Val Ser Phe Leu Ala 

85 90 95 

Cys Met Gly Gin Leu Phe He Asn Tyr Pro Phe Gly Gly He Glu Val 

100 105 HO 

Phe Leu Leu Val Gly Met Ala Cys Asp His Tyr Val Asp He Cys Lys 

115 120 125 

Leu Leu His Tyr Leu Thr He Met Asn Trp Gin Val Cys He Leu Leu 

130 135 140 

Phe Met Val Ala Val Thr Gly Gly Phe Leu His Ser Met Phe Gin He 
145 150 155 160 

Val Val Val Tyr Ser Leu Pro Phe Cys Gly Pro Asn Val He Asp His 

165 170 175 

Phe Cys Asp Met Tyr Pro Leu Leu Glu Met Val Cys Thr Asp Thr Tyr 

180 185 190 

Phe He Gly Leu Thr Val He Ala Asn Gly Gly Ala Val Cys Met Val 

195 200 205 

He Phe He Leu Leu Leu He Ser Tyr Gly Val He Leu Asn Ser Leu 

210 215 220 

Lvs Thr Tyr Ser Gin Glu Gly Gly His Lys Ala Leu Ser Thr Cys Ser 
225 230 235 240 

Ser Asn He Thr Val Val Ser Leu Phe Phe Asp Pro Cys He Phe He 

245 250 255 

Tyr Val Arg Pro Asp Ser fisn Phe Pro He Asp Lys Phe Met Thr Val 

260 265 270 

Phe Tyr Thr He He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu 

« 275 280 285 

Arg Asn Leu Glu Val Arg He Ala Val Lys Asn Leu Trp Cys Lys Asn 

290 295 300 

Xaa Thr He Val Arg 
305 

<210> 2233 
<211> 257 
<212> PRT 

<213> Homo sapien (8118832-14-2647-3682) 
<220> 

<221> VARIANT 
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<222> (1) . . . (257) 

<223> Xaa = Any Amino Acid 

<400> 2233 

Ser Met Tyr Phe Phe Leu Thr Asn Phe Ala Gly Leu Glu He Phe Tyr 

1 5 10 15 

Phe Phe Thr He Ala Pro Leu Thr Leu Ala Asn Val Leu Pro Met Gly 

20 25 30 

Arg Asn Leu He Ser Leu Pro Gly Cys Gly Gly Gin Met Phe Phe Phe 

35 40 45 

He Phe Leu Gly Arg Ala Asp Cys He Leu Leu Ala Val Met Ala Phe 

50 55 60 

Asp Trp Phe Val Ala He Cys Cys Pro Leu Cys Tyr Gly Leu He Met 
65 . 70 75 80 

Ser Trp Arg Leu Cys Val Gin Leu Thr Leu Gly Ser Leu Leu Leu Gly 

85 90 95 

Phe Phe Leu Ala Met Gin Leu Thr Val Leu He Phe Gin Leu Pro Leu 

100 105 no 

Cys Ser Ser Lys Glu He Ser Thr Phe Tyr Cys Asp Val Leu Pro Val 

115 120 125 

Met Arg Leu Ala Cys Ala Asp Thr Trp Val His Glu Ala Thr Met Ser 

130 135 140 

Met Val Ser Thr Thr Phe Leu Thr Val Pro Phe Leu Leu He Thr Leu 
i45 150 155 160 

Ser Tyr Val Ser He Met Ala Ala He Leu Lys He Cys Ser Ala Glu 

165 170 175 

Gly Arg His Lys Ala Phe Ser Thr Cys Ser Ser His Leu Thr Val Val 

180 185 190 

Leu Leu Gin Asp Xaa Cys Thr Arg Leu Ala Phe Leu Cys Pro Ser Ser 

195 200 205 

Ser Tyr Tyr Pro Glu Arg Gly Gin Ala Val Ser Val Val Tyr Thr Phe 

210 215 220 

He Thr Pro Val Leu Asn Pro Leu He Tyr Ser Met Arg Asn Thr Glu 
225 230 235 240 

Leu Lys Asp Ala Leu Lys Arg Ala Met Thr Arg Val Pro Leu Leu Xaa 
245 250 255 

Thr 



<210> 2234 
<211> 327 
<212> PRT 

<213> Homo sapien (8118892-3-16899-18792) 
<220> 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 

<400> 2234 

Met Glu Gin Arg Lys Asn Val Thr Glu Phe Val Leu Val Gly Leu Thr 

1 5 10 15 

Gin Ser Pro Gin Gly Gin Lys He Leu Phe Leu Val Phe Leu Leu He 

20 25 30 

Tyr Val Val Thr Met Val Gly Asn He Phe He Val Val Thr Val Val 

35 40 45 

Val Ser Pro Thr Leu Gly Cys Pro Met Tyr Phe Phe Leu Gly Tyr Leu 

50 55 60 

Ser Phe Met Asp Ala Val His Ser Thr Thr Val Thr Pro Asn Met He 
« 70 75 80 

He Asp Leu Leu Tyr Glu Lys Lys Thr He Ser Phe Gin Ala Cys He 
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85 90 95 

Thr Gin lie Phe He Gly His Leu Phe Gly Gly Ala Glu He Leu Leu 

100 105 HO 

Leu Val Val Met Ala Tyr Asp Gly Tyr Val Thr He Cys Lys Pro Leu 

115 120 125 

His Tyr Leu Thr He Met Asn Gin Arg Val Cys He Leu Leu Leu Leu 

130 135 140 

Leu Ala Trp Ala Gly Gly Phe Leu His Ala Val Val Gin Leu Leu Phe 
145 150 155 160 

Val Tyr Asn Leu Pro Phe Cys Gly Pro Asn Val He Asp His Phe lie 

165 170 175 

Cys Asp Met Tyr Pro Leu Leu Lys Leu Ala Cys Thr Asp Thr Tyr Val 

180 185 190 

Thr Gly Leu Thr Val Val Ala Asn Asp Gly Ala He Cys Val Val He 

195 200 205 

Phe Met Leu Leu Leu Phe Ser Tyr Gly Val He Leu His Ser Leu Lys 

210 215 220 

Asn Leu Ser Gin Glu Gly Arg His Lys Ala Leu Ser Thr Cys Gly Ser 
225 230 235 240 

His He Thr Val Val He Leu Phe Phe Val Pro Cys He Phe Met Tyr 

245 250 255 

Val Arg Pro Pro Leu Thr Leu Pro lie Asp Lys Ser Leu Thr Val Phe 
! ~* 260 265 270 

Tyr Thr Val He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 

275 280 285 

Asn Ala Glu Met Lys Asn Ala Met Lys Lys Leu Trp Thr Arg Lys Arg 

290 295 300 

Lys Xaa Gly Gly Asp Lys Cys He He Tyr Phe Gin Xaa Arg Val Ala 
305 "* 310 315 320 

Pro Ser Arg Lys Ala He Cys 
325 

<210> 2235 
<211> 125 
<212> PRT 

<213> Homo sapien (8118970-10-4947-6912) 



<400> 2235 




























Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Ser 


Leu 


Ala 


Gin Arg Val 


Ser 


Phe 


Pro 


Asp 


1 






5 










10 










15 




Val 


Gly 


Leu 


He 


Ser 


Leu 


Val 


Cys 


Phe 


Leu 


Leu 


He 


Leu 


Leu 


Ser 


Tyr 






20 










25 










30 






Thr 


Arg 


He 


Thr 


He 


Ser 


He 


Leu 


Ser 


lie 


Arg 


Thr 


Thr 


Glu 


Gly Arg 




35 










40 










45 








Arg 


Arg 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ala 


His 


Leu 


He 


Ala 


He 


Leu 


Cys 


50 










55 










60 










Ala 


Tyr 


Gly 


Pro 


He 


He 


Thr 


Val 


Tyr 


Leu 


Gin 


Pro 


Thr 


Pro 


Asn 


Pro 


65 






70 










75 










80 


Met 


Leu 


Gly 


Thr 


Val 


Val 


Gin 


He 


Leu 


Met 


Asn 


Leu 


Val 


Gly 


Pro 


Met 








85 










90 










95 


Ala 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Thr 








100 








105 










110 






Leu 


Lys 


Thr 


He 


Leu 


His 


Arg 


Thr 


Gly 


His 


Val 


Pro 


Glu 










115 










120 










125 









<210> 2236 
<211> 112 
<212> PRT 

<213> Homo sapien (8118970-16-561-1769) 
<400> 2236 
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Met 


Glu 


Val 


Lys 


Asn 


Cys Cys Met 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu Gly 


1 








5 






10 












He 


Pro 


His 


Thr 


Glu Gly Leu Glu 


Met 


Thr 


Leu 


Phe 


Val 


Leu 


PKrt T All 

rne 1_i6U 








20 






25 










30 




Pro 


Phe 


Tyr 


Ala 


Cys 


Thr Leu Leu 


Gly 


Asn 


Val 


Ser 


He 


Leu 


V A 1 Ala 






35 






40 










45 






Val 


Met 


Ser 


Ser 


Ala 


Arg Leu His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu Gly 




50 








55 








60 






Asn 


Leu 


Ser 


Val 


Phe 


Asp Met Gly 


Phe 


Ser 


Ser 


Val 


Thr 


Val 


Pro Lys 


65 










70 






75 








80 


Met 


Leu 


Leu 


Tyr 


Leu 


Met Gly Leu 


Ser 


Arg Leu 


He 


Ser 


Tyr 


Lys Asp 










85 






90 










95 


Cys 


Val 


Cys 


Gin 


Leu 


Phe Phe Phe 


His 


Phe 


Leu 


Gly 


Ser 


He 


Glu Cys 








100 






105 










110 



<210> 2237 
<211> 287 
<212> PRT 

<213> Homo sapien (8119016-6-4856-7402) 
!<220> 

<221> VARIANT 

<222> (1)...<287) 

<223> Xaa = Any Amino Acid 

<400> 2237 

Val He Arg Asn Gin Thr Met Val Thr Glu Phe Thr Leu Val Ser Leu 

1 5 10 15 

Pro Ala Val Gin Glu Leu Gin He Trp Leu Cys Val Leu Leu Trp Leu 

20 25 30 

Val His Met Leu Thr He Thr Gly Asn Leu Phe Val He Phe Leu Thr 

35 40 45 

Trp Thr Asp Asn Cys Leu Gin Thr Pro Met Asp Leu Phe Leu Glu Lys 

50 55 60 

Lys Val He Ser Phe Ser Gly Cys He Thr Gin He Tyr Phe Tyr Phe 
65 70 75 80 

Phe Leu Gly Thr Val Ala Phe He Pro Leu Ala Val Thr Ser Phe Lys 

85 90 95 

His Cys Met Ala Thr Cys Asp Pro Leu Cys Ser Thr He He Ala Lys 

100 105 no 

Ser Arg Ala Cys Leu Leu Leu Ala Leu Gly Cys Trp Met Gly Thr Phe 

115 120 125 

Leu Ala Val Leu Arg Leu Thr He Val Val Ser Arg Leu Pro Asp Cys 

130 135 140 

Thr Glu Lys He Ser Pro Phe Phe Cys Asp He Ala Ser Leu Leu Gin 
145 150 155 160 

Val Ala Cys He Asp He His Phe He Glu Met He Ser Phe Leu Xaa 

165 170 175 

Ser Ser Leu Met Val Leu Thr Ser Leu Val Leu Asn Ala Thr Ser Tyr 

180 185 190 

Ala Tyr He He Ser Thr Leu Leu Cys He Pro Ser Ala Gin Gly Cys 

195 200 205 

Gin Glu Ala Phe Ser Thr Cys Ala Ser His He Thr He He Phe He 

210 215 220 

Ala Cys Arg Asn Ser He Ser Thr Cys Val Arg Pro Asn Pro Arg Tyr 
225 230 235 240 

Xaa Leu Asp Phe Asp Lys Val Thr Ala lie Leu Thr He Val Val Thr 

245 250 255 

Ser Phe Leu Asn Pro Arg He Tyr Ser Leu Arg Xaa Arg Lys Tyr Glu 

260 265 270 

Gly Ser Xaa He Cys Thr He Leu Ser Pro His Ser Lys Gly Thr 
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275 280 285 

<210> 2238 
<211> 210 
<212> PRT 

<213> Homo sapien (8119057-10-2407-4064) 
<220> 

<221> VARIANT 

<222> (I).,. (210) 

<223> Xaa = Any Amino Acid 



<400> 2238 







ASi* 


v ax 


Ser 




Glu 


Thr 


Thr 


Phe 


He 


Phe 


Val 


Cys 


Phe Thr 


1 




5 










10 










15 


Asn 


Gly 


Gin 


Gin 


Phe 


Gin 


Pro 


Val 


Cys 


Phe 


Ser 


Ser 


Phe 


Xaa 


Val Leu 






20 










25 










30 




Gly 


His 


Ser 


Val 


Leu 


Gly 


Leu 


Ser 


Ser 


Leu 


Leu 


Asn 


He 


His Gly Glu 




35 










40 














Ser Tyr 


Leu 


Val 
50 


Phe 


Ser 


Leu 


Phe 


Ser 
55 


Phe 


Val 


Phe 


Val 


Phe 


Gin 


Met 


Ser 


Phe 


Val 


He 


Leu 


He 


Lys 


Met 


He 


Met 


Asn 


Ser 


He 


Ser 


Glu Arg 


65 










70 










75 








80 


Tyr 


He 


Thr 


Thr 


Asn 


Leu 


Lys 


Cys 


Lys 


Thr 


Ser 


Ala 


Leu 


Val 


Phe He 








85 










90 










95 


Cys 


Phe 


Ala 


He 


Ser 


Glu 


Thr 


Leu 


He 


Leu 


Leu 


Ala 


Trp 


Gly 


His Cys 






100 










105 










110 


Leu His 


Gly 


He 


Cys 


Val 


Pro 


Gin 


Val Cys 


Ser 


Leu 


Thr 


Met 


Leu 


Gly 




115 










120 










125 






Gly 


Val 


Gly 


lie. 


Asp 


Gly 


Val 


Met 


Ala 


His 


Pro 


Glu 


Ala 


Met 


Val Ser 


130 










135 










140 






His Thr 


Leu 


Ser 


Phe 


Cys 


Asp 


Arg 


Ser 


He 


He 


Asn 


His 


Cys 


Val 


Trp 


145 






150 










155 








160 


Ser 


Phe 


His 


Gin 


Thr 
165 


Leu 


Leu 


Arg 


Ala 


Pro 
170 


Ala 


Ser 


Gin 


Ala 


Gly Asp 
175 


Phe 


Val 


Val 


He 
180 


Ala 


Xaa 


Xaa 


Leu 


He 
185 


He 


Phe 


He 


Ser 


Asp 
190 


He Leu 


He 


Leu 


Ser 
195 


Thr 


He 


Leu 


His 


Phe 
200 


Leu 


Phe 


Pro 


Glu 


Ala 
205 


Asn 


Ser Lys 


Ala 


Phe 
210 





























<210> 2239 
<211> 228 
<212> PRT 

<213> Homo sapien (8119057-15-786-3116) 
<220> 

<221>* VARIANT 

<222> (1)...(228) 

<223> Xaa = Any Amino Acid 

<400> 2239 

Met Leu He Pro Ser Ser Thr Arg Lys Met Ala Ala Glu Ser His Ser 

1 5 10 15 

Thr Val Thr Glu Phe He Leu Arg Lys Lys Pro Ala Arg Ala Pro Ala 

20 25 30 

Pro Pro Leu Leu Gly He Cys Leu Lys Thr Val Val Gly Ala Leu He 

35 40 45 

Leu He Thr Leu Val Phe Leu Asn Ser Gin Leu His Pro Pro Met Tyr 
50 55 60 
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Tyr Val lie Arg Asn Leu Ser Phe Met Asp His Cys Asn Cys Ser He 

70 75 
Ser Thr Pro Lys He Leu Val Lys Phe Val Leu Glu Lys Thr He lie 

85 90 95 

Ser Tyr Glu Asp Gly Met Ser Gin Leu Cys Ser Ala Ser Cys Tyr He 

100 105 110 

Leu Ser Trp Pro Ser Val Thr Cys Gly Pro Ala Thr Ala Val He Thr 

115 120 125 

Phe His Gin Val Ser Ser Leu Leu Val Val Val Val Tyr Tyr Met Glu 

130 135 140 

Leu Thr Gly Thr Thr He Glu Phe Cys Leu Val Leu Lys Xaa Tyr Xaa 

15° 155 160 

Cys Glu Leu Phe He Ser His Tyr Phe Cys Ser Cys Thr Ser He Tyr 

165 I 70 175 

Asp He Asp Arg Thr He Phe Phe Phe Thr Xaa Cys Asn He Val Val 

180 185 190 

Thr Arg Leu Thr Val Val Ser Tyr Ser Phe Leu Ser Ser He Leu His 

195 200 205 

He Ser Phe Thr Arg Ala Ala Leu Gly Phe Ser Arg Arg Ser Asp Ala 

* ±{J 215 220 

Phe Met Leu Cys 
225 

<210> 2240 
<211> 277 
<212> PRT 

<213> Homo sapien (8119057-2-10436-11711) 
<220> 

<221> VARIANT 

<222> (1)...(277) 

<223> Xaa = Any Amino Acid 

<400> 2240 

His Ser Phe Leu Arg Tyr He Phe Ala Lys Leu Thr Gly Glu Pro Glu 

5 1° 15 

Leu Gin Pro Ser Leu Tyr Ser Val Phe Trp Ser Pro Xaa Leu Gly Xaa 

20 25 30 

Pro His His Thr Ser Met Tyr Pro Leu His Thr Ser Met Tyr Leu Tyr 

35 40 45 y 

He Phe Ser Phe Ser Phe He Gly Phe Phe Tyr Ser Ser Val He Ser 

50 55 50 

Pro Gin Met Thr He Ser Phe Val Thr Glu Lys Asn He He Thr Tyr 
od 70 ■* 

Val Thr Ser Asn Thr Gin Pro Phe Pro Leu Cys Phe Phe Val lie Ser 

85 90 95 

Asp Tyr Ser lie Phe He Pro Leu Ala Leu Asp His Tyr Glu Ala Met 

100 105 110 

Thr Leu Pro Val Ser Phe He Ser Phe He Ser Val Asp Gly Ser Xaa 

5 120 125 

Val lie Glu Phe Ala Asp Ala Val Val His Gin Gly Ser Met Asp Gin 

Phe Leu Phe Cys Asp His Ser Cys Met Ser Leu A^n Leu Cys Asn He 

150 155 160 

Gly Pro Leu Gin Ala Ala Xaa He Ser Thr Tyr Val Ser Lys Gin Val 

165 170 175 

Asp Leu Tyr Ser Xaa Glu Pro Ala Val Tyr His Ala Val Leu Ser Phe 

180 185 lgo 

Ser Tyr Phe Val Phe He Leu Phe Asn He Phe His Xaa Pro Ser Gly 

195 200 205 

Pro Asn Leu Gin Pro Asp Ser He Asn Leu Phe He Ser Phe Phe Gly 
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215 220 
Leu Sly Thr Phe Met Tyr Leu Arg Ser Pro Glu Ala Met Gly Xaa Cys 

Lys Phe Thr Val Ser Phe Thr Lys Met Gly Pro Val Met Asn Gly Leu 

Phe Asn Thr Leu Arg Asn Lys Thr He Xaa Leu Ala Ala Met Lys Pro 

260 265 270 

Leu Ser Phe Ser Ser 
275 

<210> 2241 
<211> 125 

<212> PRT _ x 
<213> Homo sapien (8119057-22-209-1834) 

<220> 

<221> VARIANT 

<222> (1) . . . (125) 

<223> Xaa = Any Amino Acid 

iJe^efser Ser He Leu His He Ser Ser Thr Glu Gly Arg Ser Lys 

I - 5 10 « 

Ala Phe Ser Thr Cys Ser Ser His He He Val Val Ser Leu Phe Phe 

20 25 
Gly Ser Gly Ala Phe Met Tyr Leu Lys Pro Pro Ser lie Leu Pro Leu 

40 45 
Asp Gin Gly Lys Val Ser Ser He Phe Cys Thr Ala Val Val Pro Met 

50 55 60 , 

Phe Asn Pro Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Val Ala 
fiS 70 75 

Leu Arg Arg Thr Phe Cys Arg Lys Leu Val Ser Xaa Lys Xaa Met Arg 

85 ^0 " 

Lys Gly He Gin Thr Phe Val Asn Gin Gly Val Ser Phe Leu Phe Phe 

100 105 
Ser Glu Gly Thr Asn Ala Thr Ala Phe Ser Pro He Leu 
115 120 125 

<210> 2242 
<211> 164 
<212> PRT 

<213> Homo sapien (8119071-15-1-1473) 
<220> 

<221> VARIANT 

<222> (1)..-(164) 

<223> Xaa = toy Amino Acid 

Trp 0 Lys 2 Asn His Phe Thr Ser Val Asn Cys Gly Phe Ala He Cys Arg 

Ala Glu Cys Xaa Pro Xaa Pro Lys He Leu Ser He He Gly Leu Lys 

20 25 
Xaa Asn He Asn Glu Thr Leu Xaa Met Leu Asn Tyr Asn Thr Asn Hxs 

Met Val Ser Val Asp Val Leu He Val Pro Asn Ser Leu He Thr Leu 

_~ 55 60 

Ser Tyr Phe Phe He Val Ala Ala He Leu His He Arg Ser Ala Glu 
fic; 70 75 , 

Gly Arg His Lys Ala Phe Pro Thr Cys Ser Phe His Leu Val Val He 

85 90 95 
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Leu Leu Gin His Asn Ala Thr Ser Leu Thr Tyr Leu Cys Pro Ser Ser 

100 105 !xo 

He Phe Ser Tyr Glu Arg Gly Lys Val Val Ser Thr Val Tyr Thr Cys 

115 120 125 

He Thr Pro Val Pro Asn Pro Leu He Cys Ser Met Arg Lys Lys Glu 

130 135 140 

Leu Lys His Ala Leu Lys Lys Lys Glu Glu He Ala Arg Phe Leu Leu 

145 150 155 i 6 o 

Leu Arg Thr His 



<210> 2243 
<211> 131 
<212> PRT 

<213> Homo sapien (8131609-2-31657-32554) 
<220> 

<221> VARIANT 

<222> (1) . . . (131) 

<223> Xaa = Any Amino Acid 

<400> 2243 

He He Tyr Leu Leu Cys Xaa Asp Pro Ala He Cys Glu Ser Val He 

1 5 10 15 

Phe Phe Pro Met Gly Phe Ser Asp Cys Leu Pro He Leu Ser He Met 

20 25 30 

He Thr Tyr Leu Phe Thr Phe He Asp Leu Leu He Pro Leu Pro His 

35 40 . 45 

Val Xaa Leu Gin Lys Asp Tyr Tyr Val Cys Ala Ser Asn Leu Thr Val 

50 55 60 

Val Ser Thr Phe Ser Xaa Asp His Leu Phe Ser Cys Leu His Ser Ser 

5 70 75 80 

Asp Ala Ala Leu Leu Trp Thr Gin Thr Lys Leu His Ser Tyr Phe Ala 

85 90 95 

He Val He Pro Thr Leu Tyr Pro Leu Val His Ser Leu Lys Asn Arg 

100 105 no 

Gly Gly Gin Ser Ala Leu Arg Lys Val Leu Val Lys Ala Lys Ser Gin 

115 120 125 

Leu Ser Leu 
130 

<210> 2244 
<211> 312 
<212> PRT 

<213> Homo sapien (8131609-3-27134-29103) 
<220> 

<221> VARIANT 

<222>* (1) . . . (312) 

<223> Xaa = Any Amino Acid 

<400> 2244 

Thr Thr Ser He Asp Asp Asn Thr Glu Val Asn Glu Phe He Xaa Leu 

1 5 10 15 

Gly Leu Thr Lys Ala Pro Glu Leu Gin Val His Leu Phe Val Leu Phe 

20 25 30 

Asn Phe lie Tyr Leu Phe Thr Leu Ser Gly Asn Leu Gly Met Met Leu 

35 40 45 

Leu lie Leu Leu Asp Ser Arg Leu His Thr Ser Met Tyr Phe Phe Leu 

55 60 
Ser Asn Leu Ser Leu Val Asp Phe Cys Tyr Ser Glu Thr Val Thr Pro 
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65 70 75 80 

Lys Met Met Ala Gly Leu Leu He Ala His Lys Val He Ser Tyr Asn 

85 90 95 

Val Cys Ala Ala Gin Met Phe Phe Phe Ala Val Phe Ala Thr Val Glu 

100 105 HO 

Ser Tyr Phe Leu Thr Ser Val Ala Tyr Asp Cys Tyr Arg Val Met Cys 

115 120 125 

Lys Pro Leu His Tyr Thr Thr Thr Met Thr Thr Asn Val Cys Ala Ser 

130 135 I 40 

Leu Ala He Ala Cys Tyr Val Leu Gly Leu Leu Thr Ala Ala Val Asp 
145 150 155 160 

lie Gly Asp He Cys Met Ser Asn Glu He His His Phe Phe Cys Asp 

165 l" 70 175 

He Leu Ala Val Met Thr Leu Thr Cys Ser Asn Lys His lie Asn Glu 

180 185 l* u 

Leu He Leu Val Leu Leu Gin Ala lie Phe Phe Thr Leu Leu Val He 

195 200 , 205 

Leu He Ser Cys Leu Phe Val Phe Val Phe Val Thr He Leu Lys Met 

210 215 220 

His Leu Phe Lys Ser Tyr Lys Lys Val Leu Ser Thr Tyr Gly Ser Hxs 
225 230 235 

Leu Thr Ala Val Pro Leu Phe Tyr Glu Thr Val Leu He Thr Tyr Val 
1 245 250 255 

Gin Pro Ser Ser Ser His Phe Met Asn Thr Glu Lys He Val Ser Val 

260 265 270 

Phe His He Met Val He Pro Met Leu He Pro Val Val Tyr Ser Leu 

275 280 285 

Arg Asn Asn Glu Val Lys Ser Ala Phe Lys Thr Val Val Glu Glu Thr 

290 295 300 

Lys Tyr Phe Leu Gly Leu Val Phe 
305 310 

<210> 2245 
<211> 189 
<212> PRT 

<213> Homo sapien (8131615-11-1-272) 
<220> 

<221> VARIANT 

<222> (1)...(189) 

<223> Xaa = Any Amino Acid 

Ala°Thr 2 Lys Glu Leu Cys Phe Leu Gly Val Tyr He Pro Lys Gly Asp 

1 5 1° 15 

Ala Cys Trp Lys Xaa Leu Xaa Leu Gly Leu His Leu Leu Leu Leu Gly 

20 25 30 

Xaa Gin Val Val Ser Met Val Gly Asn Leu Ala Leu He Ala Leu He 

35 40 4 5 

Gly Xaa Asn Ser Tyr Leu His His Pro Gin Ala Leu Phe Ser Phe Thr 

50 55 60 

Gin Ser Phe Pro Asp Leu Tyr Cys Pro Val Cys Thr Pro Arg Met Leu 
65 70 75 80 

Met Thr Phe Val Ser Lys Lys Asn He Phe Tyr Val Arg Cys Met Thr 

85 90 95 

Gin Leu Ser Gin Leu Phe Phe Leu Phe He Val Leu Ser lie Lys Tyr 

100 105 11° 

His Val Leu Met Phe He Ala Cys Gly Cys Leu Val Ala He Tyr Asn 

115 120 125 

Pro Ser Leu His Glu Val Thr Met Ser Pro Gin Val Arg Glu Met Arg 
130 135 I 40 



1334 



BNSDOCID: <WO__<rtZ7158A2_L> 



WO 01/27158 



PCTAJS00/27582 



Glu Ser Gly Phe Ala Gly Thr Thr Ala His Thr Gly His He Leu Arg 
I* 5 150 155 i 6 o 

Pro Asn Leu Cys Asn He Asp Val He Asn His His Leu Thr Asp Ser 

165 170 175 

Leu Leu Val Leu Xaa Val Ser Cys Thr Ser Thr Cys Ala 
180 185 

<210> 2246 
<211> 207 
<212> PRT 

<213> Homo sapien (8131622-1-12991-13959) 
<220> 

<221> VARIANT 

<222> (1) . . . (207) 

<223> Xaa = Any Amino Acid 

<400> 2246 

Glu He He Leu He Gly He Ser Leu Lys Leu Tyr Leu Val Val Phe 

1 5 10 15 

•Thr He He Lys He Lys Xaa His Ser He Gly Leu Ser Ser Asn Lys 

20 25 30 

Asn Met Arg Leu Pro Ser Asp Phe Phe Leu Ser Gin Ala He Tyr Tyr 

3 5 40 45 

Xaa Trp Ala Leu Met Cys Val Leu Glu Asn Lys Thr Tyr Ala Ser Val 

50 55 60 

Arg Leu Val Xaa Arg Phe Gly Trp Xaa Lys Leu Ala Asn Xaa Met Ser 
65 70 75 80 

Val Leu Tyr Leu Glu Ala Asn Leu Gly Asn Met Asp Asn* Ala Leu Leu 

85 90 95 

Lys Xaa Leu. Lys Arg Asn Tyr Phe Val Phe Val Phe Thr Ser Phe Leu 

100 105 no 

Phe Gly Cys He Ala Phe Lys Xaa Lys Glu He Phe Tyr Pro Tyr Thr 

115 120 i 2 5 

Ser He Cys He Tyr His Leu Leu Met Met Glu Arg Lys Val Ser Cvs 

130 135 140 

Leu Thr Leu He Cys Leu Ala Xaa Asp Leu Xaa His Phe Xaa Cys Ser 
145 150 155 i 6 o 

Leu Val Thr Val Leu Ser Leu Glu Cys Xaa Gin Leu Asp He Cys Asn 

16 5 170 175 

Val Val Thr Tyr Phe Asn Thr Met Val Xaa Ser Thr Thr Gly Ser Asn 

180 185 190 

Ser Xaa Thr Pro Asn His Ser Val Leu He Cys Asn Met Leu Lys 
195 200 205 

<210> 2247 
<211> 311 
<212> PRT 

<213>< Homo sapien (8131622-11-1950-4442) 
<400> 2247 

Met Thr Gly Gly Gly Asn He Thr Glu He Thr Tyr Phe He Leu Leu 

5 10 15 

Gly Phe Ser Asp Phe Pro Arg He He Lys Val Leu Phe Thr He Phe 

20 25 30 

Leu Val He Tyr He Thr Ser Leu Ala Trp Asn Leu Ser Leu He Val 

35 40 45 

Leu lie Arg Met Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 6Q 

Ser Asn Leu Ser Phe He Asp Val Cys Tyr He Ser Ser Thr Val Pro 
65 70 75 80 
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Lys Met Leu Ser Asn Leu Leu Gin Glu Gin Gin Thr lie Thr Phe Val 

85 90 95 

Gly Cys lie He Gin Tyr Phe He Phe Ser Thr Met Gly Leu Ser Glu 

100 105 HO 

Ser Cys Leu Met Thr Ala Met Ala Tyr Asp Arg Tyr Ala Ala He Cys 

115 120 125 

Asn Pro Leu Leu Tyr Ser Ser He Met Ser Pro Thr Leu Cys Val Trp 

130 135 140 

Met Val Leu Gly Ala Tyr Met Thr Gly Leu Thr Ala Ser Leu Phe Gin 
145 150 155 160 

He Gly Ala Leu Leu Gin Leu His Phe Cys Gly Ser Asn Val He Arg 

165 170 175 

His Phe Phe Cys Asp Met Pro Gin Leu Leu He Leu Ser Cys Thr Asp 

180 185 190 

Thr Phe Phe Val Gin Val Met Thr Ala He Leu Thr Met Phe Phe Gly 

195 200 205 

He Ala Ser Ala Leu Val He Met He Ser Tyr Gly Tyr He Gly He 

210 215 220 

Ser He Met Lys He Thr Ser Ala Lys Gly Ser Pro Lys Ala Phe Asn 
225 230 235 240 

Thr Cys Ala Ser His Leu Thr Ala Val Ser Leu Phe Tyr Thr Ser Gly 

245 250 255 

He Phe Val Tyr Leu Arg Ser Ser Ser Gly Gly Ser Ser Ser Phe Asp 

260 265 270 

Arg Phe Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 

275 280 285 

Leu He Tyr Ser Leu Arg Asn Lys Glu He Lys Asp Ala Leu Lys Arg 

290 295 300 

Leu Gin Lys Arg Lys Cys Cys 
305 310 

<210> 2248 
<211> 444 
<212> PRT 

<213> Homo sapien {8131622-13-5638-8129) 
<220> 

<221> VARIANT 

<222> (1)...(444) 

<223> Xaa = Any Amino Acid 



65 



i> 2248 


























Leu 


Thr 


Val 


Glu 


Arg 
5 


Ser 


Ser 


Met 


Thr 


He 
10 


Thr 


Lys 


Phe 


He 


Leu 
15 


Phe 


Ser 


Glu 


Tyr 


Ser 


Lys 


Thr 


Thr 


He 


Phe 


Leu 


Phe 


Ser 


Val 


Phe 






20 










25 










30 




Ala 


Gly 


He 


Tyr 


Leu 


Leu 


Thr 


Met 


Ser 


Xaa 


Asn 


Val 


Ser 


Leu 


He 


35 










40 










45 








He 


Arg 


Thr 


Asp 


Ser 


His 


Leu 


His 


Ala 


Pro 


Val 


Tyr 


Phe 


Phe 


Leu 


50 








55 










60 






Ala 


Pro 


Asn 


Pro 


Ser 


Phe 


Leu 


Asp 


He 


Cys 


Cys 


Val 


Ser 


Thr 


He 








70 










75 










80 


Met 


Pro 


Ser 


Asp 
85 


Phe 


Phe 


Lys 


Lys 


His 
90 


Lys 


Phe 


He 


Ser 


Phe 
95 


Met 


Cys 


Thr 


Met 


Gin 


Tyr 


Phe 


Ser 


Ser 


Leu 


Asn 


Val 


Thr 


Glu 


Cys 


Cys 




100 










105 










110 






Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Xaa 


Tyr 


Ala 


Ala 


He 


Cys 


Asp 


Pro 


115 










120 










125 






Val 


Leu 


Tyr 


Thr 


Ala 


He 


Met 


Ser 


Pro 


Ala 


Leu 


Cys 


Met 


Pro 


Met 


130 








135 










140 










Gly 


Ser 


Cys 


Thr 


Thr 


Gly Tyr 


Phe 


Val 


Ser 


Phe 


He 


Gin 


Leu 


Cys 
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150 155 160 

Ala Leu Leu Leu Leu His Phe Cys Glu Ser Asn Ser Ser His Phe Phe 

165 170 175 

Cys Asp Leu Pro Gin Leu Leu He Leu Ser Cys Ser His Thr Val Phe 

180 185 190 

Phe Phe Ser Ser His Asp His Tyr Ala His Ser Asn Leu Tyr Thr His 

195 200 205 

Leu Tyr Leu Gly Tyr His Asp Asn Leu Trp Leu Tyr His Cys Gin His 

210 215 220 

Ser Ser Leu Leu Trp Asp Ala Pro Cys Asn Thr Ser Ser Leu Ala Trp 
225 230 235 240 

Val Xaa Leu Ser Ala Val Phe Trp Lys Leu Trp Leu He He Asp Met 

245 250 255 

Leu Pro Phe Val Thr Leu Cys Ser Thr Trp Pro Ser Met Ser Pro Thr 

260 265 270 

Ser Val Cys Thr Xaa Trp Leu Glu Pro Val Xaa Leu Leu Ser Leu Ala 

275 280 285 

His Leu Ser Asn Tyr Val Leu Cys Phe Ser Ser He Ser Val Gly. Gin 

290 295 300 

He Val Asn His Phe Phe Cys Asp Leu Pro Gin Leu Leu lie Leu Ser 
305 310 315 320 

Cys Tyr Asp Thr Phe Phe Cys Gin Val Met Thr Ser Met Leu Thr Val 

325 330 335 

Val Phe Gly Leu Thr Ser Val Leu Val He Met He Phe Tyr Gly Tyr 

340 345 350 

Val He Ala Thr He Leu Lys He He Ser Val Glu Gly Arg Ser Lys 

35 5 360 365 

Val Phe Asn Thr Gly Gly Ser His Leu lie Ala Val Thr Leu Phe Tvr 

370 375 380 

Cys Ser Arg lie Phe Val Tyr Met Cys Ser His Ser Asp Ala Ser Leu 
385 390 395 4 oo 

Ser Arg Asn Lys Val Asp Ser He Val Tyr Thr Val Val lie Pro Arg 

405 410 415 

Leu Asn Pro Leu He Tyr Ser Leu Ser Asp Lys Xaa He Lys Asp Ala 

420 425 430 

Leu Lys Arg Trp Thr Lys Arg He Phe Ser Trp Pro 
435 440 

<210> 2249 
<211> 312 
<212> PRT 

<213> Homo sapien (8131671-12-i836-3192) 
<400> 2249 

Met Gly Val Lys Asn His Ser Thr Val Thr Glu Phe Leu Leu Ser Gly 

1 5 10 15 

Leu Thr Glu Gin Ala Glu Leu Gin Leu Pro Leu Phe Cys Leu Phe Leu 

20 25 30 

Gly He Tyr Thr Val Thr Val Val Gly Asn Leu Ser Met lie Ser He 

35 40 45 

He Arg Leu Asn Arg Gin Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 

50 55 6 o 

Ser Leu Ser Phe Leu Asp Phe Cys Tyr Ser Ser Val He Thr Pro Lvs 
65 70 75 80 

Met Leu Ser Gly Phe Leu Cys Arg Asp Arg Ser lie Ser Tyr Ser Gly 

85 90 95 

Cys Met He Gin Leu Phe Phe Phe Cys Val Cys Val He Ser Glu Cys 

100 105 no 

Tyr Met Leu Ala Ala Met Ala Cys Asp Arg Tyr Val Ala lie Cys Ser 

115 120 125 

Pro Leu Leu Tyr Arg Val lie Met Ser Pro Arg Val Cys Ser Leu Leu 
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130 










1 J O 








140 






nio 


civ 


Val 


Ala 


Ala 


Val 


Phe 


Ser 


Val 


Gly 


Phe 


Thr 


Asp Ala 


Val 


116 


145 








150 










155 








160 


Glv Cvs 


He 


Leu 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


Ser Asn 


lie 


Tie 


Lys 


His 










165 










170 








175 


Thr 


Tyr 


Phe 


Cys 


Asp 


He 


Val 


Pro 


Leu 


He 


Lys 


Leu Ser 


Cys 


Del 


Ser 




180 










185 








iyu 




Val 


Tyr 


He 


Asp 


Glu 


Leu 


Leu 


He 


Phe 


Vai 


He Gly Gly 


Phe 


Asn 


Mot- 




195 










O A A 

200 








205 








Ala 


Thr 


Ser 


Leu 


Thr 


He 


He 


He 


Ser 


Tyr 


Ala Phe 


He 


Leu 


Thr 


Ser 




210 










215 








220 








Thr 


He 


Leu 


Arg 


He 


His 


Ser 


Lys 


Lys 


Gly 


Arg 


Cys Lys 


Ala 




Ser 


225 








230 










235 








240 


Cys 


Ser 


Ser 


M^s 


Leu 


Thr 




vai 




Met 


Phe Tyr Gly 


Ser 


Leu 


Met 














250 








255 




Ser 


Met 


Tyr 


Leu 


Lys 


Pro 


Ala 


Ser 


Ser 


Ser 


Ser Leu 


Thr 


Gin 


Glu 


Lys 






260 








265 








270 




Leu 


Val 


Ser 


Ser 
275 


Val 


Phe 


Tyr 


Thr 


Thr 
280 


Val 


He 


Leu Met 


Leu 
285 


Asn 


Pro 


He 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Asn 
295 


Glu 


Val 


Arg 


Asn Ala 
300 


Leu 


Met 


Lys 


Leu 


Leu 


Arg 


Arg 


Lys 


He 


Ser 


Leu 


Ser 

















'305 310 

<210> 2250 
<211> 305 
<212> PRT 

<213> Homo sapien (8131682-2-1-1878) 

<400> 2250 _ 
Met Gin Arg Ser Asn His Thr Val Thr Glu Phe He Leu Leu Gly Phe 

15 10 « 

Thr Thr Asp Pro Gly Met Gin Leu Gly Leu Phe Val Val Phe Leu Gly 

20 25 30 

Val Tyr Ser Leu Thr Val Val Gly Asn Ser Thr Leu He Val Leu He 

35 40 45 

Cys Asn Asp Ser Cys Leu His Thr Pro Met Tyr Phe Val Val Gly Asn 

50 55 60 

Leu Ser Phe Leu Asp Leu Trp Tyr Ser Ser Val Tyr Thr Pro Lys He 
65 70 75 80 

Leu Val Thr Cys He Ser Glu Asp Lys Ser He Ser Phe Ala Gly Cys 

85 90 95 

Leu Cys Gin Phe Phe Phe Ser Ala Gly Leu Ala Tyr Ser Glu Cys Tyr 

100 105 HO 

Leu Leu Ala Ala Val Ala Tyr Asp Arg Tyr Val Ala He Ser Lys Pro 

115 120 125 

Leu Leu Tyr Ala Gin Ala Met Ser He Lys Leu Cys Ala Leu Leu Val 

130 135 140 

Ala Val Ser Tyr Cys Gly Gly Phe He Asn Ser Ser He He Thr Lys 
145 150 155 160 

Lys Thr Phe Ser Phe Asn Phe Cys Arg Glu Asn He He Asp Asp Phe 

165 170 175 

Phe Cys Asp Leu Leu Pro Leu Val Glu Leu Ala Cys Gly Glu Lys Gly 

180 185 190 

Gly Tyr Lys He Met Met Tyr Phe Leu Leu Ala Ser Asn Val He Cys 

195 200 205 

Pro Ala Val Leu He Leu Ala Ser Tyr Leu Phe He He Thr Ser Val 

210 215 220 

Leu Arg He Ser Ser Ser Lys Gly Tyr Leu Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Thr Ser Val Thr Leu Tyr Tyr Gly Ser He Leu Tyr 
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245 250 255 

He Tyr Ala Leu Pro Arg Ser Ser Tyr Ser Phe Asp Met Asp Lys He 

260 265 270 

Val Ser Thr Phe Tyr Thr Val Val Phe Pro Met Leu Asn Leu Met He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Lys Lys Leu Leu 
290 295 300 

Pro 
305 

<210> 2251 
<211> 306 
<212> PRT 

<213> Homo sapien (8131682-3-415-2331) 
<400> 2251 

Met Gin Arg Ser Asn His Thr Val Thr Glu Phe He Leu Leu Gly Phe 

1 5 10 15 

Thr Thr Asp Pro Gly Met Gin Leu Gly Leu Phe Val Val Phe Leu Gly 

20 25 30 

Val Tyr Cys Leu Thr Val Val Gly Ser Ser Thr Leu He Val Leu He 

35 '40 45 

Cys Asn Asp Ser Arg Leu His Thr Pro Met Tyr Phe Val He Gly Asn 

50 55 60 

Leu Ser Phe Leu Asp Leu Trp Tyr Ser Ser Val His Thr Pro Lys He 
65 70 75 80 

Leu Val Thr Cys He Ser Glu Asp Lys Ser He Ser Phe Ala Gly Cys 

85 90 95 

Leu Cys Gin Phe Phe Ser Ala Arg Leu Ala Tyr Ser Glu Cys Tyr Leu 

100 105 no 

Leu Ala Ala Met Ala Tyr Asp His Tyr Val Ala He Ser Lys Pro Leu 

H5 120 125 

Leu Tyr Ala Gin Thr Met Pro Arg Arg Leu Cys He Cys Leu Val Leu 

130 135 140 

Tyr Ser Tyr Thr Gly Gly Phe Val Asn Ala He He Leu Thr Ser Asn 
145 150 155 160 

Thr Phe Thr Leu Asp Phe Cys Gly Asp Asn Val He Asp Asp Phe Phe 

165 170 175 

Cys Asp Val Pro Pro Leu Val Lys Leu Ala Cys Ser Val Arg Glu Ser 

180 185 190 

Tyr Gin Ala Val Leu His Phe Leu Leu Ala Ser Asn Val He Ser Pro 

195 200 205 

Thr Val Leu He Leu Ala Ser Tyr Leu Ser He He Thr Thr He Leu 

210 215 220 

Arg He His Ser Thr Gin Gly Arg He Lys Val Phe Ser Thr Cys Ser 
225 230 235 240 

Ser His Leu He Ser Val Thr Leu Tyr Tyr Gly Ser He Leu Tyr Asn 

245 250 255 

Tyr Ser Arg Pro Ser Ser Ser Tyr Ser Leu Lys Arg Asp Lys Met Val 

260 265 ~ 270 

Ser Thr Phe Tyr Thr Met Leu Phe Pro Met Leu Asn Pro Met He Tyr 

275 280 285 

Ser Leu Arg Ser Lys Asp Met Lys Asp Ala Leu Lys Lys Phe Phe Lys 

290 295 300 

Ser Ala 
305 

<210> 2252 
<211> 324 
<212> PRT 

<213> Homo sapien (8152118-1-59952-61847) 
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<220> 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 

<400> 2252 

His Thr Glu Pro Arg Asn Leu Thr Gly Val Xaa Glu Phe Leu Leu Leu 

15 10 15 

Gly Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Ala Leu Leu Ser 

20 25 30 

Leu Ser Leu Ser Met Tyr Leu Val Thr Val Leu Arg Asn Leu Leu Ser 

35 40 45 

He Leu Ala Val Arg Ser Glu Ser Pro Leu His Thr Thr Met Tyr Phe 

50 55 60 

Phe Leu Ser He Leu Cys Trp Ala Asp He Gly Phe Thr Ser Ala Thr 
65 70 75 80 

Val Pro Lys Met He Val Asp Met Gin Trp Tyr Ser Lys Val He Ser 

85 90 95 

His Ala Gly Cys Leu Thr Gin Met Ser Phe Leu Val Leu Phe Ala Cys 

100 105 HO 

He Glu Gly Met Leu Leu Thr Val Met Ala Tyr Asp Cys Phe Val Gly 
5 us 120 125 

He Cys Arg Pro Leu His Tyr Pro Val He Val Asn Pro His Leu Cys 

130 ~ 135 140 

Val Phe Phe Val Leu Val Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin 
145 150 155 160 

Leu His Ser Trp He Val Leu Gin Phe Thr He He Lys Asn Val Glu 

165 170 175 

He Ser Asn Phe Val Cys Asp Pro Ser Gin Leu Leu Lys Leu Ala Cys 

180 185 190 

Ser Asp Ser Val He Asn Ser He Phe He Tyr Phe Gly Ser Thr Met 

195 200 205 

Phe Gly Phe Leu Pro He Ser Gly He Leu Leu Ser Tyr Tyr Lys He 

210 215 220 

Val Pro Ser He Leu Arg He Ser Ser Ser Asp Gly Lys Tyr Lys Ala 
225 230 235 240 

Phe Ser Thr Tyr Gly Ser His Leu Ala Val Phe Cys Xaa Phe Asp Gly 

245 250 255 

Thr Gly He Gly Val Tyr Leu Thr Ser Ala Val Ala Pro Pro Pro Arg 

260 265 270 

Asn Gly Val Val Val Ser Val Lys Xaa Ala Val Val Thr Pro Met Pro 

275 280 285 

Asn Leu Phe He Tyr Ser Leu Arg Asn Arg Asp He Gin Ser Ala Leu 

290 295 300 

Arg Arg Leu Pro Asn Lys Thr Val Glu Ser Pro Xaa Ser Val Pro Ser 
305 310 315 320 

Phe Phe Trp Cys 

<210> 2253 
<211> 212 
<212> PRT 

<213> Homo sapien (8247820-10-10207-11695) 
<220> 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 

<400> 2253 
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Thr Met Phe Tyr Lys He Ser Ala Leu Phe Xaa Cys Xaa Cys He Thr 

1 5 10 15 

Leu Phe Xaa Xaa Lys Leu Ser Lys Gin Lys He Tyr Trp Val Leu Thr 

20 25 30 

He Phe Gly Phe Leu Glu Ala Phe He Ala Met Asn Lys Leu Xaa Lys 

35 40 45 

Leu Tyr Ser Ser Leu He Cys Leu Tyr Phe He He Xaa He Phe Lys 

50 55 60 

Phe Ser Asn Met Phe He Phe Tyr Asn Met Asn lie Ser Val His Tyr 
6 5 70 75 80 

Phe Leu Lys Cys He Phe Phe Phe Cys He Cys Cys Leu Xaa Leu Leu 

85 90 95 

He Phe Asp Ser Phe Ser Thr His Pro Pro Leu Pro Leu Leu Xaa Glu 

100 105 110 

Ala Asp He Cys Ala Asn Ser Xaa Pro Cys Tyr Thr Asn Thr Thr Ala 

115 120 125 

Ser Xaa Xaa His Phe Tyr He He Leu Asn Phe Cys Leu Ser Tyr Xaa 

130 135 140 

Pro Ser Val Ser Ser Met Leu Tyr Gly Arg Leu Phe Leu Met Tyr Leu 
145 150 155 160 

Met Pro Glu Asn Ser Leu Asp Thr Asp Arg Met Ala Ser Val Phe Tyr 

165 170 175 

Thr Val Val He Pro Met Leu Asn Pro Leu He Trp Ser Pro Arg Asn 

180 185 190 

Lys Asp Val Thr Ser Ala Leu Arg Lys Val Met Val Asn Arg Lys Gin 

195 200 205 

Ala Leu Phe Cys 
210 

<210> 2254 
<211> 314 
<212> PRT 

<213> Homo sapien (8247820-11-34143-40656) 
<220> 

<221> VARIANT 

<222> (1)...(314) 

<223> Xaa = Any Amino Acid 

<400> 2254 

He Xaa Met Ala Asp Arg Asn Val Thr Val He Thr Glu Phe He Leu 

1 5 10 15 

Leu Gly Leu Thr Asp Asn Pro Glu Met Asn Val Val Leu Ser Val Leu 

20 25 30 

Phe Leu Leu He Tyr Leu He Thr Val Leu Gly Asn Phe Trp He He 

35 40 45 

He He He Leu Ala Ser Ala Gin Leu His Ser Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Gin Leu Ala Phe Leu Asp Phe Cys Tyr Ser Ser Val Leu He 
65 70 75 80 

Pro Lys Met Leu Val Asn Tyr He Ala Gly Gin Lys Val He Ser Tyr 

85 90 95 

His Gly Cys Leu Leu Gin Tyr Ser Phe Val Ser Leu Phe Leu Thr Thr 

100 105 HO 

Glu Cys Phe Leu Leu Ala Ala Met Ala Cys Asp Arg Tyr Leu Ala Val 

115 120 125 

Cys His Pro Leu His Tyr Lys Gly Leu Met Thr Pro Thr Phe Xaa He 

130 135 140 

Tyr Leu Val Thr Val Ser Tyr Leu Leu Gly Ser Val Asn Ser Leu Thr 
If 5 150 155 160 

His Leu Ser Ser Leu Leu Ser Leu Ser Phe Cys Gly Ser Asn Val He 
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165 170 175 



Asn 


Arg 


Tyr 


Phe 


Cys 


Asp 


He 


Pro 


Leu 


Leu Phe Gin 


Leu Ser 


Cys 


Ser 






180 










185 




190 






Asm 


Thr 


Gin 


His 


Ser 


Lys 


He 


Leu 


Phe 


Thr Val Leu 


Ser Gly Ala 


Thr 






195 










200 






205 








Val 


Thr 


Thr 


Phe 


Leu 


He 


Val 


Val 


Ser Ser Tyr 


Leu Val 


He 


Leu 




210 










215 






220 








Leu 


lie 


Val 


Leu 


LVS 


He 


His 


Ser 


Thr 


Arg Gly Arg Asn Lys 


Ala 


He 


225 










230 








235 






240 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Met 


Val 


Val Thr Leu 


Phe Tyr 


Arg 


Thr 








245 










250 




255 




Val 


He 


Phe 


Thr 


Tyr 


Leu 


Gly 


Ala 


Asn 


Pro Gly Tyr 


Ser Gin 


Asp 


Arg 








260 










265 




270 






Pr*rv 


T.vrc; 






Pro 


Val 


Glu 


Cys 


Thr 


Leu Leu Leu 


Ser He 


Leu 


Asn 






275 










280 






285 






Leu 


Leu 


He 


Tyr 


Ser 


Val 


Arg 


Asn 


Arg 


Glu Val Lys 


Glu Ala 


He 


Lys 




290 










295 






300 








lie 


He 


He 


Lys 


Arg 


Lys 


He 


Leu 


Pro 


Gin 









305 310 

<210> 2255 
( <211> 245 
<212> PRT 

<213> Homo sapien (8247820-7-4578-5918) 
<220> 

<221> VARIANT 

<222> (1)...(245) 

<223> Xaa = Any Amino Acid 



<400> 2255 



Met 


Ser 


Xaa 


Xaa 


He 


Phe 


Cys 


Leu 


Pro 


Lys 


He 


He 


He 


Thr 


Leu 


Leu 


1 








5 










10 










15 




Gin 


Xaa 


Glu 


Trp 
20 


Asp 


Ala 


Leu 


Asn 


Leu 
25 


Glu 


Thr 


Arg 


Val 


Phe 
30 


Leu 


Glu 


Glu 


Asp 


Phe 
35 


Pro 


Cys 


Gly 


Phe 


Ser 
40 


Leu 


Trp 


He 


Val 


Arg 
45 


Gin 


Leu 


Ser 


Phe 


Phe 
50 


Leu 


Glu 


He 


Asn 


Xaa 
55 


Phe 


Ala 


His 


Leu 


Lys 
60 


Lys 


Xaa 


Cys 


Arg 


Lys 


His 


Thr 


Ser 


Thr 


Phe 


Ser 


Leu 


Ser 


Asn 


Leu 


Ala 


Phe 


Xaa 


Asp 


Phe 


65 










70 










75 










80 


Cys 


Tyr 


Ala 


Ser 


Val 


He 


Thr 


Ser 


Lys 


Met 


Phe 


Gly 


Ser 


Phe 


Leu 


Tyr 






85 










90 










95 




Lys 


Gin 


Lys 


Lys 


Leu 


Thr 


Phe 


Asn 


Ala 


Leu Gly Cys 


Ser 


Leu 


Thr 


Phe 




100 










105 










110 






Met 


Thr 


Thr 
115 


Glu 


Cys 


Leu 


Leu 


Leu 
120 


Ala 


Phe 


Met 


Ala 


Cys 
125 


Asp 


Gin 


Tyr 


Leu 


Val 
130 


He 


Cys 


Asn 


Pro 


Pro 
135 


Leu 


Tyr 


Met 


Val 


Thr 
140 


Met 


Ser 


Pro 


Pro 


Gin 


Gly Val 


Cys 


He 


Gin 


Leu 


Met 


Pro 


Ala 


Ser 


Tyr 


Ser 


Tyr 


Ser 


Phe 


145 








150 










155 










160 


Leu 


Met 


Thr 


Leu 


Ser 
165 


His 


Tyr 


Leu 


Ser 


Ala 
170 


Phe 


Arg 


Leu 


Pro 


Tyr 
175 


Cys 


Pro 


Ser 


Val 


Ser 


Leu 


Met 


Phe 


Asn Gly 


Ser 


Leu 


Phe 


Leu 


Tyr 


Cys 


Thr 








180 










185 










190 






Xaa 


Cys 


Ser 


Glu 


Asn 


Ser 


Leu 


Asp 


Thr 


Asp Arg 


Met 


Ala 


Ser 


Val 


Phe 




195 










200 










205 








Tyr 


Thr 


Val 


Val 


He 


Pro 


Met 


Leu 


Ser 


Pro 


Leu 


He 


Trp 


Ser 


Leu Arg 


210 










215 










220 










Asn 


Lys 


Asp Val 


Lys 


Asp 


Ala 


Leu 


Arg 


Lys 


Val 


He 


Val 


Asn Arg 


Asn 


225 








230 










235 










240 
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Gin Ala Leu Phe Cys 
245 

<210> 2256 
<211> 302 
<212> PRT 

<213> Homo sapien (8308370-1-1-2758) 
<220> 

<221> VARIANT 

<222> (1)...{302) 

<223> Xaa = Any Amino Acid 

<400> 2256 

He Arg Glu Thr His Ser His Val Pro Tyr Thr Ser Val Phe Leu Pro 

1 5 10 15 

Val Phe Tyr Thr Ala Val Phe Leu Thr Gly Val Leu Gly Asn Leu Val 

20 25 30 

Leu Met Gly Ala Leu His Phe Lys Pro Gly Ser Arg Arg Leu He Asp 

35 40 45 

He Phe He He Asn Leu Ala Ala Ser Asp Phe He Val Ser Cys His 

5 0 55 60 

He Ala Ser Leu Gly Gly Xaa Arg Thr Ser Leu Gly Leu Trp Arg Thr 
65 70 75 80 

Gly Ser Phe Leu Cys Lys Gly Ser Ser Tyr Met He Ser Val Asn Met 

85 90 95 

His Cys Ser Val Leu Leu Leu Thr Cys Met Ser Val Asp Arg Tyr Leu 

100 105 no 

Ala He Val Trp Pro Val Val Ser Arg Lys Phe Arg Arg Thr Asp Cys 

115 120 125 

Ala Tyr Val Val Cys Ala Ser He Trp Phe Asn Leu Leu Pro Ala Gly 

130 135 140 

Val Ala Tyr Ser Ser Val Gin Gly Ala His Ala Val Asp Asp Lys Pro 
145 150 155 160 

Tyr Cys Ala Glu Lys Lys Ala Thr Pro He Lys Leu He Trp Ser Leu 

165 170 175 

Val Ala Leu He Phe Thr Phe Phe Val Pro Leu Leu Ser He Val Thr 

180 185 190 

Cys Tyr Cys Cys He Ala Arg Lys Leu Cys Ala His Tyr Gin Gin Ser 

1^5 200 205 

Gly Lys His Asn Lys Lys Leu Lys Lys Ser He Lys He He Phe He 

210 215 220 

Val Val Ala Ala Phe Leu Val Ser Trp Leu Pro Phe Asn Thr Phe Lys 
225 230 235 240 

Phe Leu Ala He Val Ser Gly Leu Arg Gin Glu His Tyr Leu Pro Ser 

245 250 255 

Ala He Leu Gin Leu Gly Met Glu Val Ser Gly Pro Leu Ala Phe Ala 

260 265 270 

Asn Ser Cys Val Asn Pro Phe He Tyr Tyr He Phe Asp Ser Tyr He 

275 280 285 

Arg Arg Ala He Val His Cys Leu Cys Pro Cys Leu Lys Asn 
290 295 300 

<210> 2257 
<211> 336 
<212> PRT 

<213> Homo sapien (8318124-7-422-2124) 
<220> 

<221> VARIANT 
<222> (1) . . . (336) 
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<223> Xaa = Any Amino Acid 
<400> 2257 

Asp Thr Asp Pro Gin Ser Leu Thr Asp Val Ser He Phe Leu Leu Leu 

1 5 10 15 

Glu Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Val Ala Gly Leu Phe 

20 25 30 

Leu Ser Met Cys Leu Val Met Val Leu Glu Asn Leu Leu He He Leu 

35 40 45 

Asp Val Ser Pro Asp Ser His Leu Pro Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Leu Pro Asp He Gly Phe Thr Ser Thr Thr Val Pro 
65 70 75 80 

Lvs Met He Val Asp He Gin Ser His Ser Arg Val He Tyr Ala Gly 

85 90 *5 

Cys Leu Thr Val Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Glu 

100 105 HO 

Asn Met Leu Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 

115 120 125 

His Pro Leu Tyr Arg Ser Ala Thr Leu Asn Pro Cys Phe Cys Gly Phe 

130 135 140 

Leu Asp Leu Leu Ser Phe Phe Phe Phe Ser Leu Arg Leu Leu Asp Ser 
f 145 150 155 160 

Gin Leu His Asn Leu He Ala Leu Gin Met Thr Cys Phe Lys Asp Val 

165 170 175 

Glu He Pro Asn Phe Phe Trp Glu Pro Ser Gin Leu Pro His Leu Ala 

180 185 190 

Cys Cys Asp Thr Phe Thr Arg Asn He Ser Met Tyr Phe Pro Ala Ala 

195 200 205 

Val Phe Gly Phe Leu Ser lie Ser Gly Thr Leu Phe Ser Tyr Cys Lys 

210 215 220 

Met Val Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys 
225 230 235 240 

Ala Phe Ser Thr Xaa Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr 

245 250 255 

Gly Thr Gly Phe Gly Glu Tyr Leu Gly Ser Asp Val Ser Ser Ser Pro 

260 265 270 

Arg Lys Gly Ala Val Ala Ser Val Met Tyr Ser Val Val Thr Pro Met r 

275 280 285 

Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Gly Asp He Lys Ser Val 

290 295 300 

Leu Arg Arg Pro Gin Gly Ser Thr Val Ser Ser Gin Tyr Leu Leu He 
305 310 315 320 

Cys Ser He Pro Phe Val Gly Trp Val Asn Lys Asp Ser Lys Val Lys 
325 330 335 

<210> 2258 
<211> 319 
<212> 'PRT 

<213> Horoo sapien (8348136-100-2086-3409) 
<220> 

<221> VARIANT 

<222> (1) . • . (319) 

<223> Xaa = Any Amino Acid 

<400> 2258 

Ser His Thr Glu Pro Gin Asn Leu Thr Gly Val Ser Glu Phe Leu Leu 

15 10 15 

Leu Gly Leu Ser Glu Asp Pro Glu Leu Gin Pro Leu Leu Ala Gly Leu 
20 25 30 
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Phe Leu Ser Met Cys Leu Val Thr Met Leu Arg Glu Leu Leu He He 

35 40 45 

Leu Ala Val Thr Ser Asp Ser His Leu His He Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Val Leu Gly His Asp He Gly Phe Thr Xaa Ala Thr 
65 70 75 80 

Val Pro Lys Met He Val Asp Met Gin Ser His Ser Arg Val He Ser 

85 90 95 

His Ala Gly Cys Leu Thr Gin He Pro Phe Phe Val Leu Phe Val Cys 

100 105 HO 

He Asp Asp Met Leu Leu Thr Val Met Ala Tyr Asp Xaa Phe Val Ala 

115 120 125 

He Cys His Pro Leu His Tyr Pro Val lie Met Asn Pro His Leu Cys 

130 135 140 

Val Phe Leu Val Leu Met Phe Phe Leu Ser Leu Leu Asp Ser Xaa Leu 
145 150 155 160 

His Asn Trp He Val Gin Phe Thr Cys Phe Lys Asn Val Glu He Ser 

165 170 175 

Asn Phe Phe Cys Asp Xaa Ser Gin Leu Leu Asn Leu Ala Cys Ser Asp 

180 185 190 

iVal He Ser Asn He Phe He His Leu Asp Ser Thr He Phe Gly Phe 

195 200 205 

Leu Pro He Ser Gly He Leu Leu Ser Tyr Tyr Lys lie Val Pro Ser 

210 215 220 

He Leu Arg lie Pro Leu Ser Asp Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ala lie Val Cys Leu Phe Tyr Gly Thr Gly lie 

245 250 255 

Gly Met Tyr Leu Thr Ser Ala Val Ser Pro Ala Pro Arg Asn Gly Val 

260 265 270 

Val Ala Ser Val Leu Tyr Ala lie Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

lie Cys Ser Leu Arg Asn Arg Gly lie Gin Ser Ala Leu Trp Arg Leu 

290 295 300 

Cys Arg Arg Lys Val Xaa Ser His Asp Leu Phe His Pro Phe Ser 
305 310 315 

<210> 2259 
<211> 186 
<212> PRT 

<213> Homo sapien (8389427-13-4913-5701) 
<220> 

<221> VARIANT 

<222> (1) . . . (186) 

<223> Xaa = Any Amino Acid 

<400> 2259 

Pro Val Pro Gin His Leu Phe Phe Phe Leu Lys Val Thr Gly His Leu 

1 5 10 15 

Leu Thr Xaa lie Arg Asn Leu Xaa Phe Val Pro Asp Phe Ser Phe Ser 

20 25 30 

Leu Ala Leu His He Tyr Gin Xaa Tyr Xaa Phe Xaa Thr Asn Leu Asn 

35 40 45 

Glu Leu His Leu Cys Pro Ser Leu He Ser Pro Pro Ser Leu Ser Val 

50 55 60 

His Xaa Leu Arg Leu His His Val Asn Tyr Tyr His Gly Met Leu Thr 
65 70 75 80 

Glu Leu Leu Leu Pro Met Val Pro Cys His Asn Ser Ser Phe He Trp 

85 90 95 

Leu Pro He Asn Phe Xaa Lys Phe lie Cys lie Cys Tyr Phe Ser Gly 
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100 










105 






110 




His 


Xaa 


Lys 


Leu 


Pro 


net 


nib 


val 


Glu Asp Gly Met 


Gin 


Thr 


Ala 


Leu 




115 










120 






125 


His 






Ala 


Cys 


Pro 


Leu 


Leu 


Mot* 

net 


m n 


Leu 


Leu Leu Ser 


He 


Pro 


Ser 


Tyr 




130 










135 






140 




His 






Pro 


Leu 


Leu 


Leu 


Asp 


Asn 


Ser 


Phe 


Leu Phe Leu 


Arg 


Leu 


Pro 


Arg 


145 










150 






155 










160 


Ser 


Lys 


Leu 


Ser 


Tyr 


Phe 


Leu 


His 


He Leu Leu 


Ser 


Xaa 


Pro 


Phe 


Thr 








165 








170 








175 




Tyr 


Val 


Asn 


His 


Leu 


Leu 


Pro 


Phe 


Leu Leu 
















180 










185 













<210> 2260 

XXV J u** 

<212> PRT 

<213> Homo sapien (8389428-12-1-2464) 
<400> 2260 

Met Arg Asn Gly Thr Val He Thr Glu Phe He Leu Leu Gly Phe Pro 

1 5 10 15 

Val He Gin Gly Leu Gin Thr Pro Leu Phe He Ala He Phe Leu Thr 

20 25 30 

Tyr He Leu Thr Leu Ala Gly Asn Gly Leu He He Ala Thr Val Trp 

35 40 45 

Ala Glu Pro Arg Leu Gin He Pro Met Tyr Phe Phe Leu Cys Asn Leu 

50 55 60 

Ser Phe Leu Glu He Trp Tyr Thr Thr Thr Val He Pro Lys Leu Leu 
65 70 75 80 

Gly Thr Phe Val Val Ala Arg Thr Val He Cys Met Ser Cys Cys Leu 

85 90 95 

Leu Gin Ala Phe Phe His Phe Phe Val Gly Thr Thr Glu Phe Leu He 

100 105 HO 

Leu Thr He Met Ser Phe Asp Arg Tyr Leu Thr He Cys Asn Pro Leu 

115 120 125 

His His Pro Thr He Met Thr Ser Lys Leu Cys Leu Gin Leu Ala Leu 

130 135 140 

Ser Ser Trp Val Val Gly Phe Thr He Val Phe Cys Gin Thr Met Leu 
145 " 150 155 160 

Leu He Gin Leu Pro Phe Cys Gly Asn Asn Val He Ser His Phe Tyr 

165 170 175 

Cys Asp Val Gly Pro Ser Leu Lys Ala Ala Cys He Asp Thr Ser He 

180 185 190 

Leu Glu Leu Leu Gly Val He Ala Thr He Leu Val He Pro Gly Ser 

195 200 205 

Leu Leu Phe Asn Met He Ser Tyr He Tyr He Leu Ser Ala He Leu 

210 215 220 

Arg He Pro Ser Ala Thr Gly His Gin Lys Thr Phe Ser Thr Cys Ala 
225 230 235 240 

Ser His Leu Thr Val Val Ser Leu Leu Tyr Gly Ala Val Leu Phe Met 

245 250 255 

Tyr Leu Arg Pro Thr Ala His Ser Ser Phe Lys He Asn Lys Val Val 

260 265 270 

Ser Val Leu Asn Thr He Leu Thr Pro Leu Leu Asn Pro Phe He Tyr 

275 280 285 

Thr He Arg Asn Lys Glu Val Lys Gly Ala Leu Arg Lys Ala Met Thr 
290 295 300 

<210> 2261 

<211> 275 

<212> PRT 

<213> Homo sapien (8439748-1-6412-8052) 
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<220> 

<221> VARIANT 

<222> (1) . . . (275) 

<223> Xaa = Any Amino Acid 

<400> 2261 

Thr lie He Asn Val Asn He Ser Pro Glu Phe Val Leu Val Gly Phe 

15 10 15 

Ser Ser Asp Ala Glu He Gin He Met Leu Phe Val Leu He Leu Val 

20 25 30 

He His Leu Leu Thr Leu Thr Gly Lys Leu Val Met He Leu Glu He 

35 40 45 

Arg Ala Asp Ser His Leu Gin Arg Pro Met Tyr Phe Phe Leu Xaa His 

50 55 60 

Leu Ser Phe Leu Asp Leu Ser Tyr Ser Ser Val Thr Val Pro Arg Met 
65 70 75 80 

Leu Gin Asn Phe Leu Ser Gly Arg Lys Ala Ser Gin Cys Gly Ala. Ala 

85 90 95 

Ser Pro Ser Phe Phe Phe Thr Leu Ser Gly Gly Thr Glu Ala Cys Leu 

100 105 110 

Phe Ser Ala Met Ala Tyr Asp His Tyr Ala Thr He Arg His Pro Val 

115 120 125 

Val Tyr Thr Met Val Met Asn Arg Ser Leu Cys Met Val He Leu Arg 

130 135 140 

He Ala Trp Ala Ala Gly Phe Leu He Ser Leu Met Asp Ser Leu Phe 
145 150 155 160 

Thr His Lys Leu His Phe Cys Gly Pro Asp He He Pro Tyr Phe Arg 

165 170 175 

Cys Lys Leu Pro Pro Phe Phe Pro Leu Ser Tyr lie Asp Pro Thr Val 

180 185 190 

Asn Glu He Leu Leu Ala Val Ser Gin Ala Phe Trp Gly Leu Leu Thr 

195 200 205 

Leu Ser Leu lie Phe Phe Ser Tyr Ser Arg He Thr Ser Val He Leu 

210 215 220 

Ser He Cys Ser Ser Glu Gly Gin Gly Lys Ala Phe Ser Ala Cys Pro 
225 230 235 240 

Ser His Leu Ala Val Val Leu Ser Phe Tyr Gly Thr Ala Phe Phe Arg 

245 250 255 

Tyr Pro Gly Ser Thr Ser Gly Ser Val Leu Gly Gin Val Val Ser Val 
260 265 270 

Gin Tyr Ser 
275 

<210> 2262 
<211> 317 
<212> PRT 

<213> Homo sapien (8439748-5-3942-6516) 
<400> 2262 

Met Leu Arg Asn Gly Ser He Val Thr Glu Phe He Leu Val Gly Phe 

15 10 15 

Gin Gin Ser Ser Thr Ser Thr Arg Ala Leu Leu Phe Ala Leu Phe Leu 

20 25 30 

Ala Leu Tyr Ser Leu Thr Met Ala Met Asn Gly Leu He He Phe He 

35 40 45 

Thr Ser Trp Thr Asp Pro Lys Leu Asn Ser Pro Met Tyr Phe Phe Leu 

50 55 60 

Gly His Leu Ser Leu Leu Asp Val Cys Phe He Thr Thr Thr He Pro 
65 70 75 80 

Gin Met Leu He His Leu Val Val Arg Asp His He Val Ser Phe Val 
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85 








90 




95 




Cvs 


Cvs 


Met 


Thr 


Gin 


Met 


Tyr 


Phe 


Val Phe Cys Val Gly 


Val 


Ala 


Glu 




100 










105 


110 








He 


Leu 


Leu 


Ala 


Phe 


Met 


Ala 


Tyr Asp Arg Tyr Val 


Ala 


He 


Cys 




115 










120 


125 








xyx 


Pro 


Leu 


Asn 


Tyr Val 


Pro 


He 


He Ser Gin Lys Val 


Cys 


Val 


Arg 


1JU 










135 




140 








Leu 


Val 


Glv 


Thr 


Ala 


x xp 


Phe 


Phe 


Gly Leu He Asn Gly 


He 


Phe 


Leu 


145 








1JU 






155 






160 


Glu 


i Jf i 


He 


Ser 


roller 


r%x. y 


Glu 


Pro 


Phe Arg Arg Asp Asn 


His 


He 


Glu 








1 fi5 








170 




175 






Phe 


Phe 


Cys 


f2l «i 




Pro 


He 


Val He Gly Leu Ser 


Cys 


Gly 


Asp 








180 










185 


190 






Pyr» 




Pho 




T *au 




Ala 


lie 


Phe Ala Asp Ala He 


Val 


Val 


He 






X J J 








200 


205 








UC U 


OCX 


XT X V 


Met 


Val 


Leu 


Thr 


Val 


Thr Ser Tyr Val His 


He 


Leu 


Ala 




210 

A X \I 










215 




220 








X XIX 


lie 


T.oi i 

J-JtT Li 


Ser 


Lys 


Ala 


Ser 


Ser 


Ser Gly Arg Gly Lys 


Thr 


Phe 


Ser 


A -J 










230 






235 






240 




V*. jr & 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val He Phe Leu Tyr 


Thr 


Ser 


Ala 








245 








250 




255 




.Met 


Phe 


Ser 


Tyr 


Met 


Asn 


Pro 


His 


Ser Thr His Gly Pro 


Asp 


Lys 


Asp 








260 










265 


270 






Lys 


Pro 


Phe 


Ser 


Leu 


Leu 


Tyr 


Thr 


He He Thr Pro Met 


Cys 


Asn 


Pro 




275 










280 


285 








He 


He 


Tyr 


Ser 


Phe 


Arg 


Asn 


Lys 


Glu He Lys Glu Ala 


Met 


Val 


Arg 




290 










295 




300 








Ala 


Leu 


Gly Arg 


Thr 


Arg 


Leu 


Ala 


Gin Pro Gin Ser Val 









305 310 315 

<210> 2263 
<211> 320 
<212> PRT 

<213> Homo sapien (8439993-14-9565-12410) 



<400> 2263 


























Met 


Leu 


His 


Thr 


Asn 


Asn 


Thr 


Gin 


Phe 


His 


Pro Ser 


Thr 


Phe 


Leu 


Val 


1 








5 










10 








15 




Val 


Gly 


Val 


Pro 


Gly 


Leu 


Glu 


Asp 


Val 


His 


Val Trp 


He 


Gly 


Phe 


Pro 






20 










25 








30 






Phe 


Phe 


Ala 
35 


Val 


Tyr 


Leu 


Thr 


Ala 
40 


Leu 


Leu 


Gly Asn 


He 
45 


He 


He 


Leu 


Phe 


Val 
50 


He 


Gin 


Thr 


Glu 


Gin 
55 


Ser 


Leu 


His 


Gin Pro 
60 


Met 


Phe 


Tyr 


Phe 


Leu 


Ala 


Met 


Leu 


Ala 


Gly 


Thr 


Asp 


Leu 


Gly 


Leu Ser 


Thr 


Ala 


Thr 


He 


65 










70 










75 








80 


Pro 


Lys 


Met 


Leu 


Gly 


He 


Phe 


Trp 


Phe 


Asn 


Leu Gly 


Glu 


He 


Ala 


Phe 








85 










90 








95 




Gly 


Ala 


Cys 


He 


Thr 


Gin 


Met 


Tyr 


Thr 


He 


His He 


Cys 


Thr 


Gly 


Leu 






100 










105 








110 






Glu 


Ser 


Val 
115 


Val 


Leu 


Thr 


Val 


Thr 
120 


Gly 


He 


Asp Arg 


Tyr 
125 


He 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Ser 


Met 


He 


Leu 


Thr Asn 


Lys 


Val 


He 


Ala 


130 










135 








140 










He 


Leu 


Gly 


He 


Val 


He 


He 


Val 


Arg 


Thr 


Leu Val 


Phe 


Val 


Thr 


Pro 


145 








150 










155 








160 


Phe 


Thr 


Phe 


Leu 


Thr 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys Gly Val 


Arg 


He 


He 










165 










170 








175 




Pro 


His 


Thr 


Tyr 
180 


Cys 


Glu 


His 


Met 


Gly 
185 


Leu 


Ala Lys 


Leu 


Ala 
190 


Cys 


Ala 


Ser 


He 


Asn 


Val 


He 


Tyr 


Gly 


Leu 


He 


Ala 


Phe Ser 


Val 


Gly 


Tyr 


He 



1348 

BNSDOCtD: <WO 01271 58A2J_> 



WO 01/27158 



PCT/US00/27582 



195 200 205 

Asp He Ser Val He Gly Phe Ser Tyr Val Gin He Leu Arg Ala Val 

210 215 220 

Phe His Leu Pro Ala Trp Asp Ala Arg Leu Lys Ala Leu Ser Thr Cys 
225 230 235 240 

Gly Ser His Val Cys Val Met Leu Ala Phe Tyr Leu Pro Ala Leu Phe 

245 250 255 

Ser Phe Met Thr His Arg Phe Gly His Asn He Pro His Tyr He His 

260 265 270 

He Leu Leu Ala Asn Leu Tyr Val Val Phe Pro Pro Ala Leu Asn Ser 

275 280 285 

Val He Tyr Gly Val Lys Thr Lys Gin He Arg Glu Gin Val Leu Arg 

290 295 300 

He Leu Asn Pro Lys Ser Phe Trp His Phe Asp Pro Lys Arg He Phe 
305 310 315 ' "~ 320 

<210> 2264 
<211> 329 
<212> PRT 

<213> Homo sapien (8439993-17-12459-15729) 

i 

<220> 

<221> VARIANT 

<222> (1).. ..(329) 

<223> Xaa = Any Amino Acid 

<400> 2264 

Met Asn Gly Ala Asn Ser Ser Ser Leu Thr Pro Arg Tyr Phe He Leu 

15 10 15 

Ser Gly Val Pro Gly Leu Glu Ala Ala His He Trp He Ser Leu Pro 

20 25 * 30 

Phe Cys Phe Met Tyr He He Val Val Leu Gly Asn Cys Gly Leu He 

35 40 45 

Tyr Leu He Ser His Glu Glu Ala Leu His Gin Pro Thr Tyr Tyr Phe 

50 55 60 

Leu Asp Leu Leu Ser Leu Thr Asp Val Thr Gly Cys Thr Ser Phe Val 
65 70 75 80 

Pro Asn Met Leu Cys He Phe Trp Phe Gly Leu Lys Glu He Asp Phe 

85 90 95 

Asn Ala Cys Leu Val Gin Met Phe Phe He His Met Leu Thr Gly Met 

100 105 110 

Glu Ser Gly Ala Leu Met Leu Met Ala Leu Asp Arg Tyr Val Ala He 

115 120 * 125 

Cys Tyr Pro Leu His Tyr Ser Thr He Phe Thr Asn Thr Val He Thr 

130 135 140 

Lys Val Gly Leu Val Thr Phe He Gin Ser Val Leu Leu Met He Pro 
X * 5 150 155 160 

Phe Ala Phe Leu He Lys Cys Leu Pro Tyr Cys Arg Gly Asn Leu He 

165 170 175 

His His Thr Tyr Cys Xaa His Met Ser Val Ala Lys Leu Ser Cys Gly 

180 185 190 

Asn Val Gin He Asn Ala He Tyr Gly Leu He Ala Ala He Leu He 

195 200 205 

Gly Gly Phe Asp Met Phe Cys He Ser Met Ser Tyr Thr Met He He 

210 215 220 

Arg Ala Val Val Asn Leu Ser Ser Ala Asp Ala Arg His Lys Ala Phe 
225 230 235 ^ 240 

Ser Thr Cys Thr Ala His He Cys Ala He Phe He Thr Tyr Val Pro 

245 250 255 

Ala Phe Phe Asn Phe Phe Thr His Arg Phe Gly Gly His Thr He Pro 
260 265 270 
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His His Val His He Phe lie Ala Asn Leu Tyr Leu Met Leu Pro Pro 

275 280 285 

Thr Leu Asn Pro He Val Tyr Gly Val Lys Thr Lys Gin He Arg Glu 

290 295 300 

Gly Val He Lys Leu Phe Phe Arg Glu Lys Val Tyr Phe Lys Tyr Asp 
305 310 315 320 

He Asn Leu Xaa Tyr Arg Ser Leu Asn 
325 

<210> 2265 
<211> 324 
<212> PRT 

<213> Homo sapien (8439993-2-191-1624) 

<400> 2265 n 

Met Pro Leu Phe Asn Ser Leu Cys Trp Phe Pro Thr He Hxs Val Thr 

x 5 10 15 

Pro Pro Ser Phe He Leu Asn Gly He Pro Gly Leu Glu Arg Val His 

20 25 30 

Val Trp He Ser Leu Pro Leu Cys Thr Met Tyr He He Phe Leu Val 

35 40 45 

Gly Asn Leu Gly Leu Val Tyr Leu He Tyr Tyr Glu Glu Ser Leu His 

50 55 60 

His Pro Met Tyr Phe Phe Phe Gly His Ala Leu Ser Leu He Asp Leu 
65 70 75 80 

Leu Thr Cys Thr Thr Thr Leu Pro Asn Ala Leu Cys He Phe Trp Phe 

85 90 95 

Ser Leu Lys Glu He Asn Phe Asn Ala Cys Leu Ala Gin Met Phe Phe 

100 105 HO 

Val His Gly Phe Thr Gly Val Glu Ser Gly Val Leu Met Leu Met Ala 

115 120 125 

Leu Asp Arg Tyr Val Ala He Cys Tyr Pro Leu Arg Tyr Ala Thr Thr 

130 135 140 

Leu Thr Asn Pro He He Ala Lys Ala Glu Leu Ala Thr Phe Leu Arg 
145 150 155 160 

Gly Val Leu Leu Met He Pro Phe Pro Phe Leu Val Lys Arg Leu Pro 

165 170 175 

Phe Cys Gin Ser Asn He He Ser His Thr Tyr Cys Asp His Met Ser 

180 185 190 

Val Val Lys Leu Ser Cys Ala Ser He Lys Val Asn Val He Tyr Gly 

195 200 205 

Leu Met Val Ala Leu Leu He Gly Val Phe Asp He Cys Cys He Ser 

210 215 220 

Leu Ser Tyr Thr Leu He Leu Lys Ala Ala He Ser Leu Ser Ser Ser 
225 230 235 240 

Asp Ala Arg Gin Lys Ala Phe Ser Thr Cys Thr Ala His He Ser Ala 

245 250 255 

He He He Thr Tyr Val Pro Ala Phe Phe Thr Phe Phe Ala His Arg 

260 265 270 

Phe Gly Gly His Thr He Pro Pro Ser Leu His He He Val Ala Asn 

275 280 285 

Leu Tyr Leu Leu Leu Pro Pro Thr Leu Asn Pro He Val Tyr Gly Val 

290 295 300 

Lys Thr Lys Gin He Arg Lys Ser Val lie Lys Phe Phe Gin Gly Asp 
305 310 315 320 

Lys Gly Ala Gly 



<210> 2266 
<211> 312 
<212> PRT 
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<213> Homo sapien (8516051-13-18887-21998) 
<400> 2266 

Met Asp Thr Gly Asn Trp Ser Gin Val Ala Glu Phe He He Leu Gly 

15 10 15 

Phe Pro His Leu Gin Gly Val Gin lie Tyr Leu Phe Leu Leu Leu Leu 

20 25 30 

Leu He Tyr Leu Met Thr Val Leu Gly Asn Leu Leu He Phe Leu Val 

35 40 45 

Val Cys Leu Asp Ser Arg Leu His Thr Pro Met Tyr His Phe Val Ser 

50 55 60 

He Leu Ser Phe Ser Glu Leu Gly Tyr Thr Ala Ala Thr He Pro Lys 
65 70 75 80 

Met Leu Ala Asn Leu Leu Ser Glu Lys Lys Thr He Ser Phe Ser Gly 

85 90 95 

Cys Leu Leu Gin He Tyr Phe Phe His Ser Leu Gly Ala Thr Glu Cys 

100 105 HO 

Tyr Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg 

115 120 125 

Pro Leu His Tyr Pro Thr Leu Met Thr Pro Thr Leu Cys Ala Glu He 
i 130 135 140 

Ala He Gly Cys Trp Leu Gly Gly Leu Ala Gly Pro Val Val Glu He 
145 150 155 leo 

Ser Leu lie Ser Arg Leu Pro Phe Cys Gly Pro Asn Arg He Gin His 

165 170 175 

Val Phe Cys Asp Phe Pro Pro Val Leu Ser Leu Ala Cys Thr Asp Thr 

180 185 190 

Ser He Asn Val Leu Val Asp Phe Val He Asn Ser Cys Lys He Leu 

195 200 205 

Ala Thr Phe Leu Leu He Leu Cys Ser Tyr Val Gin He He Cys Thr 

210 215 220 

Val Leu Arg He Pro Ser Ala Ala Gly Lys Arg Lys Ala He Ser Thr 
225 230 235 240 

Cys Ala Ser His Phe Thr Val Val Leu lie Phe Tyr Gly Ser He Leu 

245 250 255 

Ser Met Tyr Val Gin Leu Lys Lys Ser Tyr Ser Leu Asp Tyr Asp Gin 

260 265 270 

Ala Leu Ala Val Val Tyr Ser Val Leu Thr Pro Phe Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu He Lys Glu Ala Val. Arg Arg Gin 

290 295 300 

Leu Lys Arg He Gly He Leu Ala 
305 310 

<210> 2267 
<211> 289 
<212> PRT 

<213> Homo sapien (8516051-8-7333-8874) 
<220> 

<221> VARIANT 

<222> (1)...(289) 

<223> Xaa = Any Amino Acid 

<400> 2267 

Leu Leu Phe Phe He Leu Leu Leu Leu He Tyr Leu Phe Thr He He 

1 5 10 15 

Gly Ser Leu Met Val Phe Phe Ala He Lys Leu Asp Phe Cys Leu His 

20 25 30 

Ser Ser Leu Tyr Phe Phe He Ser Val Leu Ser Phe Leu Glu He Trp 
35 40 45 
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Tyr 


Thr 


Thr 


He 


i nr 


Tie 
116 


Pro 


T .vc 


Met 


Phe 


Phe 


Asn 


Leu 


Ala 


Ser 


Glu 


50 




















60 








Phe 


Gin 


Lys 


Thr 


Thr 


ser 


Leu 


Asp 




Pvs 


Leu 


Leu 


Gin 


Met 


Tyr 


Phe 


65 








/ \J 










75 










80 


Tyr 


Ser 


Leu Gly 


lie 


1 nr 


V31U 


vox 




Leu 


Leu 


Thr 


Thr 


Arg 


Ala 


Met 








Q C 










90 










95 




Asp 


Arg 


Tyr 


Leu 


Ala 


Tin 

lie 


Cys 


Asn 




Leu 


Cys 


Tyr 


Pro 


Thr 


Val 


Thr 


100 










105 










110 






Thr 


Pro 


Xaa 


Leu 


Tyr 


Tnr 


v^in 


Val 


lit 


Leu Gly Cys 


Cvs 


He 


Cvs 


Gly 






115 








120 










125 






Phe 


Phe 


Phe 


Thr 


Leu 


Leu 


Pro 


olu 


Tip 




Trp 


He 


Ser 


Thr 


Leu 


Pro 




130 










IOC 

1j D 










140 








He 


Cys 


Gly 


Pro 


Asn 


Gin 


Ti- 
ne 


HIS 


Asn 


Xlc 


Phe 


Cys 


Asp 


Leu 


Ast> 


Pro 


1 A C 








1 O \J 










1 cc 










160 


Leu 


Asn 


Leu 


Ala 


Cys 
165 


vai 


Asp 


1 111 




Pro 
170 


Val 


Val 


Leu 


He 


Lvs 
175 


Val 


Val 


Asp 


He 


Val 


His 


Ala 


vai 


bill 


Tip 

lie 


He 


Thr 


Ala 


He 


Met 


Leu 


Val 






180 










185 










190 






Thr 


Leu 


Ala 


Tyr 


Val 


Gin 


lie 


He 


Ala 


Val 


He 


Leu 


Ar g 


Asn 


Cys 


Ser 






195 








200 










205 








Ala 


Asp 


Gly Cys 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Tyr 


Ala 


Phe 


His 


Leu 


Ala 




210 










ZlD 










220 








Phe 


lie 


pne 


Leu 


He 


rile 


rile 




Ser 


Val 


Ala 


Leu 


Met 


Tyr 


Leu 


Leu 


225 










Z JU 










235 










240 


Ser 


Ala 


Lys 


Tyr 


Ser 


Phe 


Phe 


Trp Asp 


Thr 


Thr 


He 


Ser 


Leu 


Met 


Phe 






245 










250 










255 




Ala 


Val 


Leu 


Ser 
260 


Pro 


Thr 


Pro 


He 


He 
265 


Cys 


Ser 


Leu 


Arg 


Asn 
270 


Lys 


Glu 


He 


Lys 


Glu 


Ala 


He 


Lys 


Lys 


His 


Met 


Cys 


Gin 


Ser 


Met 


He 


Cys 


Thr 




275 










280 










285 








His 

































<210> 2268 
<211> 166 
<212> PRT 

<213> Homo sapien (8516144-1-909-1747) 
<220> 

<221> VARIANT 

<222> (1) . . . (166) 

<223> Xaa = Any Amino Acid 

<400> 2268 



Met 


Tyr 


Thr 


Thr 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Cys 


Leu 


Cys 


Ala 


Asp Asn 


1 






5 










10 










15 


Val 


He 


Pro 


His 
20 


Ser 


Phe 


Cys 


Asp 


Met 
25 


Ser 


Ala 


Leu 


Leu 


Lys 
30 


Leu Ala 


Leu 


Ser 


Asp 
35 


Thr 


Arg 


Val 


Asn 


Glu 
40 


Xaa 


Val 


He 


Phe 


He 
45 


Met 


Gly Gly 


Leu 


He 


Leu 


Val 


He 


Pro 


Ser 


He 


Leu 


He Leu Gly Ser Tyr 


Ala Arg 




50 










55 










60 








He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Lys 


Cys 


He 


Cys Lys 


65 










70 










75 








80 


Ala 


Phe 


Ser 


Thr 


Cys 
85 


Gly 


Ser 


His 


Leu 


Ser 
90 


Val 


Val 


Ser 


Leu 


Phe Tyr 
95 


Gly 


Thr 


Val 


He 


Gly 


Leu 


Tyr 


Leu 


Cys 


Ser 


Ser 


Ala 


Asn 


Ser 


Ser Thr 






100 










105 










110 




Leu 


Lys 


Asp 


Thr 


Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro Met 




115 










120 










125 




Gly Ala 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


Met 


Lys 
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130 135 140 

Leu Ser Arg Val lie His Gin Lys Lys Thr Phe Phe Ser Leu Xaa Xaa 
145 150 155 leo 

Xaa His Leu Glu Leu Leu 
165 

<210> 2269 
<211> 540 
<212> PRT 

<213> Homo sapien (8516144-24-10674-13726) 
<220> 

<221> VARIANT 

<222> (1) . . . (540) 

<223> Xaa = Any Amino Acid 

<400> 2269 

Met Asp Leu Gly Asn Ser Gly Asn Asp Ser Val Val Thr Lys Phe Val 

1 5 10 15 

Leu Leu Gly Leu Thr Glu Thr Ala Ala Leu Gin Pro He Leu Phe Val 

20 25 30 

He Phe Leu Leu Ala Tyr Val Thr Thr He Gly Gly Thr Leu Ser He 

35 40 45 

Leu Ala Ala He Leu Met Glu Thr Lys Leu His Ser Pro Met Tyr Phe 

50 55 60 , 

Phe Leu Gly Asn Leu Ser Leu Pro Asp Val Gly Cys Val Ser Val Thr 
65 70 75 80 

Val Pro Ala Met Leu Ser His Phe He Ser Asn Asp Arg Ser He Pro 

85 90 95 

Tyr Lys Ala Cys Leu Ser Glu Leu Phe Phe Phe His Leu Leu Ala Gly 

100 105 HO 

Ala Asp Cys Phe Leu Leu Thr He Met Ala Tyr Asp Arg Tyr Leu Ala 

115 120 125 

He Cys Gin Ser Leu Thr Tyr Ser Ser Arg Met Ser Trp Gly He Gin 

130 135 140 

Gin Ala Leu Val Gly Met Ser Trp Val Phe Ser Phe Thr Asn Ala Leu 
245 150 155 160 

Thr Gin Thr Val Ala Leu Ser Pro Leu Asn Phe Cys Gly Pro Asn Val 

165 170 175 

He Asn His Phe Tyr Cys Asp Leu Pro Gin Pro Phe Gin Leu Ser Cys 

180 185 190 

Ser Ser Val His Leu Asn Gly Gin Leu Leu Phe Val Ala Ala Ala Phe 

195 200 205 

Met Gly Val Ala Pro Leu Val Leu He Thr Val Ser Tyr Ala His Val 

210 215 220 

Ala Ala Ala Val Leu Arg He Arg Ser Ala Glu Gly Arg Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Gly He Phe Tyr Gly 

2 45 250 255 

Thr Gly Val Phe Ser Tyr Thr Arg Leu Gly Ser Val Glu Ser Ser Asp 

260 265 270 

Lys Asp Lys Gly He Gly He Leu Asn Thr Val He Ser Pro Met Leu 

2 ?5 280 285 

Asn Pro Leu He Tyr Trp Thr Ser Leu Leu Asp Val Gly Cys He Ser 

290 295 300 

His Cys Ser Ser Asp Ala Gly Val Ser Pro Gly Pro Pro Val Gin Ser 
305 310 315 320 

Pro Tyr Ala Ala Cys Ser Ser Gin Leu Phe Phe Pro His Leu Leu Ala 

325 330 335 

Gly Val Asp Cys His Leu Leu He Ala Met Ala Tyr Asp Arg Tyr Leu 
340 345 350 
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211 a 


-Lie 


Cys 


kj ±n 


Leu 


T pn 


± XIX 


Asn 


Ser 


X I1X 




Met 


Ser 


Cvs Glu 


Val 






^ «^ r 










J Dw 










365 






bin 


bxy 


Ala 


Leu 


VpiI 
vox 


J. V 


Tip 
11c 




L y» 


X xn 


Val 
vox 


Ser 


Phe 


He Asn 


Ala 




■inn 
J / U 










j t «j 










380 








Leu 




His 


Thr 


vox 




vox 


Del 


A\ X O 




A3 f 


Phe 


Cvs 


Gly Pro 


Asn 












~j s \j 










395 








400 


Val 


Val 


Asn 


His 


Phe 


Tyr 


Cys 


Asp 


Leu 


Pro 


Pro 


Leu 


Phe 


Gin Leu 


oci 










40^ 










410 

11V 








415 




Cys 


Sex* 


Ser 


lie 


nis 


Leu 


Asn 


X 


Ulll 




Leu 


Leu 


Val 


Gly Ala 


Thr 






420 










425 










430 




Pne 


lie 


Gly Val 


Tl c=> 

lie 


Pro 


wee 


Tip 

x xe 


rne 


x xe 


Ser 


Val 


Ser 


Tyr Ala 


His 
nx o 






435 










440 










445 






vax 


Tnr 


Ala 


Ala 


lie 


Leu 


uin 


xxe 


Arg 


Cor 


AlO 


Glu Gly Arg Lys 


T.vct 




^ r r\ 




















460 








Ala 


Pne 


Ser 


Thr 


Cys 


oiy 


Ser 


rixs 


Leu 


X XXX 


Val 

VOX 


Val 


Xaa 


He Phe 


xyx 


/ire 










470 










475 








480 


Gly 


Thr 


Gly 


Phe 


Pne 


Ser 


Tyr 


Mat- 

net 


Cys 


Leu 


v?iy 


Ser 


Val 


Ser Ala 


Cor 
OCX 










485 










490 








495 




Asp 


Lys 


Asp 


Lys 


Gly 


He 


Gly 


He 


Leu 


Asn 


Thr 


He 


Leu 


Ser Pro 


Met 








500 










505 










510 




Leu 


Asn 


Pro 


Val 


He 


Tyr 


Ser 


Leu 


Gin 


Asn 


Pro 


Asp Val 


Gin Gly 


Thr 






515 










520 










525 






Leu 


Lys 


Arg Val 


Leu 


Thr Gly 


Lys 


Arg 


Pro 


Pro 


Ala 










530 










535 










540 









<210> 2270 
<211> 106 
<212> PRT 

<213> Homo sapien (8518017-12-460-1010) 
<220> 

<221> VARIANT 

<222> (1)...(106) 

<223> Xaa = Any Amino Acid 

<400> 2270 



Gin 


Leu 


Leu 


He 


Leu 


Ala 


Cys 


Ser 


Glu 


Ser Ser 


Leu 


Asn 


Ser Leu 


Tyr 


1 








5 










10 






15 




Ser 


Phe 


He 


His 


Ser 


Phe 


Phe 


Cys 


Ser 


Phe Leu 


Pro 


Asn 


Ser Gly 


Tyr 








20 










25 








30 




Leu 


Val 


Ser 


Gin 


Thr 


Asp 


Leu 


Val 


Pro 


Asp Leu 


Arg 


Glu 


Phe Arg 


He 






35 










40 








45 






Xaa 


Ser 


Arg 


Arg 


His 


He 


Arg 


Asn 


Trp 


Asn Val 


Met Gly Ala Met 


He 




50 










55 








60 








Leu 


Asn 


Val 


Cys 


Glu 


Ala 


Thr 


Gly 


Asn 


Gly Val 


Ala 


Leu 


Pro He 


Ser 


65 










70 








75 








80 


Lys 


Ala 


Ala 


Thr 


Pro 


Glu 


Ala 


Met 


Thr 


Gly Val 


Xaa 


Ser 


Glu His 


Asp 










85 










90 






95 




He 


Ala 


Leu 


Leu 


Phe 


Trp 


Leu 


Leu 


Arg 


Leu 











100 105 



<210> 2271 
<211> 223 
<212> PRT 

<213> Homo sapien (8546599-5-2194-2867) 
<220> 

<221> VARIANT 

<222> (1)...(223) 

<223> Xaa = Any Amino Acid 
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<400> 2271 

Val Arg His Pro Leu Arg Cys Gly Lys Xaa Glu Pro Ala Pro Leu Pro 

15 10 15 

Pro Leu Ala Leu Arg Asn Pro lie Met Thr Ser Cys Phe Cys Gly Phe 

20 25 30 

Leu Val Leu Phe Phe Phe Phe Phe Phe Leu Ser Pro Leu Asp Ala Gin 

35 40 45 

Leu His Asn Leu lie Ala Leu Gin Met Thr Cys Phe Gin Asp Ala Glu 

50 55 60 

lie Pro Ser Phe Phe Trp Asp Pro Ser Gin Leu Pro His Leu Ala Cys 
65 70 75 80 

Cys Asp Thr Phe Thr Asn Asn lie lie Met Tyr Leu Pro Ala Ala lie 

85 90 95 

Phe Gly Phe Leu Pro lie Ser Gly Thr Leu Phe Ser Tyr Tyr Lys lie 

100 105 110 

Val Ser Ser lie Leu Arg Val Ser Ser Ser Arg Gly Lys Tyr Lys Ala 

115 120 125 

Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr, Gly 

130 135 140 

Thr Gly Phe Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Arg 
145 150 155 160 

Lys Ala Ala Val Ala Ser Val Met Tyr Thr Val lie Thr Ser Met Leu 

165 170 175 

Asn Pro Phe He Tyr Ser Leu Arg Asn Arg Asp He Lys Gly Val Leu 

180 185 190 

Arg Gin Pro His Gly Ser Thr Val Gin Phe Gin Tyr Leu Leu He Cys 

195 200 205 

Ser He Pro Phe Val Val Trp Val Lys Lys Gly Ser Lys Val Lys 
210 215 220 

<210> 2272 
<211> 120 
<212> PRT 

<213> Homo sapien (8546616-1-110163-110999) 
<220> 

<221> VARIANT 

<222> (1) . . . (120) 

<223> Xaa = Any Amino Acid 

<400> 2272 

Val Cys He Asn He Ser Xaa His His Xaa His Met Tyr Phe Xaa Leu 

15 10 15 

Ser Tyr Gly Ser Phe Xaa Glu Leu Leu Val His Ser Ala Glu Leu Pro 

20 25 30 

Ser Arg He Trp Arg Leu Lys Ser Ser Xaa Ser Cys Lys He Leu Ser 

35 40 45 

Gly Tyr Ser Asn Glu Val Trp Phe His Cys He Phe Leu Cys Leu Leu 

5.0 55 60 

Ser Lys Arg Leu Lys Xaa Ala His Ser Asp Lys Cys Gly Gin Val Ser 
65 70 75 80 

Leu Pro Leu His Pro Ser Leu Cys Leu Leu Leu Ser Leu Gly Asn Trp 

85 90 95 

Cys Gly Lys Ser Leu Cys Pro Gly Met Ala Thr Leu Leu Val Ser Arg 

100 105 110 

Leu He Gin Ser Ser Leu Cys Ser 
115 120 

<210> 2273 
<211> 260 
<212> PRT 
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<213> Homo sapien (8547576-2-9950-11981) 
<220> 

<221> VARIANT 

<222> (1) . . . (260) 

<223> Xaa = Any Amino Acid 



<400> 2273 



Val 


Leu 


Cys 


vai 


Tin 

ne 


rne 


Cys 




Xaa 


Asn 


His 


His 


He 


Ser 


Leu 


Leu 


1 






c 

O 










10 










15 




Ser 


Pne 


Pne 


20 


Tyr 


Leu 


flct 


1 XIX 


Xaa 
25 


Xaa 


Lys 


Lys 


Tvr 


Glv 
30 


Ser 


He 


Cys 


Ser 


Thr 


Met 


Leu 


Val 




i ie 


Arg 


He 




xyx 


Leu 


Glu 


Val 


Phe 




35 










40 










45 








Ala 


Glu 
50 


Asn 


Leu 


Phe 


Gly 


Ala 


Ala 


Glu 


He 


lie 


Pro 
fin 


Leu 




1 r p 


Mpt- 


Val 


His 


Gly 


Cys 


Tyr 


Val 


Thr 


Val 


Cys 


Asn 


Tyr 


wee 


i nr 


Tlp 
X Xt5 


V d JL 


AOll 


65 








70 










75 










80 


Gin 


Tyr 


Arg 


Cys 


Ser 


His 


Leu 


Thr 


Gly Met 


Ala 


Trp 


inr 


blU 


Ser 


if 11 tr 






85 










90 










95 




lie 


His 


Gly 


Thr 


Val 


Xaa 


lie 


Leu 


Ser 


Pro 


val 


xaa 


Leu 


Pro 


riie 


Tyr 






100 










105 










lift 
nu 






Asp 


Pro 


Asn 


Val 


lie 


Ala 


His 


Phe 


Met 


Cys 


Asp 


Leu 


Asn 


rp"U -r- 

i nr 


rne 


Leu 




115 










120 










IAD 








Lys 


Leu 


Leu 


Cys 


Met 


Gly 


Thr 


Thr 


Asn 


Thr 


He 


Gly 


Phe 


rfie 


vai 


Ala 


130 










135 










140 










Ala 


Asn 


Gly Gly 


Phe 


Asn 


Tyr 


Leu 


Leu 


Asn 


He 


He 


Phe 


Leu 


Met 


Val 


145 










150 










155 










160 


Ser 


Xaa 


Val 


Ala 


lie 
165 


Leu 


Cys 


Thr 


Leu 


Lys 
170 


Thr 


His 


Ser 


Leu 


Glu 
175 


Glu 


Arg 


Cys 


Xaa 


Ser 


Leu 


Ser 


Thr 


Cys 


He 


Ser 


His 


Thr 


Thr 


Met 


Val 


He 




180 










185 










190 






Leu 


Phe 


Phe 
195 


Glu 


«Phe 


Cys 


He 


Ser 
200 


Val 


Tyr 


Leu 


Cys 


Pro 
205 


Val 


Thr 


Leu 


Leu 


Pro 
210 


lie 


Asn 


Lys 


Ala 


Met 
215 


Ala 


Val 


Phe 


His 


Thr 
220 


Val 


He 


Asn 


Pro 


Met 


Leu 


Lys 


Pro 


Leu 


Val 


Tyr 


Thr 


Leu 


Arg 


Asn 


Ala 


Glu 


Val 


Lys 


Ser 


225 








230 










235 










240 


Ala 


Leu 


Arg 


Lys 


Val 


Trp 


Val 


Lys 


Arg 


Xaa 


Pro 


Glu 


Glu 


Arg 


Asn 


Asn 








245 










250 










255 





Leu Asn He Arg 
260 

<210> 2274 
<211> 328 
<212> PRT 

<213> Homo sapien (8567470-5-1-1337) 
<220>< 

<221> VARIANT 
<222> (1)...(328) 
<223> Xaa = Any Amino Acid 

<400> 2274 

Tyr Thr Asp Pro Gin Asn Leu 

1 5 
Glu Leu Ser Glu Asp Pro Ala 
20 

Leu Met Cys Leu Val Thr Val 
35 

Val Ser Pro Asp Ser His Leu 



Thr Asp Val Phe He 
10 

Leu Gin Leu Val Val 
25 

Leu Trp Asn Leu Leu 
40 

His Thr Pro Met His 



Phe Leu Leu Leu 
15 

Thr Gly Leu Cys 
30 

Ser He Leu Ala 
45 

Phe Phe Leu Cys 
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50 55 60 

Asn Leu Ser Leu Pro Asp lie Gly Phe Thr Ser Thr Thr Val Pro Lys 
65 7 ° 75 80 

Met lie Val Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Met Ser Leu Ser Ala He Phe Gly Gly Met Glu Glu 

1°0 105 no 

Asn Met Leu Leu Ser Val Met Ala Tyr Asp Gin Phe Val Ala He Cys 

115 120 125 

His Pro Leu Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly Phe 

"0 135 140 

Leu Val Leu Leu Ser Phe Phe Phe Ser Val Phe Xaa His Ser Gin Leu 
145 150 155 160 

Gin Asn Leu He Ala Leu Gin He Thr Cys Ser Lys Asp Val Glu He 

165 170 175 

Pro Asn Phe Phe Cys Asp Pro Ser Gin Leu Pro His Leu Ala Cys Cys 

180 185 190 

Asp Thr Phe Thr Asn Asn He He Met Tyr Phe Pro Ala Ala He Phe 

195 200 205 

Gly Phe Leu Pro He Ser Gly Thr Leu Phe Ser Tyr Tyr Lys He Val 
i 210 215 220 

Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Ser Tyr Lys Ala Phe 
225 230 235 240 

Ala Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly Thr 

245 250 255 

Gly Val Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Leu Arg Lys 

260 265 270 

Arg Ala Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn 

27 5 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Arg Asp He Lys Gly Val Leu Trp 

29 0 295 300 

Gin Pro Cys Ser Arg Thr Ala Ala Gin Ser Pro Ser Gin Tyr Leu His 
305 310 315 320 

Leu Phe His Ser Phe Cys Arg Met 
325 

<210> 2275 
<211> 310 
<212> PRT 

<213> Homo sapien (8567878-9-2833-5012) 
<220> 

<221> VARIANT 

<222> (1) . . . (310) 

<223> Xaa = Any Amino Acid 

<400> 2275 

Met Ala Lys Thr Asn Asn Ser Glu Val Thr Glu Phe He Leu Leu Gly 

1 5 10 15 

Leu Thr Asp Asn Pro Glu Leu Gin Ala Leu Phe Trp Gly He Phe Leu 

2 0 25 30 

Val He Asn Leu Ser Ser Val Met Gly Ser Leu Gly Leu He Met Leu 

35 40 45 

lie His He Ser Pro Gin Leu His Thr Ala Met Tyr Phe Phe Leu Ser 

50 55 60 

His Val Ala Phe Val Tyr Phe Cys Tyr Thr Ser Ser He Thr Pro Asn 
65 70 75 80 

Ser Leu Val Asn Leu Leu Gin Glu Thr Lys Arg He Ser Leu Pro Thr 

85 90 95 

Cys Ala Ser Gin Leu His Cys Phe He Met Phe Val Val Cys Asp Met 
100 105 HO 
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1 jr* 


v a i 


Leu 


Ser 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 




115 










120 










125 








Pro 


Leu 


Levi 


Tyr 


Ser 


He 


He 


Met 


Asn 


Arg 


Arg 


Val 


Cys 


He 


Gin 


Met 




130 








135 










140 










v a i 


Val 


Ser 


Thr 


Tyr 


Leu 


Tyr 


Gly 


Phe 


Ser 


Val 


Arg 


Leu 


Leu 


Gin 


Ala 












150 










155 










160 


Tip 


Levi 


Thr 


Phe 


His 


Leu 


Ser 


Phe 


Xaa 


Asp 


Ser 


Asn 


He 


He 


Asn 


Asn 








165 










170 










175 




Cor 






Asp Asp 


Val 


Pro 


Leu 


Ala 


Cys 


Leu 


Pro 


Tyr 


His 


Lys 


Asn 




180 










185 










190 






nl S 


Tyr 


Lys 


Asp Val 


Lys 


Glu 


Leu 


He 


Leu 


Phe 


Thr 


Leu 


Ala 


Gly 


Phe 




1 










200 










205 






Val 


Asn 


1 rix 


T .e»i 1 
LicU 


Phe 


Ser 


Leu 


Leu 


He 


lie 


Leu 


He 


Ser 


Tyr 


He 


Ser 




210 










215 










220 








Ala 


L6U 


OCX 


Ala 


lie 


Leu 


Ara 


He 


Asn 


Ser 


Ala 


Glu 


Ser 


Arg 


Gin 


Lys 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys 


Asp 


Ser 


His 


Leu 


Thr 


Ser 


He 


He 


He 


Phe Tyr Gly 








245 










250 










255 




lie 


lie 


Thr 


Phe 


Met 


Tyr 


Met 


Gin 


Xaa 


Lys 


Thr 


Asn 


Asn 


Ser 


Leu Asp 








260 








265 










270 






Thr 


Asp 


Lys 


He 


Ala 


Ser 


Val 


Phe 


Cys 


He 


Val 


Lys 


He 


Pro 


Ser 


He 




275 










280 










285 




He 




Tyr 


Ser 


Leu 


Arg 


Asn 


His 


Glu 


Val 


Lys 


Asp 


Ala 


Leu 


Lys 


Met 


Met 


290 










295 










300 










Glu 


Asn 


Leu 


Cys 


Leu 


Thr 






















305 










310 
















i 







<210> 2276 
<211> 358 
<212> PRT 

<213> Homo sapien (8567902-2-5416-6914) 
<220> 

<221> VARIANT 

<222> (1) . . . (358) 

<223> Xaa = Any Amino Acid 

<400> 2276 



Val 


Ser 


Met 


Ser 


Phe 


Leu 


He 


Arg 


Ser 


Asp 


Ser 


Thr 


Leu 


His 


Thr 


Pro 


1 








5 










10 










15 




Met 


Cys 


Leu 


Phe 


Leu 


Ser 


His 


Leu 


Ser 


Phe 


Val 


Asp 


Leu 


Tyr 


Tyr 


Ala 






20 










25 










30 






Thr 


Asn 


Ala 
35 


Thr 


Pro 


Pro 


Met 


Leu 
40 


Val 


Asn 


Phe 


Val 


Phe 
45 


Ser 


Lys 


Arg 


Lys 


Thr 


Val 


Ser 


Phe 


He 


Gly Cys 


Phe 


He 


Gin 


Phe 


His 


Leu 


Phe 


He 


50 










55 










60 










Ala 


Leu 


Val 


He 


Thr 


Asp 


Tyr 


His 


Met 


Leu 


Thr 


Val 


Met 


Val 


Tyr 


Asp 


65 










70 










75 










80 


His 


Tyr 


Met 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Gly 


Ser 


Lys 


Met 


Ser 








85 










90 










95 




Arg 


Cys 


Val 


Cys 


Leu 


Cys 


Leu 


Thr 


Ala 


Ala 


Pro 


Tyr 


He 


Tyr 


Gly 


Ser 




100 










105 










110 






Ala 


Asn Gly 


Leu 


Val 


Gin 


Val 


He 


Leu 


Met 


Leu 


Cys 


Leu 


Phe 


Phe 


Cys 






115 










120 










125 








Glu 


Pro 


His 


Glu 


He 


Asn 


His 


Phe 


Phe Phe Phe Gly Glu Asn Ala Leu 




130 










135 










140 










Tyr 


Ala 


His 


Leu 


He 


Pro 


Leu 


Xaa 


He 


Phe 


Glu 


Trp 


Thr 


Val 


Gly 


Glu 


145 










150 










155 










160 


Glu 


Gly Arg 


Asn 


Asn 


He Asn Gly 


Glu 


Asn 


Thr 


Thr 


Gin 


Lys 


Val 


Tyr 










165 










170 










175 




Thr 


Met 


Gly 


Glu 


Arg 


Asn 


Leu 


Leu 


He 


Gin 


Val 


Ser 


He 


Phe 


Leu 


Leu 
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180 185 190 

Trp His lie Arg Ser Xaa Leu Phe Ser Gin Tyr Glu Ala Ser Pro Arg 

195 200 205 

Ala Asp Ser Asp Val Lys Leu Glu lie Asn His Phe Tyr Tyr Ala Glu 

210 215 220 

Pro Pro Leu Leu Val Leu Ala Cys Leu Asp Thr Tyr Val Lys Glu Thr 
225 230 235 240 

Ala Met Phe Met Val Ala Gly Ser Asn Leu lie Cys Pro Leu Thr lie 

245 250 255 

lie Phe lie Ser Tyr Thr Phe lie Phe Thr Asp lie Leu His lie Cys 

260 265 270 

Thr Ala Glu Gly Arg Tyr Asn Ala Phe Ser Thr Cys Gly Ser Leu Val 

275 280 285 

Thr Ala Val Thr Val Phe Gin Gly Thr Leu Phe His Met Cys Leu Arg 

290 295 300 

Pro Pro Ser Glu Ala Ser Val Glu Gin Gly Lys lie Val Ala Ala Phe 
305 310 315 320 

Tyr lie Phe Val Ser Pro Thr Leu Asn Pro Leu lie Tyr Arg Leu Arg 

325 330 ^ 335 

Asn Lys Asn Val Lys Arg Thr lie Arg Glu Val He Gin Lys Lys Leu 

340 345 350 

Phe Ala Lys Xaa Gly Arg 
355 

<210> 2277 
<211> 305 
<212> PRT 

<213> Homo sapien (8567902-4-4497-6890) 
<400> 2277 

Met Ser Asn Thr Asn Gly Ser Ala He Thr Glu Phe lie Leu Leu Gly 

15 10 15 

Leu Thr Asp Cys Pro Glu Leu Gin Ser Leu Leu Phe Val Leu Phe Leu 

20 25 30 

Val Val Tyr Leu Val Thr Leu Leu Gly Asn Leu Gly Met He Met Leu 

35 40 45 

Met Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 

50 55 60 

Asn Leu Ala Phe Val Asp Leu Cys Tyr Thr Ser Asn Ala Thr Pro Gin 
65 70 75 80 

Met Ser Thr Asn He Val Ser Glu Lys Thr He Ser Phe Ala Gly Cys 

85 90 95 

Phe Thr Gin Cys Tyr He Phe He Ala Leu Leu Leu Thr Glu Phe Tyr 

100 105 HO 

Met Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Tyr Asp Pro 

115 120 125 

Leu Arg Tyr Ser Val Lys Thr Ser Arg Arg Val Cys He Cys Leu Ala 

130 135 140 

Thr Phe Pro Tyr Val Tyr Gly Phe Ser Asp Gly Leu Phe Gin Ala He 
145 150 155 160 

Leu Thr Phe Arg Leu Thr Phe Cys Arg Ser Ser Val He Asn His Phe 

165 170 175 

Tyr Cys Ala Asp Pro Pro Leu He Lys Leu Ser Cys Ser Asp Thr Tyr 

180 185 190 

Val Lys Glu His Ala Met Phe He Ser Ala Gly Phe Asn Leu Ser Ser 

195 200 205 

Ser Leu Thr He Val Leu Val Ser Tyr Ala Phe He Leu Ala Ala He 

210 215 220 

Leu Arg He Lys Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Met Met Ala Val Thr Leu Phe Tyr Gly Thr Leu Phe Cys 
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245 250 255 

Met Tyr He Arg Pro Pro Thr Asp Lys Thr Val Glu Glu Ser Lys He 

260 265 270 

He Ala Val Phe Tyr Thr Phe Val Ser Pro Val Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Gin Ala Leu Lys Asn Val Leu 
290 295 300 

Arg 
305 

<210> 2278 
<211> 319 
<212> PRT 

<213> Homo sapien (8567954-21-10804-13693) 
<220> 

<221> VARIANT 

<222> (1) . . . (319) 

<223> Xaa = Any Amino Acid 



<400> 2278 



Met 


Gly 


Val 


His 


Asn 


Leu 


Phe 


Thr 


Val 


Thr 


Gin 


Phe 


He 


Leu 


He Gly 


1 






5 










10 










15 




Leu 


Ser 


Tyr 


Phe 


Ser 


Asn 


Glu 


His 


Tyr 


Leu 


Leu 


Phe 


Val 


Ala 


Leu 


Ala 






20 










25 










30 






He 


He 


Cys 


Gin 


Val 


Phe 


Leu 


Val 


Arg 


Ser 


Gly Asp 


He 


Leu 


Leu 


AJ.a 






35 










40 










45 








He 


Gly 
50 


Thr 


Val 


He 


Lys 


Leu 
55 


His 


Thr 


Thr 


Met 


Tyr 
60 


Tyr 


Phe 


Leu 


Axa 


Asn 


Val 


Ser 


He 


Leu 


Asp 


He 


Leu 


Cys 


Ser 


Ser 


Ala 


Thr 


He 


Pro 


Lys 


65 










•-7 r\ 










75 










80 






Lys 


He 


Leu 


Xaa 


Thr 


Glu 


Asp 


His 


Ser 


He 


Ser 


Phe 


Val 


Arg 








85 










90 










95 




Xaa 


Ala 


Leu 


Gin 


Pro 


Tyr 


Phe 


Leu 


Val 


Ala 


Trp 


Ala 


Gly Lys 


Lys 


Cys 








100 










105 










110 






Phe 


Leu 


Thr 
115 


Val 


Thr 


Ala 


Tyr 


Asp 
120 


Trp 


Cys 


Val 


Val 


Thr 
125 


Cys 


Phe 


Ser 


Leu 


Cys 
130 


Tyr 


He 


Leu 


He 


Met 
135 


Asn 


Lys 


Leu 


Val 


Ser 
140 


Val 


Gin 


Leu 


Val 


Tyr 


Gly 


Thr 


Xaa 


Ala 


Ala 


Gly 


Phe 


Leu 


Asn 


Phe 


Leu 


Leu 


Leu 


His 


Val 


145 








150 










155 










160 


Val 


Ser 


Thr 


Leu 


Cys 
165 


Leu 


Ser 


Phe 


Cys 


Lys 
170 


Pro 


Asp 


Arg 


Val 


Asn 
175 


Gin 


Tyr 


Tyr 


Cys 


Asp 


He 


Ser 


Pro 


Met 


Gly Ala 


Leu 


Leu 


Cys 


Gin 


Ser 


Met 






180 










185 










190 






His 


Leu 


Ala 
195 


Asn 


Met 


Leu 


Val 


Leu 
200 


Val 


Glu 


Ser 


Val 


He 
205 


Leu 


Gly 


He 


Ser 


Ala 
210 


Phe 


Leu 


Ala 


Ala 


Phe 
215 


Asn 


Phe 


Tyr 


He 


Tyr 
220 


He 


He 


Ser 


Thr 


He 


Leu 


Lys 


He 


Gin 


Cys 


Val 


Glu 


Trp 


Ser 


Ala 


Lys 


Cys 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Thr 


Ser 


His 


Leu 


Leu 


Thr 


Val 


Cys 


Leu 


Phe 


Tyr Gly He 


Leu 


Thr 








245 










250 










255 




Phe 


Thr 


Tyr 


He 


Tyr 


Ser 


Phe 


Ser 


Ser 


His 


Thr 


His 


Met 


Ser 


Lys 


Ala 






260 










265 










270 






Ser 


Pro 


Asp 
275 


Leu 


Ala 


Thr 


Asp 


Arg 
280 


Leu 


He 


Ser 


Met 


Leu 
285 


Tyr 


Arg 


Val 


He 


Thr 
290 


Leu 


Met 


Phe 


Asn 


Phe 
295 


He 


Thr 


Asp 


Asn 


Leu 
300 


Arg 


Asn 


Thr 


Glu 


Val 


Lys 


Gly Ala 


Ser 


Glu 


Arg 


Phe 


Tyr 


Val 


He 


Glu 


His 


Val 


Tyr 





305 310 315 
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<210> 2279 
<211> 307 
<212> PRT 

<213> Homo sapien (8567954-21-4824-8043) 
<400> 2279 

Met Asn His Ser Val Val Thr Glu Phe He He Leu Gly Leu Thr Lys 

1 5 10 15 

Lys Pro Glu Leu Gin Gly He He Phe Leu Phe Phe Leu He Val Tyr 

20 25 30 

Leu Val Ala Phe Leu Gly Asn Met Leu He He He Ala Lys He Tyr 

35 40 45 

Asn Asn Thr Leu His Thr Pro Met Tyr Val Phe Leu Leu Thr Leu Ala 

50 55 60 

Val Val Asp He He Cys Thr Thr Ser He He Pro Lys Met Leu Gly 
65 70 75 80 

Thr Met Leu Thr Ser Glu Asn Thr He Ser Tyr Ala Gly Cys Met Ser 

85 90 95 

Gin Leu Phe Leu Phe Thr Trp Ser Leu Gly Ala Glu Met Val Leu Phe 

100 105 110 

Thr Thr Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Leu His 

115 120 125 

Tyr Ser Thr Val Met Asn His His Met Cys Val Ala Leu Leu Ser Met 

130 135 140 

Val Met Ala He Ala Val Thr Asn Ser Trp Val His Thr Ala Leu He 
145 150 155 160 

Met Arg Leu Thr Phe Cys Gly Pro Asn Thr He Asp His Phe Phe Cys 

165 170 175 

Glu He Pro Pro Leu Leu Ala Leu Ser Cys Ser Pro Val Arg He Asn 

180 185 190 

Glu Val Met Val Tyr Val Ala Asp He Thr Leu Ala He Gly Asp Phe 

195 200 205 

lie Leu Thr Cys lie Ser Tyr Gly Phe lie lie Val Ala He Leu Arg 

210 215 220 

He Arg Thr Val Glu Gly Lys Arg Lys Ala Phe Ser Thr Cys Ser Ser 
2 ?5 230 235 240 

His Leu Thr Val Val Thr Leu Tyr Tyr Ser Pro Val He Tyr Thr Tyr 

245 250 " 255 

He Arg Pro Ala Ser Ser Tyr Thr Phe Glu Arg Asp Lys Val Val Ala 

260 265 ^ 270 

Ala Leu Tyr Thr Leu Val Thr Pro Thr Leu Asn Pro Met Val Tyr Ser 

275 280 285 

Phe Gin Asn Arg Glu Met Gin Ala Gly He Arg Lys Val Phe Ala Phe 

290 295 300 

Leu Lys His 
305 

<210>< 2280 
<211> 104 
<212> PRT 

<213> Homo sapien (8568141-22-12851-13662) 
<220> 

<221> VARIANT 

<222> (1) . . . (104) 

<223> Xaa = Any Amino Acid 

<400> 2280 

Leu Pro Pro Asn He Leu Cys Val He He Ser Tyr Ser Arg His Phe 
15 io 15 
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Ser 


Lys 


Leu 


Leu 


Lys 


He 


Pro 


Asn He Arg 


Thr 


Gin 


He 


Gin Lys 


Phe 






20 








25 








30 






Ser 


His 


lie 


Ser 


Xaa 


Asn 


Leu 


Lys Lys Val 


Ser 


Val 


Leu 


Arg 


Leu 


Thr 






35 










40 






45 






Thr 


Trp 


Thr 


Arg 


Tyr 


Pro 


Ser 


Xaa 


Met Leu Pro 


Xaa 


Tyr 


Pro 


Ala 


Pro 


50 










55 






60 






Gin 




Leu 


Thr 


Lys 


His 


He 


Pro 


Cys 


Gly Leu Val 


Thr 


Cys 


Leu 


Leu 


Pro 


65 








70 






75 










80 


Arg Met 


Ser 


Cys 


Trp 


Arg 


Ala Arg Asn Ala 


Pro 


Ser 


Thr Cys 


Leu 


Ala 










85 






90 










95 




Leu 


Thr 


Ala 


Lys 
100 


His 


He 


Ser 


Ala 















<210> 2281 
<211> 333 
<212> PRT 

<213> Homo sapien (8568143-10-1394-2684) 
<220> 

<221> VARIANT 

<222> (1) . . . (333) 

<223> Xaa = Any Amino Acid 

i 

<400> 2281 

Met Gly Pro Lys Asn Leu Thr Arg Val Leu Glu Phe Phe Leu Leu Hxs 

15 10 15 

Phe Leu Asp Asp Leu Glu Leu Gin Pro Phe Leu Ser Gly Cys Pro Xaa 

20 25 30 

Thr Met His Leu Val Thr Val Leu Ala Asn Leu Leu Thr Ser Phe Xaa 

35 40 45 

Leu Ser Ala Leu Pro His Leu His Asn Pro Met Asn Phe Asn Leu Ser 

50 55 60 

Leu Ala Asp He Gly Phe Thr Pro Ala Thr He Ser Lys He Thr Val 
65 ^ 70 75 80 

Asp Leu Gin Thr His Ser Arg He He Leu Tyr Met Ser Cys Leu Lys 

85 90 95 

Xaa Met Ser Phe Lys He He Phe Gly Cys Leu His Asn Leu Leu He 

100 105 HO 

Thr Val Met Ala Tyr Asp Pro Phe Val Ala Thr Cys His Leu Leu Tyr 

115 120 125 

Tyr Thr Val He Arg Asn Pro His Leu Cys Gly Leu Leu Leu Leu Val 

130 135 140 

Ser Leu Phe Ser Leu Ser Phe Phe Phe Leu He Ser Leu Leu Glu Thr 
145 150 155 160 

Gin Leu Tyr Ser Leu Met Val Ser Gin Val Leu Cys Met Gin Asp Val 

165 170 175 

Asp He Pro His Phe Phe Cys Asp Pro Ser Gin Phe Leu His Leu Ser 

180 185 190 

Cys Ser Asp Thr Ala Thr Asn Asn Thr Leu Met His Phe He Gly Ala 

195 200 205 

He Phe Cys Gly Pro Phe Ser Gly He Leu Tyr Cys Tyr Thr Gin He 

210 215 220 

Met Phe Ser He Leu He Thr Leu Xaa Asn Val Gly Ser He Lys Gin 
225 230 235 240 

Thr Phe Ser Thr His Arg Ser His Leu Ser Val Val Cys Leu Phe Tyr 

245 250 255 

Gly Thr Gly Leu Gly Val Tyr Leu Ser Leu Ala Gly Ser Pro Ser Pro 

260 ~ 265 270 

Arg Thr Gly Val Val Ala Ser Met Val Tyr Thr Thr Val Thr Leu Met 

275 280 285 

Leu Asn Pro Val He His Ser Leu Arg Asn Arg Asp He Lys Asn Thr 
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290 295 300 

Trp Trp Trp Leu Leu Ser lie Thr Ala Trp Tyr Gin Tyr Leu Cys Tyr 
305 310 315 320 

Pro Leu Trp Ser Val Val Arg Lys Asn Ser Lys Leu Lys 
325 330 

<210> 2282 
<211> 157 
<212> PRT 

<213> Homo sapien (8568247-23-1134-2556) 
<220> 

<221> VARIANT 

<222> (1) . . . (157) 

<223> Xaa = Any Amino Acid 



<400> 2282 




























Phe 


Leu 


Lys 


Met 


Arg 


Leu 


Lys 


Glu 


Leu 


Met 


Xaa 


Asp 


Arg 


Thr 


He 


Met 


1 








5 










10 










15 




Asp 


Tyr 


Trp Arg Glu Gly 


Arg 


His 


He 


Xaa Gly Met 


Phe 


Leu 


Ala 


Phe 


! 






20 










25 










30 






Pro 


Phe 


Gly Xaa 


Pro 


lie 


Pro 


Lys 


Leu 


Phe 


Leu 


Trp 


Val 


Ser 


He 


Arg 






35 










40 










45 








Asp 


Met 
50 


Ala 


Val 


Thr 


Trp 


Met 
55 


Asp 


His 


Arg 


His 


Glu 
60 


Ser 


Cys 


Ser 


Pro 


Phe 


Leu 


Pro 


Lys 


Leu 


Gin 


Pro 


Phe 


Ser 


Ser 


Cys 


His 


Val 


Ser 


Glu 


Leu 


65 










70 










75 










80 


Cys 


Thr 


Cys 


Leu 


Asp 
85 


Thr 


Phe 


Thr 


Lys 


Ser 
90 


Tyr 


He 


Thr 


Xaa 


He 
95 


Arg 


Gly 


Leu 


Lys 


Gly 
100 


Phe 


Asn 


His 


Leu 


Cys 
105 


Phe 


Leu 


Leu 


His 


Tyr 
110 


Cys 


His 


Cys 


Ala 


Arg 
115 


Ala 


Gin 


Val 


Ser 


Xaa 
120 


Asn 


Ala 


Pro 


Trp 


Ser 
125 


Leu 


Ala 


Gin 


Arg 


Cys 
130 


Gin 


Pro 


Asn 


Met 


Leu 
135 


He 


Arg 


Xaa 


Leu 


Phe 
140 


Cys 


Leu 


Lys 


Leu 


Val 


Val 


His 


Asp 


Arg 


Leu 


Xaa 


His 


Val 


Leu 


Ser 


Leu 


Leu 









145 150 155 

<210> 2283 
<211> 91 
<212> PRT 

<213> Homo sapien (8568259-4-1499-2114) 
<220> 

<221> VARIANT 

<222> (1) . . . (91) 

<223> Xaa » Any Amino Acid 

<400>< 2283 

Gin Glu He Ser Ala Ala Arg Glu Arg Lys Ala Thr Lys He Leu Gly 

15 10 15 

lie He Leu Gly Ala Phe He He Cys Trp Leu Pro Phe Phe Val Val 

20 25 30 

Ser Leu Val Leu Pro He Cys Arg Asp Ser Cys Trp He His Pro Ala 

35 40 45 

Leu Phe Asp Phe Phe Thr Trp Leu Gly Tyr Leu Asn Ser Leu He Asn 

50 55 60 

Pro He He Tyr Thr Val Phe Asn Glu Glu Phe Arg Gin Ala Phe Gin 
65 70 75 80 

Lys He Val Pro Phe Arg Lys Ala Ser Xaa Ser 
85 90 



1363 



BNSOOaO: <WO 01271 58A2_L> 



WO 01/27158 



PCT/US00/27582 



<210> 2284 
<211> 320 
<212> PRT 

<213> Homo sapien (8569904-8-5520-7957) 
<400> 2284 



Met 


Asp 


Ser 


Pro 


Ser 


Asn 


Ala 


Thr 


Val 


Pro 


Cys 


Gly 


Phe 


Leu 


Leu 


Gin 


1 






5 










10 










15 




Gly 


Phe 


Ser 


Glu 


Phe 


Pro 


His 


Leu 


Arg 


Pro 


Val 


Leu 


Phe 


Leu 


Leu 


Leu 






20 










25 










30 






Leu 


Gly 


Val 


His 


Leu 


Ala 


Thr 


Leu 


Gly 


Gly 


Asn 


Leu 


Leu 


He 


Leu 


Val 






35 










40 










45 








Ala 


Val 


Ala 


Ser 


Met 


Pro 


Ser 


Arg 


Gin 


Pro 


Met 


Leu 


Leu 


Phe 


Leu 


Cys 




50 










55 










60 










Gin 


Leu 


Ser 


Ala 


He 


Glu 


Leu 


Cys 


Tyr 


Thr 


Leu 


Val 


Val 


Val 


Pro 


Arg 


65 










70 










75 










80 


Ser 


Leu 


Val 


Asp 


Leu 


Ser 


Ser 


Arg 


Gly 


His 


Arg 


Arg Gly 


Ser 


Pro 


He 










85 










90 










95 




Ser 


Phe 


Leu 


Ser 


Cvs 


Ala 


Phe 


Gin 


Met 


Gin 


Met 


Phe 


Val 


Ala 


Leu Gly 








100 










105 










110 






Gly 


Ala 


Glu 


Cys 


Phe 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Asn Asp 


Arg 


Tyr 


Val 




115 










120 










125 








Ala 

nxct 


Tip 

X i. c 


v^ys> 


His 


Pro 


Leu 


Arg 


Tyr 


Aro 


Ala 


Val 


Val 


Thr 


Pro Gly Leu 




X J \J 










135 










140 












Ala 


Arg 


Leu 


Val 


Ser 


Gly Cys 


Cvs 


Leu 


Arg 


Gly 


Leu 


Ala 


Val 


Ser 












150 










155 










160 


Leu 


Glv 


Leu 


Thr 


Val 


Leu 


He 


Phe 


His 


Leu 


Pro 


Phe 


Cys 


Gly 


Ser 


Arg 








165 










170 










175 




Leu 


Leu 


Leu 


His 


Phe 


Phe 


Cys 


Asp 


He 


Thr 


Ala 


Leu 


Leu 


His 


Leu 


Ala 








180 










185 










190 






Cys 


Thr 


Arg 


Thr 


Thr 


Pro 


His 


Glu 


Leu 


Pro 


Leu 


Leu 


Gly Ala 


Cys 


Leu 




195 










200 










205 








Val 


Leu 


Leu 


Leu 


Leu 


Pro 


Ser 


Val 


Leu 


He 


Leu 


Ala 


Ser 


Tyr 


Gly Ala 




210 










215 










220 










He 


Ala 


Ala 


Ala 


Leu 


Val 


Arg 


Leu 


Arg 


Cys 


Pro 


Lys 


Gly Arg Gly 


Lys 


225 










230 










235 










240 


Ala 


Ala 


Ser 


Thr 


Cys 


Ala 


Leu 


His 


Leu 


Ala 


Val 


Thr 


Phe 


Leu 


His 


Tyr 










245 










250 










255 




Gly 


Cys 


Ala 


Thr 


Phe 


Met 


Tyr 


Val 


Arg 


Pro 


Arg 


Ala 


Ser 


Tyr 


Ser 


Pro 








260 










265 










270 






Arg 


Leu 


Asp 


Arg 


Thr 


Leu 


Ala 


Leu 


Val 


Tyr 


Thr 


Asn 


Val 


Thr 


Pro 


Leu 






275 










280 










285 








Leu 


Cys 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Glu 


He 


Thr 


Ala 


Ala 




290 










295 










300 










Leu 


Ser 


Arg 


Val 


Leu Gly 


Arg 


Arg 


Arg 


Pro 


Gly Gin Ala 


Pro Gly 


Gly 


305 










310 










315 










320 



<210> =2285 
<211> 130 
<212> PRT 

<213> Homo sapien (8569934-12-21632-22280) 
<220> 

<221> VARIANT 

<222> (1) . . . (130) 

<223> Xaa = Any Amino Acid 

<400> 2285 

Lys Val Cys Leu Phe Gin Ala Leu Met Cys Trp Leu Ser Leu Xaa Gin 
1 5 10 15 
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Gin 


Pro 


Phe 


Thr 


Gin 


Ser 


Ala 


Ser 


Thr Leu 


Leu 


Leu 


Pro 


Leu 


Cys 


He 








20 










25 








30 




Pro 


Arg 


Gin 


Ala 


Pro Gin Cys 


Pro 


Gly Asp 


Leu 


Arg 


Thr 


Ala 


Leu 


Arg 






35 










40 








45 






Ala 


Val 


Met 


Cys 


Thr 


Arg 


Gly 


Cys 


Val Phe 


Xaa 


Ala 


Tro 


Glu 


Trp Val 




50 










55 








60 










Ala 


Ser 


Tyr 


lie 


His 


Leu 


He 


Pro 


Leu Cys 


He 


Pro 


Val 


Arg 


Ser 


Ala 


65 










70 








75 








80 


Tyr 


Asn 


Leu 


Gly 


Arg 


Val 


Leu 


Asn 


Gly Val 


Lys 


Trp 


Cys 


Ser 


Xaa 


Gly 


Gin 








85 








90 










95 


Gin 


Val 


Glu 
100 


Phe 


Cys 


Ser 


Cys 


Lys Ala 
105 


Lys 


Leu 


Met 


Leu 
110 


Leu 


Ala 


Ser 


Val 


Asp 


Val 


Val 


Leu 


Val 


Ser 


Thr Gin 


Pro 


Xaa 


Asn 


Pro Arg 


Pro 






115 










120 








125 









His Glu 
130 



<210> 2286 
<211> 318 
<212> PRT 

<213> Homo sapien (8569993-13-6018-8083) 
<220> 

<221> VARIANT 

<222> (1)...{318) 

<223> Xaa = Any Amino Acid 



<400> 2286 

He Ser Thr Met Ser Val Phe Lys Ser Ser Ala Xaa Asn Pro Arg Phe 

15 10 15 

Leu Gin Thr Gly Leu Ser Gly Leu Glu Ser Arg Tyr Asp Leu He Ser 

20 25 30 

Leu Pro He Phe Leu Val Tyr Ala Thr Ser He Ala Gly Asn He Ser 

35 40 45 

He Leu Phe He He Arg Thr Glu Ser Ser Leu His Gin Pro Met Tyr 

50 55 60 

Tyr Phe Leu Ser Met Leu Ala Phe Thr Asp Leu Gly Leu Ser Asn Thr 
65 70 75 80 

Thr Leu Pro Thr Met Phe Ser Val Phe Trp Phe His Ala Arg Glu He 

85 90 95 

Ser Phe Asn Ala Cys Leu Val Gin Met Tyr Phe He His Val Phe Ser 

100 105 110 

He He Glu Ser Ala Val Leu Leu Ala Met Ala Phe Asp Cys Phe He 

115 120 125 

Ala He Xaa Glu Pro Leu Arg Tyr Ala Ala He Leu Thr Asn Asp Val 

130 135 140 

He He Gly He Gly Leu Ala He Ala Gly Arg Ala Leu Ala Leu Val 
145 150 155 160 

Phe Pro Ala Ser Phe Leu Leu Lys Arg Leu Gin Tyr His Asp Val Asn 

165 170 175 

He Leu Ser Tyr Leu Phe Cys Leu His Gin Asp Leu He Lys Thr Thr 

180 185 190 

Val Ser Asn Cys Arg Val Ser Ser He Tyr Gly Leu Met Val Val He 

195 200 205 

Cys Ser Met Gly Leu Asp Ser Val Leu Leu Leu Leu Ser Tyr Val Leu 

210 215 220 

He Leu Gly Thr Ala Leu Ser He Ala Ser Lys Ala Glu Arg Val Arg 
225 230 235 240 

Ala Leu Asn Thr Cys He Ser His He Cys Ala Val Leu Thr Phe Tyr 

245 250 255 

Thr Pro Met He Gly Leu Ser Met He His Arg Tyr Gly Gin Asn Ala 
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260 265 270 

Pro His He Val His Val Leu Met Ala Asn Val Tyr Leu Met Gly Pro 

275 280 285 

Pro Leu Met Asn Pro Val Phe Tyr Ser Val Lys Thr Arg Gin He Arg 

290 295 300 

Asp Arg He Phe Gin He Lys Phe Arg Asn Met Lys Cys Arg 
305 310 315 

<210> 2287 
<211> 235 
<212> PRT 

<213> Homo sapien (8570235-22-3034-4808) 



<220> 

<221> VARIANT 

<222> (1) . . . (235) 

<223> Xaa = Any Amino Acid 



<400> 2287 
















Val 




Arg 


Asn 


Met 


Leu 


Phe 


He 


Ser 


Gin 


Trp Gly Glu 


Arg 


Xaa 


Arg 


Arg 


1 








5 






10 










15 




Val 


Gin 


Leu 


Met 


Thr 


Ala 


Phe He Leu 


Met 


Asp 


Leu 


Pro 


His 


Val 


Pro 






20 






25 










30 






Ala 


Leu 


Asp 
35 


Ala 


Pro 


Leu 


Phe Gly Val 
40 


Phe 


Leu 


Val 


Val 
45 


Tyr 


Val 


Leu 


Thr 


Val 


Leu 


Gly Asn 


Leu 


Leu He Leu 


Leu 


Val 


He 


Arg 


Val 


Tyr 


Ser 




50 










55 






60 








He 


His 


Leu 


His 


Thr 


Pro 


Lys 


Tyr Tyr Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Phe 


65 










70 






75 








Thr 


80 


Asp 


Leu 


Trp 


Phe 


Phe 


Thr 


Val Met Val 


Pro 


Lys 


Met 


Pro 


Arg 


Leu 






85 






90 










95 




Leu 


Ser 


Leu 


Cys 
100 


Gly 


Lys 


Ala Val Ser 
105 


Phe 


His 


Ser 


Cys 


Met 
110 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Tyr 


Phe 


Leu Gly Ser 


Thr 


Glu 


Cys 


Leu 


Leu 


Tyr 


Thr 




115 








120 








125 








Val 


Met 


Ser 


Tyr Asp 


Arg 


Tyr Arg Gly Asn 


Thr 


Gin 


His 


Phe 


Pro Gly 




130 










135 






140 










Ser 


Glu 


Asn 


Leu 


Pro 


Thr 


Lys Xaa Ala 


Lys 


Cys 


Xaa 


Trp 


Pro 


Gly Gly 


145 










150 






155 










160 


His 


Thr 


Gly 


Xaa 


Pro 


Leu 


He He Leu 


Ala 


Asp 


Leu 


Ser 


Gly 


Xaa 


Leu 








165 






170 










175 




Arg 


Val 


Asp 


Ser 


Ser 


Xaa 


Trp Ala He 


Gin 


Asn 


Xaa 


Xaa 


Tyr 


Asn 


Leu 






180 






185 










190 






Val 


He 


Gin 


Val 


Lys 


Phe 


He Thr Cys 


He Gly Leu 


Ser 


He 


Lys 


His 






195 






200 








205 








Tyr 


Ser 


Lys 


Gin 


Leu 


Ala 


Gin Leu Xaa 


Phe 


Phe 


His 


Arg 


Leu 


Ser 


Lys 


210 










215 






220 










Thr 


Phe 


Leu 


Asn 


Ser 


Gin 


Leu Asp Phe 


Tyr 


Leu 












225 










230 






235 













<210> 2288 
<211> 325 
<212> PRT 

<213> Homo sapien (8570522-1-103735-108559) 



<220> 

<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 



<400> 2288 
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Met Lys lie Asn Gin Thr He Leu Lys Glu Phe He Leu Val Gly Phe 

1 5 io x5 

Ser Val Tyr Pro His Val Gin Thr Phe Leu Phe Val Val Phe Phe Cys 

20 25 30 

Leu Tyr Leu Leu Thr Leu Ala Gly Asn Leu Thr He Met Gly Leu Thr 

35 40 45 

Xaa Val Asp Arg Ser Leu His Thr Pro Met Tyr Leu Phe Leu Ser Ala 

50 55 60 

Leu Ser Phe Ser Glu Thr Cys Tyr Thr Leu Thr He Val Pro Lys Met 
65 70 75 80 

Leu Glu Asp Leu Leu Ala Lys Asp Arg Ser He Ser Val Thr Gly Cys 

85 90 95 

Ser Leu Gin Met Cys Phe Phe Leu Gly Leu Gly Gly Thr Asn Cys He 

100 105 no 

He Leu Thr Leu Met Gly Tyr Asp Arg Phe Leu Ala He Cys Asn Pro 

115 120 125 

Leu Arg Tyr Pro Leu Leu Met Thr Asn He Val Cys Gly Gin Leu Val 

130 135 140 

Ala Ser Ala Cys Thr Ala Gly Phe Phe He Ser Leu Thr Glu Thr Ala 
145 150 155 160 

iLeu He Phe Arg Asp Ser Phe Cys Arg Pro Asn Leu Val Lys His Phe 

165 170 175 

Phe Cys His Met Leu Ala Val He Arg Leu Ser Cys He Asp Ser Asn 

180 185 190 

His Thr Glu Phe He He Thr Leu He Ser Val Ser Gly Leu Leu Gly 

195 200 205 

Thr Leu Leu Leu He He Leu Thr Asp Val Phe He He Ser Thr Val 

21° 215 22.0 

Leu Arg He Pro Ser Ala Glu Gly Lys Gin Lys Ala Phe Thr Thr Cys 
225 230 235 240 

Ala Ser His Leu Thr Val Val He He His Phe Gly Phe Ala Ser He 

245 250 255 

Val Tyr Leu Lys Pro Glu Ala Ser Gly Asp Asp Thr Leu He Ala Val 

260 2 65 270 

Pro Tyr Thr Val He Thr Pro Phe Leu Ser Pro He He Phe Ser Leu 

275 280 285 

Arg Asn Lys Asp Met Lys Asn Ala Phe Arg Arg Met Met Gly Asn Thr 

290 295 300 

Val Ala Leu Lys Lys Xaa He Leu Gly Cys Cys Cys Leu Phe Glu Glu 
305 * 310 315 320 

Gly Leu Asn Val Pro 
325 

<210> 2289 
<211> 151 
<212> PRT 

<213> Homo sapien (8570523-1-20584-21124) 
<220>* 

<221> VARIANT 

<222> (1) . . . (151) 

<223> Xaa = Any Amino Acid 

<400> 2289 

Cys Val Ser Xaa Gin Arg Ser Pro His Phe Leu Cys Ser Gly Asp Ser 

15 10 15 

Val Phe Cys Leu Val His Ser Val Gly Cys Cys Thr Leu Leu Leu Ser 

20 25 30 

Gin Ser Leu Arg Leu Leu Ser Val Phe Leu Leu Ser Ser Cys Ala Ala 

35 40 45 

Ser Trp Lys Lys Val His Ser Met Asn Leu Tyr Thr Pro Phe Cys Leu 
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50 55 60 

Ser Lys Trp Xaa Asn His Val Asn Asn Ala Phe Asn Leu Pro Ser Trp 
65 * 70 75 80 

Lys Lys Ser Lys Ser Val Val Thr Met Phe Xaa Gly Pro Ala Met He 

85 90 95 

Thr Tyr Leu Arg Ser Asp Ser Xaa Tyr Asn Pro Thr Val Gly Lys Gin 

100 105 HO 

Leu Val Leu Phe Tyr Ser He Val Ser Ala Phe He Lys Pro He He 

115 120 125 

Ser Ser Leu Arg Asn Lys Asp Val Lys Gly Ala Ser Trp Lys Val Leu 

130 135 140 

Arg Val Lys Gly Thr Ala Gin 
145 150 



<210> 2290 
<211> 96 
<212> PRT 

<213> Homo sapien (8570526-1-82280-82723) 



<220> 

<221> VARIANT 

<222> (1) . . . (96) 

<223> Xaa = Any Amino AcicJ 

<400> 2290 



He 


Val 


Val 


Asp 


Tyr 


Leu 


He 


He 


Lys 


Ser 


Ser 


He 


Phe 


Pro 


Pro 


Ala 


1 








5 










10 










15 




Asn 


Ser 


Asn 


Leu 
20 


Phe 


Lys 


Leu 


He 


Arg 
25 


Lys 


Ser 


He 


Pro 


He 
30 


Leu 


Ala 


Cys 


Xaa 


Arg 


Val 


Met 


Met 


Asp 


Leu 


Gly 


Xaa 


Thr 


Gin 


Asn 


Val 


Ser 


Thr 




35 










40 










45 








Ser 


Lys 
50 


Xaa 


Gly 


Cys 


Val 


Asp 
55 


Lys 


Glu 


Tyr 


Asn 


Cys 
60 


Phe 


He 


Pro 


Phe 


Leu 


He 


Ala 


Trp 


His 


Leu 


Xaa 


His 


Arg 


Glu 


Xaa 


Arg 


He 


He 


Xaa 


Asp 


65 








70 










75 










80 


Arg 


He 


Ser 


He 


Leu 


Val 


Xaa 


Lys 


Ala 


Leu 


Trp 


Met 


Lys 


Asn 


Lys 


Gly 








85 










90 










95 





<210> 2291 
<211> 162 
<212> PRT 

<213> Homo sapien (8575931-7-5387-5879) 
<220> 

<221> VARIANT 

<222> (1) . . . (162) 

<223> Xaa = Any Amino Acid 



<400> =2291 
























Val 




Leu 


Leu 


He 


He 


Pro 


Ala 


He 


Ala 


Thr 


Asp 


Thr 


Arg 


Leu 


Ser 


Leu 


1 








5 










10 










15 




Val 


Arg 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ala 


Phe 


Val 


Val 


Thr 


Cys 


Phe 


Thr 






20 










25 










30 






Ser 


Thr 


Thr 
35 


He 


Pro 


Lys 


Met 


Leu 
40 


Ala 


Cys 


Lys 


Glu 


He 
45 


Pro 


Cys 


Val 


Met 


Ser 


Gly 


Cys 


Lys 


Gly 


He 


Pro Tyr Ala Gly Cys 


Leu 


Thr 


Gin 


Met 




50 










55 










60 










Leu 


Phe 


Phe 


He 


Trp 


Leu 


Gly 


He 


His 


Ser 


Phe 


Leu 


Leu 


Thr 


Ala 


Met 


65 








70 










75 










80 


Ala 


Asn 


Glu 


His 


Cys 

R5 


Val 


Ala 


He 


Cys 


His 
90 


Ser 


Leu 


Asn 


Ser 


He 
95 


Arg 
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Ser Val Thr Pro Xaa Leu Cys Gly 
100 

Phe Ala Phe Arg Asn Ala Leu Thr 
115 120 
Ser Leu Cys Thr Tyr Glu Trp Val 

130 135 
Gin Leu Leu Lys Leu Ala Cys Ser 
145 150 
Val Gin 



Leu Leu Val Val Ala Ser Trp Thr 
105 110 
His Pro Val Leu Leu Thr Arg Leu 
125 

Ser His Val Phe Cys Asn Leu Ser 
140 

Asp Ala Thr Leu Asn Asn Val Thr 
155 160 



<210> 2292 
<211> 264 
<212> PRT 

<213> Homo sapien (8648586-17-1126-4850) 
<220> 

<221> VARIANT 

<222> (1) . . . (264) 

<223> Xaa = Any Amino Acid 

! 

<400> 2292 

Ala Cys Val Thr Phe Leu Val Glu Val Thr Val Met Pro Phe Ser Thr 

1 5 10 15 

Val Arg Phe Val Lys Ser Cys Trp Tyr Phe Gly Asp Ser Ser Cys Lys 

20 25 30 

Phe Asn Thr Trp Phe Asp Thr Ser Phe Cys Phe Ala Ser Leu Phe His 

35 40 . 45 

Xaa Gly Cys He Ser Val Asp Arg Tyr Met Leu Val Ser Asp Leu Leu 

50 55 60 

Thr Tyr Pro Thr Lys Phe Thr Val Ser Val Leu Gly He Cys Met Val 
65 70 75 80 

Leu Cys Trp Phe Leu Phe Cys Pro Tyr Ser Phe Ser He Phe Asn Thr 

85 90 95 

Gly Ala Asn Glu Glu Gly He Glu Glu Leu Val Val Ala Leu Thr Cys 

100 105 HO 

Val Gly Gly Cys Gin Ala Pro Leu Asn Gin Asn Trp Val Leu Leu Cys 

115 120 125 

Phe Leu Leu Phe Phe He Pro Asn Val Ala Met Val Phe He Tyr Ser 

130 135 140 

Lys He Phe Leu Val Ala Lys His Gin Ala Arg Lys He Glu Ser Thr 
145 150 155 160 

Ala Ser Gin Ala Gin Ser Ser Ser Glu Ser Tyr Lys Glu Arg Val Ala 

165 170 175 

Lys Arg Glu Arg Lys Ala Ala Lys Thr Leu Gly He Ala Met Ala Ala 

180 185 190 

Phe Leu Val Ser Trp Leu Pro Tyr Leu Val Asp Ala Val He Asp Ala 

195 200 205 

Tyr Met Asn Phe He Thr Pro Pro Tyr Val Tyr Glu He Leu Val Trp 

210 215 220 

Cys Val Tyr Tyr Asn Ser Ala Met Asn Pro Leu He Tyr Ala Phe Phe 
225 230 235 240 

Tyr Gin Trp Phe Gly Lys Ala He Lys Leu He Val Ser Gly Lys Val 

245 250 255 

Leu Arg Thr Asp Ser Ser Thr Thr 
260 

<210> 2293 
<211> 126 
<212> PRT 

<213> Homo sapien (8648858-36-1-1206) 



1369 



BNSOCC1D: <WO_0127158A2LL> 



WO 01/27158 



PCTAJSOO/27582 



<220> 

<221> VARIANT 

<222> (1)...(126) 

<223> Xaa = Any Amino Acid 

<400> 2293 



Leu 


Cys 


Mot- 
ile: i. 


Leu 




A x Jr 


Gin 


Trp 


Pro 


Ala 


Val 


Met 


Thr 


Asp 


Arg 


Thr 


X 






5 










10 










15 




He 


Ala 


Thr 


Cys 
20 


Lys 


Ser 


Arg 


His 


Phe 
25 


Leu 


Phe 


Leu 


He 


Leu 
30 


Val 


Leu 


Thr 


Cys 


Ser 


Leu 


He 


Pro 


Ala 


Xaa 


Ala 


Trp 


Phe 


Thr 


Tyr 


Phe 


Phe 


Phe 




35 










40 










45 








Asn 


Ser 


Lys 


Ser 


Cys 


Val 


Val 


Leu 


Phe 


Gin 


His 


He 


His 


Phe 


Cys 


Leu 




50 








55 










60 










Leu 


Xaa 


He 


Pro 


Ser 


Asn 


Phe 


Tyr 


Cys 


Leu 


Xaa 


Thr 


Thr 


Ala 


Tyr 


Leu 


65 










70 










75 










80 


Lys 


Xaa 


Leu 


Leu 


Asn 


Met 


Xaa 


Leu 


Lys 


His 


Xaa 


He 


Lys 


Xaa 


Thr 


Tyr 








85 










90 










95 




He 


Val 


Phe 


Leu 
100 


Ala 


Val 


Arg 


He 


Leu 
105 


Xaa 


Ala 


Phe 


Leu 


He 
110 


Leu 


He 


Cys 


He 


Met 


Asn 


Leu 


Gin 


Leu Arg 


Gin Cys 


Ala 


Thr 


His 


Phe 








115 










120 










125 









<210> 2294 
<211> 183 
<212> PRT 

<213> Homo sapien (8649180-1-4193-6564) 
<220> 

<221> VARIANT 

<222> (1)...(183) 

<223> Xaa = Any Amino Acid 



<400> 2294 



Val 


He 


Met 


His 


Lys 


Lys 


Glu 


Cys 


Xaa 


Lys 


Lys 


Thr 


His 


Asn 


He 


Val 


1 








5 










10 










15 




Phe 


Leu 


Leu 


Met 
20 


Val 


Trp 


Glu 


Phe 


Phe 
25 


Tyr 


Lys 


Phe 


Leu 


Val 
30 


Phe 


Phe 


Phe 


Phe 


Ser 
35 


Leu 


His 


Xaa 


Cys 


Val 
40 


Ser 


Ser 


He 


He 


Met 
45 


Ser 


Val 


Tyr 


Tyr 


Xaa 


Lys 


He 


Asn 


He 


Phe 


He 


Xaa 


He 


Glu 


Thr 


Lys 


Leu 


Leu 


Phe 


50 








55 










60 










His 


He 


Ser 


Arg 


Xaa 


Asp 


Arg 


Met 


He 


Arg 


Cys 


Ser 


Phe 


Gin 


Lys 


Asn 


65 










70 










75 










80 


Tyr 


Leu 


Leu 


Asn 


His 


Asn 


Gly 


Leu 


Met 


Cys 


Arg 


Ser 


Lys 


Cys 


Gin 


Leu 








85 










90 










95 




Val 


Tyr 


Gin 


Thr 


Val 


Ser 


Asn 


Ser 


Leu 


Asn Tyr 


Phe 


Tyr 


He 


Thr 


Pro 








100 










105 










110 






He 


Xaa 


Leu 
115 


Phe 


Gin 


He 


Val 


Val 
120 


Tyr 


Lys 


Lys 


Tyr 


Lys 
125 


Phe 


Leu 


His 


Cys 


He 


Val 


Leu 


Asp 


Val 


Pro 


Ala 


Tyr 


He 


Asn 


He 


Leu 


Gly 


Cys 


He 


130 










135 










140 










Val 


Ser 


Phe 


Leu 


His 


Val 


He 


Cys 


Asn 


Val 


Xaa 


Leu 


Tyr 


Val 


He 


Asn 


145 










150 










155 










160 


Lys 


Thr 


Xaa 


Asn 


Xaa 


Tyr 


Lys 


Ser 


Arg 


Phe 


Ser 


Thr 


Cys 


Leu 


Ser 


His 








165 










170 










175 




Ser 


Asp 


He 


Thr 


Asp 


Leu 


Phe 





















180 

<210> 2295 
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<2ll> 157 
<212> PRT 

<213> Homo sapien (902315-1-1-472) 
<400> 2295 

He Cys His Pro Leu Gin Tyr Thr He Leu Met Asn Pro Glu Leu Cys 

15 io 15 

Val Phe Met Thr Val Ala Ser Trp Thr Leu Gly Ser Leu Asp Gly He 

20 25 30 

He Val Leu Ala Ala Val Leu Ser Phe Ser Tyr Cys Ser Ser Leu Glu 

35 40 45 

He His His Phe Phe Cys Asp Val Ala Ala Leu Leu Pro Leu Ser Cys 

50 55 60 

Thr Glu Thr Ser Ala Phe Glu Arg Leu Leu Val He Cys Cys Val Val 
65 70 75 80 

Met Leu He Phe Pro Val Ser Val He He Leu Ser Tyr Ser His Val 

85 90 ' 95 

Leu Arg Ala Val He His Met Gly Ser Gly Glu Ser Arg Arg Lys Ala 

100 105 110 

Phe Thr Thr Cys Ser Ser His Pro Ser Val Val Gly Leu Tyr Tyr Gly 

115 120 125 

Ala Ala Met Phe Met Tyr Met Arg Pro Ala Ser Lys His Thr Pro Asp 

130 135 140 

Gin Asp Lys Met Val Ser Ala Phe Tyr Thr Asn Pro Ala 
145 150 155 

<210> 2296 
<211> 325 
<212> PRT 

<213> Mus musculus (Ml 4726083-1-12568-18197 3361-4335) 
<220> 

<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 

<400> 2296 

Thr Met Trp Ser Asn He Ser Ala Ala Pro Phe Leu Leu Thr Gly Phe 

15 10 15 

Pro Gly Leu Glu Ala Ala His His Trp He Ser He Pro Phe Phe Ala 

20 25 30 

He Tyr He Ser Val Leu Leu Gly Asn Gly Thr Leu Leu Tyr Leu He 

35 40 45 

Lys Asp Asp His Asn Leu His Glu Pro Met Tyr Tyr Phe Leu Ala Met 

50^ 55 60 

Leu Ala Gly Thr Asp Leu Thr Val Thr Leu Thr Thr Met Pro Thr Val 
65 70 75 80 

Met Ala Val Leu Trp Val Asn His Arg Glu He Arg His Gly Ala Cys 

85 90 95 

Phe Leu Gin Ala Tyr He He His Ser Leu Ser He Val Glu Ser Gly 

100 105 no 

Val Leu Leu Ala Met Ser Tyr Asp Arg Phe Val Ala He Cys Thr Pro 

115 120 125 

Leu His Tyr Asn Ser He Leu Thr Asn Ser Arg Val He Ala He Gly 

130 135 140 

Leu Gly Val Val Leu Arg Gly Phe Leu Ser Leu Val Pro Pro He Leu 
145 150 155 160 

Pro Leu Phe Trp Phe Ser Tyr Cys Arg Ser His Val Leu Ser His Ala 

165 170 175 

Phe Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ala Asp He Thr 
180 185 190 
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Phe 


Asn 


Arg 
195 


He 


Tyr 


Pro 


Val 


Val 
200 


Leu 


Val 


Ala 


Leu 


Thr 
205 


Phe 


Phe 


Leu 


Asp 


Ala 


Leu 


He 


He 


Val 


Phe 


Ser 


Tyr 


Val 


Leu 


He 


Leu 


Lys 


Thr 


Val 


210 










215 










220 










Met 


Glv 


He 


Ala 


Ser 


Gly 


Glu 


Glu 


Arg 


Ala 


Lys 


Ala 


Leu 


Asn 


Thr 


Cys 


225 








230 










235 










240 


Val 


Ser 


His 


He 


Ser 
245 


Cys 


Val 


Leu 


Val 


Phe 
250 


Tyr 


He 


Thr 


Val 


He 
255 


Gly 


Leu 


Thr 


Phe 


He 


His 


Arg 


Phe 


Gly 


Lys 


Asn 


Ala 


Pro 


His 


Val 


Val 


His 






260 










265 










270 






He 


Thr 


Met 


Ser 


Tyr 


Val 


Tyr 


Phe 


Leu 


Phe 


Pro 


Pro 


Phe 


Met 


Asn 


Pro 






275 










280 










285 






His 


He 


He 


Tyr 


Ser 


He 


Lys 


Thr 


Lys 


Gin 


He 


Gin 


Arg 


Ser 


Val 


Leu 




290 








295 










300 










Leu 


Leu 


Ser 


Val 


Xaa 


Asp Asp 


Val 


Asn 


His 


Tyr 


He 


He 


He 


Gin 


Arg 


305 










310 










315 










320 


Ser 


Leu 


Gly Met 


Phe 
































325 

























<210> 2297 
<211> 318 
<212> PRT 

<213> Mus musculus (M2 4726083-1-175-4296 2476-1523) 
<400> 2297 



Leu 


Ser 


Ala 


Met 


Pro 


Ser 


Met 


Trp 


Leu 


Asn 


He 


Ser 


Ser 


Ser 


Pro 


Phe 


1 








5 










JL V 










15 




Leu 


Leu 


Thr 


Gly 


Phe 


Pro 


Gly 


Leu 


Glu 


Lys 


Ala 


His 


His 


Leu 


He 


Ser 
















25 










30 






Leu 


Pro 


Leu 


Leu 


Met 


Ala 


Tyr 


He 


Ser 


He 


Leu 


Leu 


Gly Asn Gly 


Thr 






35 










40 










45 








Leu 


Leu 
50 


Phe 


Leu 


He 


Lys 


Asp 
55 


Asp 


His 


Asn 


Leu 


His 
60 


Glu 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Gly 


Met 


Leu 


Ala 


Ala 


Thr 


Asp 


Leu Gly 


Val 


Thr 


Leu 


Thr 


65 








70 










75 










80 


Thr 


Met 


Pro 


Thr 


Val 
85 


Leu 


Ser 


Val 


Leu 


Trp 
90 


Leu 


Asn 


His 


Arg 


Glu 
95 


He 


Gly 


His 


Gly 


Ala 


Cys 


Phe 


Ser 


Gin 


Ala 


Tyr 


Phe 


He 


His 


Thr 


Leu 


Ser 






100 










105 










110 






He 


Val 


Glu 
115 


Ser 


Gly 


Val 


Leu 


Leu 
120 


Ala 


Met 


Ala 


Tyr 


Asp 
125 


Arg 


Phe 


He 


Ala 


He 
130 


Arg 


Asn 


Pro 


Leu 


Arg 
135 


Tyr 


Thr 


Thr 


He 


Leu 
140 


Thr 


Asp 


Thr 


Lys 


Val 


He 


Lys 


He 


Gly 


He 


Gly 


Leu 


Val 


Met 


Arg 


Ala 


Gly Leu 


Ser 


He 


145 






150 










155 










160 


Met 


Pro 


He 


He 


He 
165 


Arg 


Leu 


His 


Trp 


Phe 
170 


Pro 


Tyr 


Cys 


Arg 


Ser 
175 


His 


Val 


Leu 


Ser 


His 


Ala 


Phe 


Cys 


Leu 


His 


Gin 


Asp Val 


He 


Lys 


Leu 


Ala 








180 










185 










190 






Cys 


Ala 


Asp 


He 


Thr 


Phe 


Asn 


Arg 


Leu 


Tyr 


Pro 


Val 


Val 


Val 


Val 


Phe 




195 










200 










205 








Ala 


Met 


Val 


Leu 


Leu 


Asp 


Phe 


Leu 


He 


He 


Phe 


Phe 


Ser Tyr Val 


Leu 




210 










215 










220 










He 


Leu 


Lys 


Thr 


Val 


Met 


Gly 


He 


Ala 


Ser 


Thr 


Asp 


Glu 


Arg 


Ala 


Lys 


225 








230 










235 










240 


Ala 


Leu 


Asn 


Thr 


Cys 
245 


Val 


Ser 


His 


He 


Cys 
250 


Cys 


He 


Leu 


Val 


Phe 
255 


Tyr 


Val 


Thr 


Val 


Val 


Gly 


Leu 


Thr 


Phe 


He 


His 


Arg 


Phe 


Gly Lys Asn 


Val 








260 










265 










270 






Pro 


His 


Val 
275 


Val 


His 


He 


Thr 


Met 
280 


Ser 


Tyr 


He 


Tyr 


Phe 
285 


Leu 


Phe 


Pro 
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Pro Phe Met Asn Pro Val lie Tyr Ser lie Lys Thr Lys Gin lie Gin 

290 295 300 

Ser Gly Leu Leu Arg Leu Phe Ser Leu Pro Cys Ser Lys Thr 
305 310 315 

<210> 2298 
<211> 351 
<212> PRT 

<213> Mus musculus (M3 4726083-1-26023-28273 267-1318) 
<220> 

<221> VARIANT 

<222> (1) . . . (351) 

<223> Xaa = Any Amino Acid 

<400> 2298 

Leu Ser Pro Ser Leu Lys Pro Ser Cys Asn Cys Asp Pro Thr Met Trp 

15 10 15 

Pro Asn Ser Ser Asp Ala Pro Phe Leu Leu Thr Gly Phe Leu Gly Leu 

20 25 30 

iGlu Met lie His His Trp lie Ser lie Pro Phe Phe Val lie Tyr Phe 

35 40 45 

Ser lie lie Val Gly Asn Gly Thr Leu Leu Phe lie lie Trp Ser Asp 

50 55 60 

His Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ala Val Leu Ala Ser 
65 70 75 80 

Met Asp Leu Gly Met Thr Leu Thr Thr Met Pro Thr Val Leu Gly Val 

85 90 95 

Leu Val Leu Asn Gin Arg Glu lie Val His Gly Ala Cys Phe lie Gin 

100 105 110 

Ser Tyr Phe lie His Ser Leu Ala He Val Glu Ser Gly Val Leu Leu 

115 120 125 

Ala Met Ser Tyr Asp Arg Phe Val Ala He Cys Thr Pro Leu His Tyr 

130 135 140 

Asn Ser He Leu Thr Asn Ser Arg Val Met Lys Met Ala Leu Gly Ala 
145 150 155 160 

Leu Leu Arg Gly Phe Val Ser He Val Pro Pro lie Met Pro Leu Phe 

165 170 175 

Trp Phe Pro Tyr Cys His Ser His Val Leu Ser His Ala Phe Cys Leu 

180 185 190 

His Gin Asp Val Met. Lys Leu Ala Cys Ala Asp He Thr Phe Asn Leu 

195 200 205 

He Tyr Pro Val Val Leu Val Ala Leu Thr Phe Phe Leu Asp Ala Leu 

210 215 220 

He He He Phe Ser Tyr Val Leu He Leu Lys Lys Val Met Gly He 
225 230 235 240 

Ala Ser Gly Glu Glu Arg Lys Lys Ser Leu Asn Thr Cys Val Ser His 

245 250 255 

He Ser Cys Val Leu Val Phe Tyr He Thr Val He Gly Leu Thr Phe 

260 265 270 

He His Arg Phe Gly Lys Asn Ala Pro His Val Val His He Thr Met 

275 280 285 

Ser Tyr Val Tyr Phe Leu Phe Pro Pro Phe Met Asn Pro He He Tyr 

290 295 300 

Ser He Lys Thr Lys Gin He Gin Arg Ser He Leu Arg Leu Leu Ser 
305 310 315 320 

Lys His Ser Arg Thr Xaa He Leu He He Asp Ser Gin Val Leu Tyr 

325 330 335 

Tyr Phe Trp Pro Phe He Arg Asn Lys Ser Cys Leu Lys Xaa Tyr 
340 345 350 
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<210> 2299 
<211> 339 
<212> PRT 

<213> Mus musculus (M4 4761596-1-24347-28106 1259-2275) 
<220> 

<221> VARIANT 

<222> (1) . . . (339) 

<223> Xaa « Any Amino Acid 



<400> 2299 



Ala 


Ser 


Ser 


Phe 


His 


Asn 


Asp 


Thr 


Asn 


Pro 


Gin 


Asp 


Val 


Trp 


Tyr Val 










5 










10 










15 




Leu 


He 


Gly 


He 


Pro 


Gly 


Leu 


Glu 


Asp 


Leu 


His 


Ser 


Trp 


He 


Ala 


He 
















25 










30 






Pro 


He 


Cys 

3 D 


Ser 


Met 


Tyr 


He 


Val 
40 


Ala 


Val 


He 


Gly 


Asn 
45 


Val 


Leu 


Leu 


He 


rue 

DU 


Leu 


i le 


vox 




CZl it 
VjI u 

SS 


Arg 


Ser 


Leu 


His 


Glu 
60 


Pro 


Met 


xyx 


Phe 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Leu 


Ala Asp 


Leu 


Leu 


Leu 


Ser 


Thr 


Ala 


Thr 


DD 










7 n 

/ KJ 










75 










ft 0 


A±a 


Pro 


■bys 


Men 


Leu 

o c 
O D 


Ala 
Aid 


lie 


Phe 


Trp 


r lit; 
90 


His 

n x & 


OCX 


Arg 


Glv 


Tip 

95 


OCX 


Phe 


Gly 


Ser 


Cys 


Val 


Ser 


Gin 


Met 


Phe 


Phe 


He 


His 


Phe 


He 




vox 






1 Art 

1UU 










105 










110 






Ala 


Glu 


Ser 
lib 


Ala 


He 


Leu 


Leu 


Ala 
120 


Met 


Ala 


Phe 


Asp 


Arg 
125 


Tyr 


val 


AT « 


He 


Cys 

1JU 


Tyr 


Pro 


Leu 


Arg 


Tyr 
ij j 


Thr 


Thr 


He 


Leu 


Thr 
140 


Ser 


Ser 


V d X 


Tip 


\j±y 


Lys 


ne 


var iy 


l ill. 


nlu 


Ala 


Val 


Val 


Arg 


Ser 


Phe 


Leu 


He 


Pv<? 


Phe 










J- —J V 










155 








i 


160 


Pro 


tr ne 


i ±e 




L>eu 
165 


veil 


1 y x 


Arg 


Leu 


Leu 
170 


Tvr 
* Jr i 


Cvs 


Glv 


Lys 


His 
175 


He 


He 


Pro 


His 


Ser 
180 


Tyr 


Cys 


Glu 


His 


Met 
185 


Gly 


He 


Ala 


Arg 


Leu 
190 


Ala 


Cys 


Asp 


Asn 


He 


Thr 


Val 


Asn 


He 


He 


Tyr 


Gly 


Leu 


Thr 


Met 


Ala 


Leu 


Leu 




195 










200 










205 








Ser 


Thr 
210 


Gly 


Leu 


Asp 


He 


Leu 
215 


Leu 


He 


He 


He 


Ser 
220 


Tyr 


Thr 


Met 


He 


Leu 


Arg 


Thr 


Val 


Phe 


Gin 


He 


Pro 


Ser 


Trp 


Ala 


Ala 


Arg 


Tyr 


Lys 


Ala 


225 










230 










235 










240 


Leu 


Asn 


Thr 


Cys 


Gly 
245 


Ser 


His 


He 


Cys 


Val 
250 


He 


Leu 


Leu 


Phe 


Tyr 
255 


Thr 


Pro 


Ala 


Phe 


Phe 
260 


Ser 


Phe 


Phe 


Ala 


His 
265 


Arg 


Phe 


Gly 


Gly 


Lys 
270 


Thr 


Val 


Pro 


Arg 


His 
275 


He 


His 


He 


Leu 


Val 
280 


Ala 


Asn 


Leu 


Tyr 


Val 
285 


Val 


Val 


Pro 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr Gly 


Val 


Lys 


Thr 


Lys 


Gin 


He 


Gin 




290 










295 










300 










Asp 


Arg 


Val 


Val 


Phe 


Leu 


Phe 


Ser 


Ser 


Val 


Ser 


Thr 


Cys 


Gin 


His 


Asp 


305 










310 










315 










320 


Ser 


Arg 


Cys 


Xaa 


Arg 
325 


Xaa 


His 


He 


Pro 


Lys 
330 


Glu 


Asn 


Ser 


Phe 


Lys 
335 


Cys 



His Pro Cys 



<210> 2300 
<211> 344 
<212> PRT 

<213> Mus musculus <M5 4761596-1-36028-37764 563-1594) 
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<220> 

<221> VARIANT 

<222> (1) . . . (344) 

<223> Xaa = Any Amino Acid 

<400> 2300 

He Ser Glu Leu Thr Met He Lys Phe Asn Gly Ser Val Phe Met Pro 

15 10 15 

Ser Val Leu Thr Leu Val Gly He Pro Gly Leu Glu Ser Val Gin Cys 

20 25 30 

Trp He Gly He Pro Phe Cys Val Met Tyr He He Ala Met He Gly 

35 40 45 

Asn Ser Leu He Leu Val He He Lys Ser Glu Lys Ser Leu His He 

50 55 60 

Pro Met Tyr He Phe Leu Ala He Leu Ala Val Thr Asp He Ala Leu 
65 70 75 80 

Ser Thr Cys He Leu Pro Lys Met Leu Gly He Phe Trp Phe His Met 

85 90 95 , 

Pro Gin He Ser Phe Asp Ala Cys Leu Leu Gin Met Glu Leu He His 

100 105 no 

Ser Phe Gin Ala Thr Glu Ser Gly He Leu Leu Ala Met Ala Leu Asp 

115 120 125 

Arg Tyr Val Ala He Cys Asn Pro Leu Arg His Ala Thr He Phe Ser 

130 135 140 

Pro Gin Leu Thr Thr Cys Leu Gly Ala Gly Ala Leu Leu Arg Ala Phe 
145 150 155 160 

He Leu Val Ser Pro Ser He Leu Leu He Lys Cys Arg Leu Lys Tyr 

165 170 175 

Phe Arg Thr Thr lie He Ser His Ser Tyr Cys Glu His Met Ala lie 

180 185 190 

Val Lys Leu Ala Ala Gin Asp He Arg lie Asn Lys lie Cys Gly Leu 

195 200 205 

Leu Val Ala Phe Ala lie Leu Gly Phe Asp lie Val Phe lie Thr Phe 

210 215 220 

Ser Tyr Val Arg He Phe He Thr Val Phe Gin Leu Pro Gin Lys Glu 
225 230 235 240 

Ala Arg Phe Lys Ala Phe Asn Thr Cys He Ala His lie Cys Val Phe 

245 250 255 

Leu Gin Phe Tyr Leu Leu Ala Phe Phe Ser Phe Phe Thr His Arg Phe 

260 265 270 

Gly Ala His lie Pro Pro Tyr Val His lie Leu Leu Ser Asp Leu Tyr 

275 280 285 

Leu Leu Val Pro Pro Phe Leu Asn Pro lie Val Tyr Gly Val Lys Thr 

290 295 300 

Lys Gin He Arg Asp Gin Val Leu Lys Met Leu Phe Ser Lys Lys Pro 
305 310 315 320 

Leu Val Ser Leu Ser Val Glu Lys Leu Cys Gly Phe Xaa Xaa Gin Leu 

325 330 335 

Xaa Xaa Val Lys Leu Phe He Phe 
340 

<210> 2301 
<211> 347 
<212> PRT 

<213> Mus musculus (M6 4761596-1-45918-48570 619-1659) 
<220> 

<221> VARIANT 

<222> (1) . . . (347) 

<223> Xaa = Any Amino Acid 
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<400> 2301 

Thr Gly Arg Phe Ser Met He Lys Phe Asn Gly Ser Val Phe Met Pro 

15 10 15 

Ser Val Leu Thr Leu Val Gly He Pro Gly Leu Glu Ser Val Gin Cys 

20 25 30 

Trp He Gly He Pro Phe Cys Val Met Tyr He He Ala Met He Gly 

35 40 45 

Asn Ser Leu He Leu Val He He Lys Ser Glu Lys Ser Leu His He 

50 55 60 

Pro Met Tyr He Phe Leu Ala He Leu Ala Val Thr Asp He Ala Leu 
65 70 75 80 

Ser Thr Cys He Leu Pro Lys Met Leu Gly He Phe Trp Phe His Met 

85 90 95 

Pro Gin He Ser Phe Asp Ala Cys Leu Leu Gin Met Glu Leu He His 

100 105 HO 

Ser Phe Gin Ala Thr Glu Ser Gly He Leu Leu Ala Met Ala Leu Asp 

115 120 125 

Arg Tyr Val Ala He Cys Asn Pro Leu Arg His Ala Thr He Phe Ser 

130 135 140 

Pro Gin Leu Thr Thr Cys Leu Gly Ala Gly Ala Leu Leu Arg Ser Leu 
145 150 155 160 

He Thr Thr Phe Pro Leu He Leu Leu He Lys Phe Cys Leu Lys Tyr 
1 165 170 175 

Phe Arg Thr Thr He He Ser His Ser Tyr Cys Glu His Met Ala He 

180 185 190 

Val Lys Leu Ala Ala Gin Asp He Arg He Asn Lys He Cys Gly Leu 

195 200 205 

Leu Val Ala Phe Ala He Leu Gly Phe Asp He Val Phe He Thr Phe 

210 215 220 

Ser Tyr Val Arg He Phe He Thr Val Phe Gin Leu Pro Gin Lys Glu 
225 230 235 240 

Ala Arg Phe Lys Ala Phe Asn Thr Cys He Ala His He Cys Val Phe 

245 250 255 

Leu Gin Phe Tyr Leu Leu Ala Phe Phe Ser Phe Phe Thr His Arg Phe 

260 265 270 

Gly Ala His He Pro Pro Tyr Val His He Leu Leu Ser Asp Leu Tyr 

275 280 285 

Leu Leu Val Pro Pro Phe Leu Asn Pro He Val Tyr Gly He Lys Thr 

290 295 300 

Lvs Gin He Arg Asp Gin Val Leu Lys Met Phe Phe Ser Lys Lys Pro 
305 310 315 320 

Leu Xaa Thr Ser Val Thr Arg Ser Val Glu Lys Leu Cys Gly Phe Xaa 

325 330 335 

Leu Glu Leu Glu Xaa Val Lys Pro Xaa He Phe 
340 345 

<210> 2302 
<211> 351 
<212>< PRT 

<213> Mus musculus (M7 5051393-1-104482-107691 2444-1393) 
<220> 

<221> VARIANT 

<222> (1)...(351) 

<223> Xaa = Any Amino Acid 

<400> 2302 

Val Leu Cys Thr Thr Leu Ser Xaa Gin Ser His Ser Ser Asn Xaa He 

15 10 15 

Gin Met Thr Met Val Asn Gin Ser Thr Pro Val Gly Phe Leu Leu Leu 
20 25 30 
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Gly Phe Ser Glu His Pro Gin Leu Glu Lys Val Leu Phe Val Val Val 

35 40 45 

Leu Cys Ser Tyr Leu Leu Thr Leu Leu Gly Asn Thr Leu He Leu Leu 

50 55 60 

Leu Ser Thr Leu Asp Pro Arg Leu His Ser Pro Met Tyr Phe Phe Leu 
65 70 75 80 

Ser Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Thr Cys Val Pro 

85 90 95 

Gin Met Leu Phe Asn Leu Trp Gly Pro Thr Lys Thr He Ser Phe Leu 

100 105 110 

Gly Cys Ser Val Gin Leu Phe He Phe Met Leu Leu Gly Thr Thr Glu 

115 120 125 

Cys He Leu Leu Thr Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys 

130 135 140 

Gin Pro Leu His Tyr Ala Thr He He His Pro Arg Leu Cys Arg Gin 
145 150 155 160 

Leu Ala Gly Val Ala Trp Ala He Gly Leu Val Gin Ser He Val Gin 

165 170 175 

He Pro Pro Thr Leu Thr Leu Pro Phe Cys Ser His Arg Gin He Asp 

180 185 190 

Asp Phe Leu Cys Glu Val Pro Ser Leu He Arg Leu Ser Cys Gly Asp 

195 200 205 

Thr Thr Phe Asn Glu He Gin Leu Ser Val Ala Gly Val He Phe Leu 

210 215 220 

Leu Val Pro Leu Ser Leu He He Val Ser Tyr Gly Val He Ala Arg 
22 5 230 235 240 

Ala Val Leu Lys Thr Asn Ser Ser Lys Gly Arg Arg Lys Ala Phe Gly 

245 250 255 

Thr Cys Ser Ser His Leu He Val Val Thr Leu Phe Tyr Ser Ser Val 

260 265 270 

He Ala Val Tyr Leu Gin Pro Lys Asn Pro Tyr Ala Gin Glu Arg Ser 

275 280 285 

Lys Phe Phe Gly Leu Phe Tyr Ala Val Gly Thr Pro Thr Leu Asn Pro 

290 295 300 

Leu Val Tyr Thr Leu Arg Asn Lys Glu Val Lys Arg Ala Phe Trp Arg 
305 310 315 320 

Leu Leu Gly Lys Asp Ala Ala Ser Gly Arg Asn Xaa Gly Gin He Leu 

325 330 335 

Val Xaa Phe Leu Asn Tyr Lys Val Ser Ser Xaa Tyr Val Tyr Cys 
340 345 350 

<210> 2303 
<211> 320 
<212> PRT 

<213> Mus musculus (M8 5051393-1-124150-125858 1430-472) 
<220> 

<221> VARIANT 

<222>. (1) . . . (320) 

<223> Xaa = Any Amino Acid 

<400> 2303 

Arg Leu Asp Thr Glu He Met Val Asn Gin Ser Ser Pro Val Val Phe 

1 5 10. 15 

Phe Leu Leu Gly Phe Ser Glu His Pro Gin Leu Glu Lys Val Leu Phe 

20 25 30 

Val Val Val Leu Cys Ser Tyr Leu Leu Thr Leu Leu Gly Asn Thr Leu 

35 40 45 

He Leu Leu Leu Ser Thr Leu Asp Pro Arg Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe Leu Ser Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Thr 
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70 










75 






80 


Cys Val 


Pro 


Gin 


Met 


Lgu 


Phe 


Asn 


Leu 


Trp Gly 


Pro 


Glu Lys Thr 


He 






85 










90 






95 




Ser Phe 


Leu 


Gly Cys 


r lie 


vdi 


Ada 


Leu 


Phe 


x±e 


Phe 


Met Ser Leu 


Gly 






100 










1 OS 

1UJ 








110 




Thr Thr 


Glu 


Cys 


He 


Leu 


Leu 


TV»r* 

x nr 


vol 


Met 


Ala 


Phe Asp Arg Tyr 


Val 




115 








1 Z VJ 










125 




Ala Val 


Cys 


Gin 


Pro 


Leu 


nlS 


Tyr 


Ala 


Tnr 


vai 


lie 


Asn Pro Arg 


Leu 


130 








i j j 










14U 






Cys Gin 


Gin 


Leu 


Ala 




lie 


Ala 


lip 


Ala 

Ala 


lie 


Gly 


Leu Val Gin 


Ser 


145 








lt>u 










ice 






160 


lie Val 


Gin 


Thr 


Pro 


Pro 


i nr 


Lieu 


Lys 


Leu 


Pro 


Pne 


Cys Ser His 


Arg 








165 










170 






175 




Gin lie 


Asp 


Asn 


Phe 


Y2L-L 


Cys 




Val 


Pro 


Ser 


Leu 


He Gin Leu 


Ser 




180 










lOj 








190 




Cys Gly 


Asp 


He 


Thr 


Tyr 


Asn 


bill 


Tl 0 

lie 


Gin 


Met 


Ala 


Val Ala Ser 


He 


195 




















205 




Phe lie 


Val 


Val 


Val 


Pro 


Leu 


i>er 


Leu 


He 


Leu 


Val 


Ser Tyr Gly Ala 


210 










215 










220 






lie Ala 


Arg 


Ala 


Val 


Leu 


Lys 


He 


Ser 


Ser 


Ala 


Lys 


Gly Arg Arg 


Lys 


225 






O f\ 

230 










235 






240 


Ala Phe 


Gly 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


He 


Val 


Val 


Thr Leu Phe 


Tyr 






245 










250 






255 




Ser Ser 


Val 


He 


Ala 


Val 


Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


Pro Tyr Ala 


Arg 






260 










265 








270 




Glu Arg 


Gly 


Lys 


Phe 


rile 


Gly Leu 


rue 


Tyr 


Ala 


Val 


Gly Thr Pro 


He 




275 










280 










285 




Leu Asn 


Pro 


Leu 


Val 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val Lys Arg 


Ala 


290 










295 










300 






Phe Trp 


Lys 


Leu 


Leu 


Arg 


Lys 


Asp 


Glu 


Asp 


Ser 


Glu 


Glu Ser Trp 


Arg 


305 






310 










315 






320 


<210> 2304 
























<211> 317 
























<212> PRT 
























<213> Mus musculus 


(M9 5051393-1-149569- 


-151395 1755-805) 




<220> 


























<221> VARIANT 






















<222> (1).. 


. (317) 




















<223> Xaa = 


Any 


Amino Acid 
















<400> 2304 
























Pro Gin 


Ala 


Asn 


His 


Ser 


Ser 


Ala 


Glu 


Arg 


Phe 


Leu 


Leu Leu Gly 


Phe 


1 






5 










10 






15 




Ser Asp 


Trp 


Pro 


Ser 


Leu 


Gin 


Pro 


Val 


Leu 


Phe 


Ala 


Leu Val Leu 


Leu 


20 










25 








30 




Cys Tyr 


Leu 


Leu 


Thr 


Leu Thr Gly Asn 


Ala 


Ala 


Leu 


Val Leu Leu 


Ala 




35 










40 










45 




lie Arg 


Asp 


Pro 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Tyr 


Phe Leu Cys 


His 


50 










55 










60 






Leu Ala 


Leu 


Val 


Asp 


Val 


Gly 


Phe 


Thr 


Thr 


Ser 


Val 


Val Pro Pro 


Leu 


65 








70 










75 






80 


Leu Ala 


Ser 


Leu 


Arg 


Gly Ser Met 


Leu 


Gin 


Leu 


Pro 


Arg Ala Gly Cys 








85 










90 






95 




Met Ala 


Gin 


Leu 


Cys 


Ser 


Ser 


Leu 


Ala 


Leu Gly 


Ser 


Ala Glu Cys 


Val 






100 










105 








110 




Leu Leu 


Ala 


Val 


Met 


Ala 


Leu 


Asp 


Arg 


Ala 


Ala 


Ala 


Val Cys Asn 


Pro 




115 










120 










125 




Leu Arg 


Tyr 


Thr 


Ser 


Leu 


Ala 


Ser 


Pro 


Leu 


Leu 


Cys 


Arg Thr Leu 


Ala 


130 








135 










140 
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Gly Val 


Ser 


Trp 


Leu Gly Gly 


Leu 


Ala 


Asn 


Ser 


Ala 


Ala 


Gin Thr Ala 


145 










150 










155 






160 


Leu 


Leu 


Ala 


Ala 


Arcr 


Pro 


Leu 


Cys 


Ala 


Pro 


Arg 


Cvs 


Leu 


n j. o r lie 










165 










170 








175 


lie 


Cys 


Glu 


Leu 


Pro 


Ala 


Leu 


Leu 


Gin 


Leu 


Ala 


Cvs 


Arg 


Glv Glv Ara 








180 










185 










190 


Ser 


Ala 


Thr 


Glu 


Ara 


Gin 


Met 


Phe 


Ala 


Ala 


Arg 


Val 


Val 


Tl ^ T.f^n T.oii 

XXv J-JCU UCU 






195 










200 










205 




Val 


Pro 


Ser 


Ala 


Val 


lie 


Leu 


Ala 


Ser 


Tyr 


He 


Ala 


Val 






210 










-L _> 










220 




Val 


Tro 


Gly 


Met 


His 


Ser 


Ser 


Ser Gly 


Trp Arg 


Lys 


Ala 


Ala Ocl 1 XI x 


225 










£• -> \J 










235 






240 


Cvs 


Glv 


Ser 


His 


Leu 


Thr 




Val 


Cys 


Leu 


Phe 


Tyr 


oiy 


Cot" A 1 a ITi'W -v- 

oer Ala i fir 










245 










250 










Tyr 


Thr 


Tvr 


Leu 


Gin 


Pro 


Thr 


His 


Ser 


Tyr 


Asn 


Oi.Il 


V3 JL jr 


nig »o ly ijys 








260 










265 










270 


Phe 


Val 


Ser 


Leu 


Phe 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Ala 


Leu 


Asn Pro Leu 






275 










280 










285 




lie 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Ala 


Leu Arg Leu 




290 










295 










300 




i Leu 


Arg 


Ser 


Leu 


Gly Arg 


Pro 


Xaa 


Val 


Gly Gin 


Xaa 


Lys 




305 










310 










315 









<210> 2305 
<211> 348 
<212> PRT 

<213> Mus musculus (M10 5051393-1-39874-41685 1277-235) 
<220> 

<221> VARIANT 

<222> (1)...(348) 

<223> Xaa = Any Amino Acid 

<400> 2305 

Val Leu Cys Thr Thr Leu Ser Xaa Gin Ser His Pro Ser Asn Xaa lie 

1 5 10 15 

Gin Met Thr Met Val Asn Gin Ser Ser Pro Val Gly Phe Leu Leu Leu 

20 25 30 

Gly Phe Ser Glu His Pro Gin Leu Glu Lys Val Leu He Val Val Val 

35 40 45 

Leu Cys Ser Tyr Leu Leu Thr Leu Leu Gly Asn Thr Leu He Leu Leu 

50 55 60 

Leu Ser Thr Leu Asp Pro Arg Leu His Ser Pro Met Tyr Phe Phe Leu 
65 70 75 80 

Ser Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Thr Cys Val Pro 

85 90 95 

Gin Met Leu Phe Asn Leu Trp Gly Pro Ala Lys Thr He Ser Phe Leu 

100 105 110 

Gly Cys Phe Val Gin Leu Phe lie Phe Leu Ser Leu Gly Thr Thr Glu 

115 120 125 

Cys He Leu Leu Ala Val Met Ser Phe Asp Arg Tyr Val Ala Val Cys 

130 135 140 

Gin Pro Leu His Tyr Ala Thr Val He His Pro Arg Leu Cys Cys Gin 
145 150 155 " 160 

Leu Ala Ala Val Ala Cys Thr He Gly Leu Val Glu Ser Val Val Gin 

165 170 175 

Thr Pro Ser Thr Leu Arg Leu Pro Phe Cys Pro His His Gin Val Asp 

180 185 190 

Asp Phe Val Cys Glu Val Pro Ala Leu He Arg Leu Ser Cys Gly Asp 

195 200 205 

Thr Thr Tyr Asn Glu He Gin Met Ala Val Ala Ser Val Phe He Leu 
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210 










215 








220 










vox 


vox 


A X \J 


Leu 


Ser 


Leu 


He 


Leu 


Val 


Ser Tyr 


Gly 


Ala 


He 


Ala 


Arg 


225 










230 








235 










240 




vox 


T .oil 
i-i t; vj 


Arg 


He 


Ser 


Ser 


Ala 


Lys 


Gly Arg 


Arg 


Lys 


Ala 


Phe 


Gly 








245 










250 








255 




inr 


Cys 


Sex 


OCX 


His 


Leu 


He 


Val 


Val 


Thr Leu 


Phe 


Tyr 


Ser 


Ser 


Val 






260 










265 








270 






Tl- 
116 


Ala 


vai 


Tyr 




Gin 


Pro 


Lys 


Asn 


Pro Tyr 


Ala 


Arg 


Glu 


Arg 


Gly 






i ~) 








280 








285 








Lys 


file 


PVio 
rue 


r;lv 


Leu 


Phe 


Tvr 


Ala 


Val 


Gly Thr 


Pro 


Ser 


Leu 


Asn 


Pro 


290 










295 








300 










Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val Lys 


Arg 


Ala 


Phe 


Arg 


Arg 


305 








310 








315 










320 


Leu 


Leu 


Trn 

— — *r 


Lys 


Glu 


Val 


Lys 


Pro 


Ser 


Xaa His 


Thr 


Leu 


Ser 


Lys 


Leu 






325 








330 








335 




Asn 


Gly 


Lys 


Ser 


Ala 


Cys 


Leu 


Val 


Gly 


Leu Ser 


Phe 














340 










345 















<210> 2306 
<211> 347 
<212> PRT 

<213> Mus musculus (Mil 5051393-1-46409-49345 2458-1419) 
<220> 

<221> VARIANT 

<222> {!)... (347) 

<223> Xaa = Any Amino Acid 



<400> 2306 




























Cys 


Pro 


Lys 


Ser 


Thr 


Thr 


Ser 


Gly His 


He 


Glu 


Ser 


Cys 


Met 


Gly Gin 


1 






5 










10 










15 




Tyr 


Phe 


Gin 


Leu 


Asp 


Ser 


Xaa 


Gin 


Lys 


Gin 


Thr 


Met 


Val 


Asn 


Gin 


Ser 






20 










25 










30 






Ser 


Pro 


Val 


Gly 


Phe 


Leu 


Leu 


Leu Gly 


Phe 


Ser 


Glu 


His 


Pro 


Gin 


Leu 






35 










40 










45 








Glu 


Lys 
50 


Val 


Leu 


Phe 


Val 


He 
55 


Val 


Leu 


Cys 


Ser 


Tyr 
60 


Leu 


Leu 


Thr 


Leu 


Leu 


Gly 


Asn 


Thr 


Leu 


He 


Leu 


Leu 


Leu 


Ser 


Thr 


Leu 


Asp 


Pro 


Arg 


Leu 


65 








70 










75 










80 


His 


Ser 


Pro 


Met 


Tyr 
85 


Phe 


Phe 


Leu 


Ser 


Asn 
90 


Leu 


Ser 


Phe 


Leu 


Asp 
95 


Leu 


Cys 


Phe 


Thr 


Thr 


Thr 


Cys 


Val 


Pro 


Gin 


Met 


Leu 


Phe 


Asn 


Leu 


Trp 


Gly 






100 










105 










110 






Pro 


Ala 


Lys 
115 


Thr 


He 


Ser 


Phe 


Leu 
120 


Gly 


Cys 


Ser 


Val 


Gin 
125 


Leu 


Phe 


He 


Phe 


Leu 
130 


Ser 


Leu 


Gly 


Thr 


Thr 
135 


Glu 


Cys 


He 


Leu 


Leu 
140 


Thr 


Val 


Met 


Ser 


Phe Asp 


Arg 


Tyr Val 


Ala 


Val 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


Val 


145 








150 










155 










160 


He 


His 


Pro 


Arg 


Leu 


Cys 


Trp 


Lys 


Leu 


Ala 


Ala 


Val 


Ala 


Trp Met 


Met 










165 










170 










175 




Gly Leu 


Leu 


Gin 


Ser 


He 


Val 


Gin 


Thr 


Pro 


Pro 


Thr 


Leu 


Lys 


Leu 


Pro 








180 










185 










190 






Phe 


Cys 


Pro 


His 


Arg 


Gin 


He 


Asp 


Asp 


Phe 


Leu 


Cys 


Glu 


Val 


Pro 


Ser 




195 










200 










205 








Leu 


He 
210 


Arg 


Leu 


Ser 


Cys 


Gly 
215 


Asp 


Thr 


Thr 


Phe 


Asn 
220 


Glu 


He 


Gin 


Leu 


Ala 


Val 


Ser 


Ser 


Val 


He 


Leu 


Val 


Val 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


225 










230 










235 










240 


Val 


Ser 


Tyr 


Gly Ala 


He 


Ala 


Arg 


Ala 


Val 


Met 


Arg 


He 


Asn 


Ser 


Thr 



245 250 255 
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Glu 


Ala 


Trp 


Lys 
260 


Lys 


Ala 


Leu 


Arg 


Thr 
265 


Cys 


Ser 


Ser His 


Leu He 
270 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Ser 


Ser 


Val 


He 


Ala 


Val 


Tyr Leu 


Gin Pro 


Lys 






275 










280 








285 




Asn 


Pro 


Tyr 


Ala 


Gin 


Glu 


Arg 


Gly 


Lys 


Phe 


Phe 


Gly Leu 


Phe Tyr 


Ala 




290 










295 










300 




Val 


Gly 


Thr 


Pro 


Thr 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr Leu 


Arg Asn 


Lys 


305 










310 










315 




320 


Glu 


Val 


Lys 


Arg 


Ala 


Phe 


Trp Arg 


Leu 


Leu 


Gly Lys Asp Gly Asp Ser 










325 










330 






335 




Lys 


Asn 


Thr 


Xaa 
340 


Glu 


He 


Asn 


Ser 


Arg 
345 


Arg 


Thr 









<210> 2307 
<211> 326 
<212> PRT 

<213> Mus musculus (M12 5051393-1-65471-67664 1437-460) 
<220> 

<221> VARIANT 

<222> (1) . . . (326) 

<223> Xaa = Any Amino Acid 

<400> 2307 

Leu Asp Thr Glu He Met Val Asn Gin Ser Ser Pro Val Val Phe Phe 

1 5 io is 

Leu Leu Gly Phe Ser Glu His Pro Gin Leu Lys Lys Val Leu Phe Val 

20 25 30 

Val Val Leu Cys Ser Tyr Leu Leu Thr Leu Leu Gly Asn Thr Leu He 

35 40 45 

Leu Leu Leu Ser Thr Leu Asp Pro Arg Leu His Ser Pro Met Tyr Phe 

50 55 60 

Phe Leu Ser Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Thr Cys 
65 70 75 80 

Val Pro Gin Met Leu Phe Asn Leu Trp Gly Pro Ala Lys Thr He Ser 

85 90 95 

Phe Leu Gly Cys Phe Val Gin Leu Phe He Phe Met Ser Leu Gly Thr 

100 105 HO 

Thr Glu Cys He Leu Leu Thr Val Met Ala Phe Asp Arg Tyr Val Ala 

H5 120 125 

Val Cys Gin Pro Leu His Tyr Ala Thr Lys He Asn Pro His Leu Cys 

130 135 140 

Arg Gin Leu Ala Gly He .Ala Trp Ala He Gly Leu Val Gin Ser He 
"5 150 155 160 

Val Gin Thr Pro Pro Thr Leu Lys Leu Pro Phe Cys Ser His Arg Gin 

165 170 175 

He Asp Asn Phe Leu Cys Glu Val Pro Ser Leu He Gin Leu Ser Cys 

180 185 190 

Gly Asp Thr Thr Tyr Asn Glu He Gin Met Ala Val Ala Ser He Phe 

195 200 205 

He Val Val Val Pro Leu Ser Leu He Leu Val Ser Tyr Gly Ala He 

210 215 220 

Ala Arg Ala Val Leu Lys He Ser Ser Ala Lys Gly Arg Arg Lys Ala 
225 230 235 ~ 240 

Phe Gly Thr Cys Ser Ser His Leu He Val Val Thr Leu Phe Tyr Ser 

245 250 255 

Ser Val He Ala Val Tyr Leu Gin Pro Lys Asn Pro Tyr Ala Arg Glu 

260 265 270 

Arg Gly Lys Phe Phe Gly Leu Phe Tyr Ala Val Gly Thr Pro Thr Leu 

275 280 285 

Asn Pro Leu Val Tyr Thr Leu Arg Asn Lys Glu Val Lys Arg Ala Phe 
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290 295 300 

Trp Lys Leu Leu Arg Lys Asp Glu Asp Ser Glu Glu Ser Xaa Arg Arg 
305 310 315 320 

Asn Thr Xaa His Thr Phe 
325 

<210> 2308 
<211> 282 
<212> PRT 

<213> Mus musculus (M13 6143913-1-1-2867 848-3) 



<400> 2308 



JjcU 


lie 


Tie 

lie 


Tyr 




Leu 


Phe 


Leu 


Ser 


Phe 


Pro Gly He Met 


Asp 


His 


± 






-J 










10 










15 




Val 


Asn 


Tyr 


Tnr 


Trp 


Thr 


Arg 


1 111 


Phe 


He 


Leu Ala Gly 


Phe 


Thr 


Thr 






20 










25 










j \j 






Ser 


c?iy 


Thr 


lieu 


bin 


His 


Leu 




Val 


Phe Gly Thr Leu 


Cys 


He 


Tyr 




35 










40 


















Leu 


Leu 


Thr 


Leu 


Ala 


Gly Asn 


Leu 


Phe 


He 


He 


Val 


Leu 


vai 


Gin 


Ala 




bO 










55 










60 










Asp 


Ser 


Gly 


Leu 


Ser 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


He 


Ser 


val 


Leu 


Ser 


65 








70 










75 










80 


Pne 


Leu 


Glu 


Leu 


Trp 
85 


Tyr 


Val 


Ser 


Thr 


Thr 
90 


val 


Pro 


inr 


Leu 


Leu 
95 


His 


Thr 


Leu 


Leu 


His 
100 


Gly 


Pro 


Ser 


Pro 


He 
105 


Pro 


Ser 


Ser 


Ala 


Cys 

llu 


Phe 


Val 


Gin 


Leu 


Tyr 


val 


rfie 


His 


Ser 


Leu 


Gly Met 


Thr 


Glu 


Cys 


Tyr 


Leu 


Leu 






11D 










120 










125 






His 


Gly 


val 


Met 


Ala 


Leu 


Asp 


Arg 


Tyr 


Leu 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


130 










135 










140 










Tyr 


His 


Ala 


Leu 


Met 


Ser 


Arg 


Gin 


Val 


Gin 


Lys 


Gin 


Leu 


Val 


Gly Val 


145 










150 










155 










160 


Thr 


Trp 


Leu 


Ala 


Gly 


Phe 


Ser 


Ala 


Ala 


Leu 


Val 


Pro 


Ala 


Gly 


Leu 


Thr 








165 










170 










175 




Ala 


Ser 


Leu 


Pro 
180 


Tyr 


Cys 


Leu 


Lys 


Glu 
185 


Val 


Ala 


His 


Tyr 


Phe 
190 


Cys 


Asp 


Leu 


Ala 


Pro 
195 


Val 


Met 


Gin 


Leu 


Ala 
200 


Cys 


Val 


Asp 


Thr 


Ser 
205 


Trp 


His 


Ala 


Arg 


Leu 


Tyr 


He 


Ala 


Val 


He 


Gly Met 


He 


Asn 


Thr 


Cys 


Asn 


Leu 


Thr 


210 








215 










220 










Phe 


He 


Leu 


Gly 


Leu 


Tyr 


Gly 


Gly 


He 


Val 


Arg 


Ala 


Val 


Leu 


Lys 


Leu 


225 








230 










235 










240 


Pro 


Ser 


Ala 


Ala 


Ser 
245 


Arg 


Ala 


Lys 


Ala 


Phe 
250 


Ser 


Thr 


Cys 


Ser 


Ser 
255 


His 


lie 


Thr 


Val 


Val 
260 


Thr 


Leu 


Phe 


Phe 


Gly 
265 


Ser 


Ala 


Phe 


He 


Val 
270 


Tyr 


Val 


Gly 


Pro 


Pro 


Glu 


He 


Arg 


Ala 


Glu 


Gly Arg 


















275 










280 



















<210> 2309 
<211> 333 
<212> PRT 

<213> Mus musculus (M14 6143913-1-6180-10825 2950-1952) 



<220> 

<221> VARIANT 

<222> (1)...(333) 

<223> Xaa = Any Amino Acid 

<400> 2310 

Leu Leu Leu Gly Thr Met Asp His Val Asn Tyr Thr Trp Thr Arg Thr 
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1 5 10 15 

Phe lie Leu Ala Gly Phe Thr Thr Ser Gly Ala Leu Arg Pro Leu Ala 

20 25 30 

Phe Leu Gly Thr Leu Cys lie Tyr Leu Leu Thr Leu Ala Gly Asn Leu 

35 40 45 

Phe lie lie Val Leu Val Gin Ala Asp Ser Gly Leu Ser Thr Pro Met 

50 55 60 

Tyr Phe Phe lie Ser Val Leu Ser Phe Leu Glu Leu Trp Tyr Val Ser 
65 70 75 80 

Thr Thr Val Pro Thr Leu Leu His Thr Leu Leu His Gly His Ser Pro 

85 90 95 

lie Pro Ser Ser Ala Cys Phe Val Gin Leu Tyr Val Phe His Ser Leu 

100 105 110 

Gly Met Thr Glu Cys Tyr Leu Leu Gly Val Met Ala Leu Asp Arg Tyr 

115 120 125 

Leu Ala lie Cys Arg Pro Leu His Tyr His Ala Leu Met Ser Lys Gin 

130 135 140 

Val Gin Leu Trp Leu Ala Gly Ala Thr Trp Val Ala Gly Phe Ser Ala 
145 150 155 160 

Ala Leu Val Pro Ala Cys Leu Thr Ala Ser Leu Pro Tyr Cys Leu Lys 
' 165 170 175 

Glu He Ala His Tyr Phe Cys Asp Leu Ala Pro Leu Met Arg Leu Ala 

180 185 190 

Cys Val Ser Thr Arg Trp His Ala Arg Val His Gly Ala Val He Gly 

195 200 205 

Val Ala Thr Gly Cys Asn Phe Val Leu He Leu Gly Leu Tyr Gly Gly 

210 215 220 

He Leu Thr Ala Val Leu Lys Leu Pro Ser Ala Ala Ser Arg Ala Lys 
225 230 235 240 

Ala Phe Ser Thr Cys Ser Ser His Met Thr Val Val Ala Leu Phe Tyr 

245 250 255 

Ala Ser Ala Phe Thr Val Tyr Val Gly Ser Pro Gin Ser Arg Pro Glu 

260 265 270 

Gly Thr Asp Lys Leu He Ala Leu Val Tyr Ala Leu Leu Thr Pro Phe 

275 280 285 

Leu Asn Pro lie lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala 

290 295 300 

Val Lys Arg Val Ser Glu Lys lie Arg Thr Leu Leu Arg Asp Thr Xaa 
305 310 315 320 

Leu Ser Leu Leu Thr Leu Pro Thr Phe Arg Val Asn Ala 
325 330 

<210> 2311 
<211> 120 
<212> PRT 

<213> Mus musculus (M15 6143913-1-66312-67763 687-330) 
<220> 

<221>« VARIANT 

<222> (1) . . . (120) 

<223> Xaa = Any Amino Acid 

<400> 2311 

Val Thr Val Gly His Cys Leu Gly Gin Met Ser Leu Ser Val Asp Thr 

1 5 10 15 

Asp Phe Leu He Glu Phe Phe Cys Leu Lys Arg Lys Glu Lys Lys Arg 

20 25 30 

Lys Lys Lys Asp Cys Ser Pro Leu Tyr Leu Asp Ser Xaa Phe Gin Ser 

35 40 45 

His Glu He Thr Gly Ser Phe Ser Phe Ser Val Phe His Arg Ser Leu 
50 55 60 
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Leu Ser Asn lie Ser Leu Gin Met Met Ala Tyr Phe Gin He Thr Leu 
65 70 75 80 

Pro Ser Thr Phe Cys He Pro Xaa Gin Arg Ser Gin Thr Ser Ala Cys 

85 90 95 

He Tyr Val Leu Asn Asn Leu Leu Ser Leu Phe His Ser Leu He Ser 

100 105 HO 

Ser Leu Xaa Pro Thr Ala Ser Thr 
115 120 

<210> 2312 
<211> 323 
<212> PRT 

<213> Mus musculus (M16 6456795-1-106495-108409 847-1815) 



<400> 2312 




























Leu 


Ser 


Ser Tyr 


Gin 


Phe 


Leu 


Leu 


Glu 


Lys 


Lys 


Arg 


Pro 


He 


Met 


Asn 


1 








5 










10 










15 




Cys 


Ser 


Lys 


Thr 


Pro 


Gly 


Phe 


He 


Leu 


Leu Gly Leu 


Ser 


Ser 


Asp 


Pro 




20 










25 










30 


- 




Glu 


Lys 


Trp 


Gin 


Pro 


Leu 


Phe 


Asn 


He 


Phe 


Leu 


Cys 


Leu 


Tyr 


Leu 


Leu 




35 










40 










45 








Gly 


Leu 


Leu Gly Asn 


Leu 


Leu 


Leu 


Leu 


Leu 


Ala 


He Gly Thr 


Asp 


Val 


50 










55 










60 










His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Gin 


Leu 


Ser 


Leu 


Val 


65 










70 










75 










80 


Asp 


Leu 


Cys 


Phe 


He 


Thr 


Thr 


Thr 


Ala 


Pro Lys Met Leu Glu 


Ala 


Leu 
















90 










95 




Trp 


Thr 


Gly Asp 


Gly 


Ser 


He 


Ser 


Phe 


Ser 


Gly Cys 


Leu 


Thr 


Gin 


Phe 






100 










105 










110 






Tyr 


Phe 


Phe 


Ala 


Val 


Phe 


Ala 


Asp Met 


Asp 


Asn 


Leu 


Leu 


Leu 


Ala 


Val 




115 










120 










125 








Met 


Ala 
130 


He 


Asp 


Arg 


Tyr 


Ala 
135 


Ala 


He 


Cys 


His 


Pro 
140 


Leu 


Phe 


Tyr 


Pro 


Phe 


Leu 


Met 


Thr 


Pro 


Cys 


Arg 


Cys 


Glu 


Val 


Leu 


Ala 


Ser 


Gly 


Ser 


Trp 


145 










150 










155 










160 


Gly 


He 


Ala 


His 


Cys 


Val 


Ser 


Leu 


Phe 


Tyr 


Thr 


Leu 


Leu 


Leu 


Ser 


Gin 








165 










170 










175 




Phe 


Tyr 


Tyr 


His 


Thr 


Asn 


Gin 


Gly 


He 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Ser 




180 










185 










190 






Arg 


Pro 


Leu 


Leu 


Leu 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


Ser 


Glu 


Gly 




195 










200 










205 








Leu 


Met 


Met 


Ala 


Leu 


Ser 


Gly 


Val 


Leu 


Gly Met 


Ser 


Ser 


Val 


Leu 


Cys 




210 










215 










220 










Leu 


Val 


Ser 


Ser 


Tyr 


Gly Cys 


He 


Phe 


Tyr 


Ala 


Val 


Ala 


Arg 


Val 


Pro 


225 










230 










235 










240 


Ser 


Ala 


Gin Gly 


Lys 


Arg 


Lys 


Ser 


Leu 


Ala 


Thr 


Cys 


Ser 


Ser 


His 


Leu 










245 










250 










255 




Ser 


Val 


Val 


Leu 
260 


Leu 


Phe 


Tyr 


Ser 


Thr 
265 


Val 


Phe 


Ala 


Thr 


Tyr 
270 


Leu 


Lys 


Pro 


Pro 


Ser 
275 


Thr 


Ser 


His 


Ser 


Ser 
280 


Ala 


Glu 


Val 


Val 


Ala 
285 


Ala 


Val 


Met 


Tyr 


Thr 


Leu 


Val 


Thr 


Pro 


Thr 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


290 










295 










300 










Asn 


Lys 


Asp 


Val 


Lys 


Ser 


Ser 


Leu 


Arg 


Lys 


He 


Leu 


Asn 


Met 


Asp 


Lys 


305 






310 










315 










320 


Phe 


Gin Gly 





























<210> 2313 
<211> 284 
<212> PRT 
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<213> Mus musculus (M17 6456795-1-108765-110526 1744-894) 
<220> 

<221> VARIANT 

<222> (1) . . . (284) 

<223> Xaa = Any Amino Acid 

<400> 2313 

Cys He Tyr He Cys Val Cys Val Cys Val Cys Val Cys Val Cys Val 

1 5 10 15 

Cys He Ser He Cys Thr Tyr Leu His He Xaa He His Met Cys Val 

20 25 30 

Gin Val Val He Lys Leu Lys Val Lys Xaa Val Thr Trp Lys Glu Val 

35 40 45 

Xaa Lys Met Ser Val Glu Lys Arg Thr Gin Ser Arg Gin Lys Ser Gly 

50 55 60. 

Tyr Leu Ala Asn Cys Phe Leu Gin Ser Phe He Leu Gly Ser Val Asp 
65 70 75 80 

Arg Asn He Cys Leu Leu He Val Met Val Tyr Asp His Tyr Leu Thr 

85 90 * 95 

i He Cys His His Leu Xaa Tyr Pro Phe Leu Met Gly Pro Leu Trp Gly 

100 105 HO 

Leu Gly Phe Gly Leu Thr Thr Ser Phe Val Val Asp Glu Leu He Val 

115 120 125 

Ala Leu Met Ala Gin Leu Arg Phe Cys Val Pro Lys Gin He Asp His 

130 135 140 

Phe Tyr Tyr Asp Phe Ser Pro Leu Val Val Leu Ala Tyr Thr Asp Thr 
X45 150 155 160 

Gly Leu Val Gin Val Thr Thr Phe Val Leu Phe Val Val Phe Leu Thr 

165 170 175 

Val Pro Phe Gly Leu Val Leu He Ser Cys Ala Gin He Ala Val Thr 

180 185 190 

Val Leu Arg Val Pro Ser Arg Thr Arg Arg Asn Lys Ala Phe Ser Thr 

195 200 205 

Cys Ser Ser His Leu Asp Glu Val Ser Thr Phe Tyr Gly Ser Leu Met 

210 215 220 

Val Trp Tyr Thr Glu Pro Ser Ala Val His Ser Gin He Leu Ser Lys 
225 230 235 240 

Val He Ala Leu Leu Tyr Thr Val Val Thr Thr He Phe Asp Pro Gly 

245 250 255 

He Tyr Thr Leu Arg Asn Gin Glu Val Gin Gin Ser Leu Arg Arg His 

260 265 270 

Leu Tyr Cys Lys Pro Thr Glu Met Xaa Pro Lys Arg 
275 280 

<210> 2314 
<211> 312 
<212> PRT 

<213> Mus musculus (M18 6456795-1-142088-143512 370-1305) 
<400> 2314 

He Ser Pro Arg Met Asn Cys Ser Gin Ala Pro Gly Phe He Leu Leu 

15 10 15 

Gly Leu Pro Arg Glu Pro Glu Lys Trp Gin His Phe Phe He He Phe 

20 25 30 

Leu Gly Leu Tyr Leu Leu Gly Leu Leu Gly Asn Leu Leu Leu Leu Leu 

35 40 45 

Ala He Gly Ser Asp Val His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Gin Leu Ser Leu Val Asp Leu Cys Phe He Thr Thr Thr Ala Pro 
65 70 75 80 
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Lys 


1 lid. 


bell 


Glu 


Thr Trp Trp Thr 


Gly 


Asp 


Gly 


Ser 


He 


Ser 


Phe Ser 








85 








90 










95 


oiy 


Cys 


Leu 


Thr 


Gin Leu 


Tyr 


riie 


Phe 


Gly Val 


Phe 


Ala Asp Met Asp 




100 








105 










110 




Asn 


Leu 


Leu 


Leu 


Ala Val 


Met 


TV "1 -a 


He 


Asp 


Arg 


Tyr 


Ala 


Ala 


lie Cys 




115 


















125 






His 


Pro 


Leu 


Leu 


Tyr Pro 


Leu 


Leu 


Met 


X I1X 


Pro 


Cvs 


Arg 


Cys 


Glu Val 












135 










140 








Leu 


Val 


Ser Gly 


Ser Trp Gly 


± ± e 


Ala 


nib 




Val 


Ser 


Leu 


Met Tyr 










150 










-L ~J -J 








160 


Tnr 


Leu 


Leu 


Leu 


Ser Gin 


Leu 


Tyr 


Phe 






Asn 


Gin 


Glu 


He Pro 










165 








1 / U 










175 


Arg 


Pne 


Phe 


Cys 


Asp Cys 


Arg 


Pro 


Leu 


Leu 


Leu 


Leu 


Ser 


Cys 


Ser Asd 






180 








185 










190 




Thr 


HIS 


Leu 


Asn 


Glu Val 


Leu 


Met 


Met 


Aia 


Leu 


Ala 


Gly Val 


Leu Gly 






195 








z ou 










205 






Val 


Ser 


Ala 


Val 


Leu Cys 


He 


val 


Ser 




Tyr 


Glv 


Cys 


He 


Phe Tyr 




Z 10 








215 










220 








Ala 


Val 


Ala 


Arg 


Val Pro 


Ser 


Ala 


Gin 


v»iy 


Lys 


Ara 


Lys 


Ala 


Leu Thr 


n o c 

ZZo 






230 










235 








240 


i nr 


Cys 


Ser 


Ser 


His Leu 


Ser 


vai 


Val 


Leu 


Leu 


Phe 


Tyr 


Ser 


Thr Val 








245 


















255 


Phe 


Ala 


Thr 


Tyr 


Leu Lys 


Pro 


Pro 


Ser 


i nr 


OCX 


His 


Ser 


Ser 


Gly Glu 








260 






265 










270 




Val 


Val 


Ala 


Ala 


Val Met 


Tyr 


rnVt ■v- 

i nr 


Leu 


Val 


Thr 


Pro 


Thr 


Leu 


Asn Pro 






275 








280 










285 






Phe 


lie 


Tyr 


Ser 


Leu Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Ser 


Ser 


Leu Arg Arg 




290 






295 










300 








Val 


Leu 


Asn 


He 


Glu Lys 


Ser 


Gin 
















305 








310 




















<210> 2315 
























<211> 325 
























<212> PRT 
























<213> Mus musculus (M19 


6456795- 


-1-14626- 


-16881 1501-527) 




<220> 


























<221> VARIANT 






















<222> (1).. 


- (325) 




















<223> Xaa = 


Any 


Amino Acid 


















<400> 2315 
























Cys 


Pro 


Phe 


Leu 


Xaa Val 


Met 


Ser 


Asn 


Gin 


Thr 


Ser 


Val 


Thr 


Glu Phe 


1 








5 








10 










15 


Leu 


Leu 


Leu 


Gly Val Thr Asp 


He 


Gin 


Glu 


Leu 


Asn 


Pro 


He 


Leu Phe 








20 








25 










30 




Val 


He 


Phe 


Phe 


Thr He 


Tyr 


Phe 


Val 


Asn 


He 


Thr 


Gly 


Asn Gly Ala 






35 








40 










45 






lie 


Leu 


Met 


He 


Val He 


Leu 


Asp 


Pro 


Arg 


Leu 


His 


Ser 


Pro 


Met Tyr 




50 








55 










60 








Phe 


Phe 


Leu 


Gly Asn Leu 


Ala 


Cys 


Leu 


Asp 


He 


Cys 


Phe 


Ser 


Thr Val 


65 








70 










75 








80 


Thr 


Leu 


Pro 


Lys 


Met Leu 


Gin 


Asn 


Leu 


Leu 


Ser 


Thr 


Asn 


Lys 


Ala He 








85 








90 










95 


Ser 


Phe 


Leu 


Gly 


Cys He 


Thr 


Gin 


Leu 


His 


Phe 


Phe 


His 


Phe 


Leu Gly 








100 








105 










110 




Ser 


Thr 


Glu 


Ala 


Met Leu 


Leu 


Pro 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Phe Val 






115 








120 










125 






Ala 


He 


Cys 


Arg 


Pro Leu 


His 


Tyr 


Ser 


Val 


He 


Met 


Asn 


His 


Gin Leu 




130 








135 










140 








Cys 


He 


His 


Met 


Thr Val 


Thr 


He 


Trp 


Thr 


Leu 


Gly 


Phe 


Phe 


His Ala 
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14 5 150 155 160 

Leu Leu His Ser Val Met Thr Ser Arg Leu Ser Phe Cys Gly Pro Asn 

165 170 175 

His Val His His Phe Phe Cys Asp He Lys Pro Leu Leu Asp Leu Ala 

180 185 190 

Cys Gly Asn Thr Glu Leu Asn Leu Trp Leu Leu Asn Thr Val Thr Gly 

195 200 205 

Thr He Ala Leu Thr Pro Phe Phe Leu Thr Phe Leu Ser Tyr Phe Tyr 

210 215 220 

He He Thr Tyr Leu Phe Leu Lys Thr Arg Ser Cys Ser Met Leu His 
225 230 235 240 

Lys Ala Leu Ser Thr Cys Ala Ser His Phe Met Val Val He Leu Leu 

245 250 255 

Tyr Val Pro Val Leu Phe Thr Tyr He Arg Pro Ala Ser Gly Ser Ser 

260 265 270 

Leu Asp Gin Asp Arg He He Ala He Met Tyr Ser Val Val Thr Pro 

275 280 285 

Ala Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Arg Ser 

290 295 300 

Ala Leu Asn Arg Lys Val Arg Arg Trp Leu Xaa Phe Glu Glu He Xaa 
305 310 315 320 

He Thr Leu Leu Trp ■ 
325 

<210> 2316 
<211> 237 
<212> PRT 

<213> Mus musculus (M20 6456795-1-147325-149242 1694-983) 
<220> 

<221> VARIANT 

<222> (1) . . . (237) 

<223> Xaa = Any Amino Acid 

<400> 2316 

Leu Xaa Thr Tyr He Pro Thr His Thr His Thr His Thr His Thr His 

15 10 15 

Thr His Thr His He Tyr He Cys Asn Tyr Asn Val Gin Arg Asn Asn 

20 25 30 

Gly Tyr Gin Val Asp His Tyr Leu Xaa He Cys His Pro Leu His Tyr 

35 40 45 

Pro Leu Leu Met Gly His Gin Trp Cys Leu Gly Phe Val Leu Thr Leu 

50 55 60 

Gin Leu Phe Gly He Thr Val Asp Gly Leu Val Val He Leu Val Ala 
65 70 75 80 

Gin Met Trp Phe Cys Gly Pro Asn Leu He Asp Tyr Phe Xaa Tyr Asn 

85 90 95 

Phe Ser Pro He Met Asp Leu Ala Xaa Ser Asp Thr Gin Val Phe Gin 

100 105 HO 

Val He Thr Phe Val Leu Ser Val Val Phe Leu Thr Val Pro Phe Gly 

115 120 125 

Leu Val Leu He Ser Tyr He Gin He Val Val Thr Val Leu Arg Val 

130 135 140 

Leu Ser Gly Asp Arg Arg Thr Lys Asp Phe Ser Thr Cys Ser Ser His 
14 5 150 155 160 

Leu Ala Val Val Ser Thr Phe Tyr Arg Ser Leu Met Val Leu Tyr Thr 

165 170 175 

Val Pro Leu Leu Leu Ser Lys Val He Ala Leu Leu Tyr Lys Val Val 

180 185 190 

He Pro He Phe Asn His Val He Tyr Thr Leu Arg Asn Gin Glu Val 
195 200 205 
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Pro Xaa Ala Leu Arg Arg His Leu Tyr Cys Lys Pro Thr Glu Met Xaa 

210 215 220 

Pro Lys Met Glu Gly Ser Lys Asp Phe Leu Phe Asn Cys 
225 230 235 

<210> 2317 
<211> 237 
<212> PRT 

<213> Mus musculus (M21 6456795-1-153518-155435 1694-983) 
<220> 

<221> VARIANT 

<222> (1)...(237) 

<223> Xaa = Any Amino Acid 



<400> 2317 



Leu 


Xaa 


Thr 


Tyr 


He 


Pro 


i nr 


His 


Thr 


His 


Thr 


His 


Thr 


His 


Thr 


His 


1 






5 










10 










15 




Thr 


His 


Thr 


His 
20 


lie 


Tyr 


lie 


Cys 


Asn 
25 


Tyr 


Asn 


vul 


Gin 


Arg 
30 


Asn 


Asn 


Gly 


Tyr 


Gin 


Val 


Asp 


IT* M 

HIS 


Tyr 


Leu 


Xaa 


He 


Cys 


His 


Pro 


Leu 


His 


Tvr 


35 










40 










45 








Pro 


Leu 


Leu 


Met 


j.y 


HIS 




Trp 


Cys 


Leu Gly 


Phe 


Val 


Leu 


Thr 


Leu 




50 










55 










60 










Gin 


Leu 


Phe 


Gly 


He 


Thr 


Val 


Asp Gly Leu Val 


Val 


He 


Leu 


Val 


Ala 


65 










70 










75 










80 


Gin 


Met 


Trp 


Phe 


Cys 


Gly 


Pro 


Asn 


Leu 


He 


Asp 


Tyr 


Phe 


Xaa 


Tyr 


Asn 








85 










90 










95 




Phe 


Ser 


Pro 


He 
100 


Met 


Asp 


Leu 


Ala 


Xaa 
105 


Ser 


Asp 


Thr 


Gin 


Val 
110 


Phe 


Gin 


Val 


He 


Thr 
115 


Phe 


Val 


Leu 


Ser 


Val 
120 


Val 


Phe 


Leu 


Thr 


Val 
125 


Pro 


Phe 


Gly 


Leu 


Val 
130 


Leu 


He 


Ser 


Tyr 


He 
135 


Gin 


He 


Val 


Val 


Thr 
140 


Val 


Leu 


Arg 


Val 


Leu 


Ser 


Gly Asp 


Arg 


Arg 


Thr 


Lys 


Asp 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


145 










150 










155 










160 


Leu 


Ala 


Val 


Val 


Ser 
165 


Thr 


Phe 


Tyr 


Arg 


Ser 
170 


Leu 


Met 


Val 


Leu 


Tyr 
175 


Thr 


Val 


Pro 


Leu 


Leu 
180 


Leu 


Ser 


Lys 


Val 


He 
185 


Ala 


Leu 


Leu 


Tyr 


Lys 
190 


Val 


Val 


He 


Pro 


He 
195 


Phe 


Asn 


His 


Val 


He 
200 


Tyr 


Thr 


Leu 


Arg 


Asn 
205 


Gin 


Glu 


Val 


Pro 


Xaa 
210 


Ala 


Leu 


Arg 


Arg 


His 
215 


Leu 


Tyr 


Cys 


Lys 


Pro 
220 


Thr 


Glu 


Met 


Xaa 


Pro 


Lys 


Met 


Glu 


Gly 


Ser 


Lys 


Asp 


Phe 


Leu 


Phe 


Asn 


Cys 








225 










230 










235 













<210> 2318 
<211>*318 
<212> PRT 

<213> Mus musculus (M22 6456795-1-37464-41929 1501-549) 



<220> 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 2318 

Cys Val He Phe Xaa Val Met Leu Asn Gin Thr Ser Val Thr Glu Phe 

15 10 15 

He Leu Leu Gly Val Arg Asp He Gin Glu Pro Gin Pro Phe Leu Phe 
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20 25 30 

Ala lie Phe Phe Thr He Tyr Phe Val Asn He Thr Gly Asn Gly Ala 

35 40 45 

He Leu Met He Val He Leu Asp Pro Arg Leu His Ser Pro Met Tyr 

50 55 60 

Phe Phe Leu Gly Asn Leu Ala Cys Leu Asp He Ser Tyr Ser Thr Val 
65 70 75 80 

Thr Val Pro Lys Met Leu Glu Asn Leu Leu Ser Thr Asn Lys Ala He 

85 90 95 

Ser Leu Leu Gly Cys He Thr Gin Leu His Phe Phe His Phe Leu Gly 

100 105 HO 

Thr Thr Glu Ser Leu Leu Leu Ala Val Met Ala Phe Asp Arg Phe Val 

115 120 125 

Ala He Cys Arg Pro Leu His Tyr Ser Val He Met Asn Trp Gin Val 

130 135 140 

Cys He Leu Met Ala Val Thr He Trp Thr He Ala Phe Leu His Ala 
145 150 155 160 

Leu Leu His Ser Val Met Thr Ser Arg Leu Ser Phe Cys Gly Leu Asn 

165 170 175 

His He His His Phe Phe Cys Asp Val Lys Pro Leu Leu Glu Leu Ala 
t 180 185 190 

Cys Gly Asn Thr Glu Leu Asn Leu Trp Leu Leu Asn Thr Val Thr Gly 

195 200 205 

Thr He Ala Ser Val Pro Phe Phe Leu Thr Phe Leu Ser Tyr Phe Tyr 

210 215 220 

He He Thr Tyr Leu Phe Leu Lys Thr Arg Ser Cys Ser Met Leu His 
225 230 235 240 

Lys Ala Leu Ser Thr Cys Ala Ser His Phe Met Val Val Val Leu Phe 

245 250 255 

Tyr Ala Pro Val Leu Phe Thr Tyr He Arg Pro Thr Ser Gly Ser Ser 

260 265 270 

Leu Asp Gin Asp Arg He He Ala He Met Tyr Ser Val Val Thr Pro 

275 280 285 

Ala Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Arg Ser 

290 295 300 

Ala Leu Asn Arg Lys Val Arg Arg Trp Leu Leu Leu Glu Glu 
305 310 315 

<210> 2319 
<211> 308 
<212> PRT 

<213> Mus musculus <M23 6456795-1-63066-65167 771-1694) 



<400> 2319 






















Val 


Leu 


Leu 


Asn 


His 


Thr 


Leu 


Val 


Thr 


Glu Phe 


Leu 


Leu 


Leu Gly Val 


1 








5 










10 






15 


Thr 


Asp 


He 


Gin 


Glu 


Leu 


Asn 


Pro 


He 


Leu Phe 


Val 


Thr 


Val Leu Ala 








20 










25 








30 


Met 


Tyr 


Phe 


Val 


Asn 


Val 


Ala 


Gly Asn Gly Ala 


He 


Leu 


Met He Val 






35 










40 








45 




He 


Ser 


Asp 


Pro 


Arg 


Leu 


His 


Leu 


Pro 


Met Tyr 


Phe 


Phe 


Leu Gly Asn 




50 










55 








60 




Leu 


Ala 


Cys 


Leu Asp 


He 


Cys 


Phe 


Ser 


Thr Val 


Thr 


Val 


Pro Lys Met 


65 










70 








75 






80 


Leu 


Glu 


Asn 


Phe 


Phe 


Ser 


Thr 


Ser 


Lys 


Ala He 


Ser 


Phe 


Leu Gly Cys 










85 










90 






95 


He 


Thr 


Gin 


Leu 


His 


Phe 


Phe 


Asn 


Phe 


Leu Gly Ser 


Thr 


Glu Ala Leu 








100 










105 








110 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Phe Val 


Ala 


He 


Cys Arg Pro 






115 










120 








125 




Leu 


His 


Tyr 


Pro 


Ala 


He 


Met 


Asn 


Ser 


Gin Val 


Cys 


He 


Gin Val Ala 
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130 135 
He Ser He Trp Ala He Pro 
145 150 
Leu Thr Ser Gin Leu Asn Phe 
165 

Phe Cys Asp Val Lys Pro Leu 
180 

Leu Asn Arg Trp Leu Leu Asn 
195 

Leu Phe Phe Leu Thr Phe Leu 
210 215 
Phe Leu Lys Thr Arg Ser Cys 
225 230 
Cys Ala Ser His Phe Met Val 
245 

Phe He Tyr He Asn Pro Asp 
260 

He He Ala Val Met Tyr Thr 
275 

He Tyr Thr Leu Arg Asn Lys 
290 295 
He Arg He Leu 
305 

<210> 2320 
<211> 325 
<212> PRT 

<213> Mus musculus (M24 6456795-1-750-2697 1501-527) 
<220> 

<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 



<400> 2320 




























Cys 


Pro 


Phe 


Leu 


Xaa 


Val 


Met 


Ser 


Asn 


Gin 


Thr 


Ser 


Val 


Thr 


Glu 


Phe 


1 








5 










10 










15 




Leu 


Leu 


Leu 


Gly 
20 


Val 


Thr 


Asp 


He 


Gin 

25 


Glu 


Leu 


Asn 


Pro 


He 
30 


Leu 


Phe 


Val 


He 


Phe 


Phe 


Thr 


He 


Tyr 


Phe 


He 


Asn 


He 


Thr Gly Asn Gly Ala 






35 










40 










45 








He 


Leu 
50 


Met 


He 


Val 


He 


Leu 
55 


Asp 


Pro 


Arg 


Leu 


His 
60 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Asn 


Leu 


Ala 


Cys 


Leu 


Asp 


He 


Ser 


Tyr 


Ser 


Thr 


Val 


65 








70 










75 










80 


Thr 


Val 


Pro 


Lys 


Leu 


Leu 


Gin 


Asn 


Leu 


Leu 


Ser 


Thr 


Ser 


Lys 


Ala 


He 








85 










90 










95 




Ser 


Phe 


Leu 


Gly 
100 


Cys 


He 


Thr 


Gin 


Leu 
105 


His 


Phe 


Phe 


His 


Phe 
110 


Leu 


Gly 


Ser 


Thr 


Glu 
115 


Thr 


Met 


Leu 


Leu 


Pro 
120 


Val 


Met 


Ala 


Phe 


Asp 
125 


Arg 


Phe 


Val 


Ala 


He 
130 


Cys 


Arg 


Pro 


Leu 


His 
135 


Tyr 


Ser 


Val 


He 


Met 
140 


Asn 


His 


Gin 


Leu 


Cys 


He 


His 


Met 


Thr 


Val 


Thr 


He 


Trp 


Thr 


Leu 


Gly 


Phe 


Phe 


His 


Ala 


145 










150 










155 










160 


Leu 


Leu 


His 


Ser 


Val 
165 


Met 


Thr 


Ser 


Arg 


Leu 
170 


Ser 


Phe 


Cys 


Gly 


Pro 
175 


Asn 


His 


Val 


His 


His 
180 


Phe 


Phe 


Cys 


Asp 


He 
185 


Lys 


Pro 


Leu 


Leu 


Asp 
190 


Leu 


Ala 


Cys 


Gly 


Asn 


Thr 


Glu 


Leu 


Asn 


Leu 


Trp 


Leu 


Leu 


Asn 


Thr 


Val 


Thr 


Gly 


195 










200 










205 









140 



Phe 


Leu 


His 


Ala 
155 


Leu 


Val 


His 


Ser 


He 
160 


Cys 


Gly 


Ser 


Asn 


His 


He 


His 


His 


Phe 




170 










175 




Leu 


Glu 


Leu 


Ala 


Cys 


Gly Asn Thr 


Glu 




185 










190 






Thr 


Leu 


Thr 


Gly 


Thr 


Val 


Ala 


He Gly 


200 










205 








Ser 


Tyr 


Phe 


Tyr 


He 
220 


Val 


Thr 


Tyr 


Leu 


Ser 


Met 


Leu 


His 
235 


Lys 


Ala 


Leu 


Ser 


Thr 
240 


Val 


Met 


He 
250 


Phe 


Tyr 


Ala 


Pro 


Val 
255 


Leu 


Ser Gly 


Ser 


Ser 


Leu 


Glu 


Lys 


Asp 


Arg 




265 










270 






Val 


Val 


Thr 


Pro 


Ala 


Leu 


Asn 


Pro 


Leu 


280 










285 








Glu 


Val 


Arg 


Gly 


Ala 


Leu 


Asn 


Arg 


Lys 



300 
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Thr 


He 


Ala 


Leu 


Thr 


Ser 


Phe 


Phe 


Leu 


He 


Phe 


Leu 


Ser 


Tyr 


Phe 


Tvr 




210 










215 










220 








He 


He 


Thr 


Asn 


Leu 


Leu 


Leu 


Lys 


Thr 


Arg 


Ser 


Cys 


Ser 


Met 


Leu 


His 


225 










230 










235 










240 


Lys 


Ala 


Leu 


Ser 


Thr 
245 


Cys 


Ala 


Ser 


His 


Phe 
250 


Met 


Val 


Val 


Val 


Leu 
255 


Phe 


Tyr 


Ala 


Pro 


Val 


Leu 


Phe 


Thr 


Tyr 


He 


Arg 


Pro 


Ala 


Ser Gly 


Ser 


Ser 








260 










265 










270 






Leu 


Asp 


Gin 
275 


Asp 


Thr 


He 


He 


Ala 
280 


He 


Met 


Tvr 


Ser 


Val 
285 


Val 


Thr 


tr X \J 


Ala 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Arg 


Ser 




290 










295 










300 








Ala 


Leu 


Asn 


Arg 


Lys 


Val 


Arg Arg Trp 


Leu 


Xaa 


Pro 


Glu 


Glu 


Ser 


Lys 


305 










310 










315 










320 


Glu 


Val 


Phe 


Phe 


Ser 
325 

























<210> 2321 
<211> 177 
<212> PRT 

<213> Mus musculus (M25 6456795-1-78460-79066 2-526) 
<220> 

<221> VARIANT 

<222> (1) . . . (177) 

<223> Xaa = Any Amino Acid 

<400> 2321 

Val Ser Ala His Val Cys Met Gly Cys Xaa Leu Ser Trp Pro Val Arg 

1 5 10 15 , 

Cys Glu He lie Phe Gly Val Met His Thr Thr Val Asn Phe Ser He 

20 25 30 

Val Leu Cys Gly Thr Ser Val He His Xaa Phe Cys Asp Val Leu Leu 

35 40 45 

Val Leu Lys Leu Ser Cys Leu Tyr Asp His Val Ser Glu He Ala He 

50 55 60 

Ser Asp Phe Ser He Ser Leu Ala Phe Phe Cys Phe He Ser Pro Asn 
65 70 75 80 

Phe Thr Tyr Val His He Phe Ser Thr Glu Leu Arg Met Pro Phe Val 

85 90 95 

Glu Gly Lys Thr Ser Val Phe Ser Thr Cys Leu Cys His Met Thr Ser 

100 105 110 

He Leu Phe He Pro Thr Gly He Phe Glu Phe Leu Arg Ser His Thr 

115 120 125 

Glu Ser Ser Thr Ser Leu Asp Phe He Leu Asn Phe Ser Tyr Phe Ser 

130 135 140 

Leu Ser Thr Leu Asn Pro Gly He Tyr Ser Leu Arg Asn Glu Ala Val 
145 150 155 160 

Asp Thr Val Gin Arg Lys He Phe Phe Phe Lys Glu Lys Tyr Leu Phe 
165 170 175 

Leu 



<210> 2322 
<211> 308 
<212> PRT 

<213> Mus musculus (M26 6456795-1-84123-8723 8 211-1134) 
<400> 2322 

Val Leu Leu Asn His Thr Phe He Thr Glu Phe Leu Leu Leu Gly Val 
15 10 15 
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Thr Asp He Gin Glu Leu Asn Pro He Leu Phe Val Met Val Leu Ala 

20 25 30 

Met Tyr Phe He Asn Val Phe Gly Asn Gly Ala He Met Met He Val 

35 40 45 

He Leu Asp Ser Arg Leu Tyr Ser Pro Met Tyr Phe Phe Leu Gly Asn 

50 55 60 

Leu Ala Cys Leu Asp He Cys Phe Ser Thr Val Thr Val Pro Lys Met 
65 10 75 80 

Leu Glu Asn Phe Phe Ser Thr Ser Lys Ala He Ser Phe Leu Gly Cys 

85 90 95 

He Thr Gin Leu His Phe Phe His Phe Leu Gly Cys Thr Asp Ala Leu 

100 105 HO 

Leu Leu Thr Val Met Ala Phe Asp Arg Phe Val Ala He Cys Arg Pro 

115 120 125 

Leu His Tyr Pro Ser He Met Asn Arg Gin Val Cys He Gin Val Ala 

130 135 140 

Ala Thr He Trp Ala He Pro Phe Leu His Ala Leu Val His Ser He 
145 150 155 160 

Leu Thr Ser Gin Leu Asn Phe Cys Gly Ser Asn Arg He His His Phe 

165 170 175 

Phe Cys Asp Val Lys Pro Leu Leu Glu Leu Ala Cys Gly Asn Thr Glu 

180 185 190 

Leu Asn Arg Trp Leu Leu Asn Thr Leu Ala Gly Thr He Gly lie Gly 

195 200 205 

Leu Phe Phe Leu Thr Phe Leu Ser Tyr Phe Tyr He Val Thr Tyr Leu 

210 215 220 

Phe Leu Lys Thr His Ser Cys Ser Met Leu His Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Ala Ser His Phe Met Val Val Met He Phe Tyr Ala Pro Val Leu 

245 250 255 

Phe He Tyr He Asn Pro Asp Ser Gly Ser Ser Leu Glu Lys Asp Arg 

260 265 270 

He He Ala Val Met Tyr Thr Val Val Thr Pro Ala Leu Asn Pro Leu 

275 280 285 

He Tyr Ala Leu Arg Asn Lys Glu Val Arg Cys Ala Leu Asn Arg Lys 

290 295 300 

Leu Arg He Leu 
305 



<210> 2323 
<211> 314 
<212> PRT 

<213> Mus musculus <M27 6456795-1-89089-90071 35-969) 



<220> 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa = Any Amino Acid 



<400> 2323 



Ser 


Leu 


Phe 


Tyr 


Ser 


Gin 


Arg 


Ser 


Arg 


Met 


Asn 


Val 


Ala 


Asn 


Phe 


Thr 


1 






5 










10 










15 




Ala 


Met 


Thr 


He 
20 


Phe 


Leu 


Leu 


Leu 


Met 
25 


Gly 


Phe 


Ser 


Arg 


Asn 
30 


Ser 


Gin 


Val 


Glu 


He 


He 


Phe 


Ser 


Thr 


Leu 


Ala 


Leu 


Val 


Val 


Leu 


He 


Gly Thr 






35 










40 










45 








He 


Ser 


He 


Val 


Ala 


Val 


Thr 


Ser 


Leu 


Ser 


He 


Arg 


Leu 


Cys 


Ser 


Leu 




50 










55 










60 








He 


Met 


Pro 


Phe 


Leu 


Leu 


He 


His 


Leu 


Phe 


Cys 


Phe 


Asp 


Val 


Cys 


Tyr 


65 










70 










75 










80 


Ser 


Val 


Met 


Met 


Pro 


Lys 


Ser 


Val 


Cys 


Ser 


Ser 


Phe 


Met 


Tyr 


Ser 


Ala 
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85 90 95 

Tyr lie Ser Leu lie Glu Cys Thr Leu Gin Val Phe Tyr Ser Gin Ser 

100 105 110 

Ser Tyr Thr Ala Met Ala lie Leu Thr Val Met Ser Tyr Asp Cys Tyr 

115 120 125 

Met Ala Val Trp His Lys Val lie Thr Asn Val Ser Thr Cys lie His 

130 135 140 

Gly Val Leu Ala Val Leu Val Asn Gly Cys Glu lie lie Phe Gly Val 
145 150 155 160 

Met His Thr Thr Leu Thr Phe Ser lie Tyr lie Cys Gly Thr Ser Thr 

165 170 175 

lie Arg Xaa Phe Cys Asp Val Leu Leu Val Leu Lys Leu Ser Phe Thr 

180 185 190 

Asn Asp His Val Asn Glu Leu Glu Ser Leu Ala Phe Ser Ser Val Glu 

195 200 205 

Gly Arg Thr Lys Ser Phe Ser Thr Cys Leu Gly His Val Ser Val Gly 

210 215 220 

Ser Leu Phe Asn Pro Pro Gly Val Phe Glu Phe Leu Asn Pro Tyr Ser 
225 230 235 240 

Glu Ser Pro Thr Ser Leu Asp lie lie Val Thr Val Phe lie Leu Pro 

245 250 255 

Gin Thr Leu Ser Val Glu lie Tyr Ser Leu Ser Asn Glu Ala lie Asp 

260 265 270 

Thr Ala Xaa Arg Lys Phe Phe Phe Gin Arg Lys Thr Ser Leu Ser lie 

275 280 285 , 

Leu His Tyr Phe Leu Leu Gly Ser His lie Xaa Xaa Val Leu Arg Lys 

290 295 300 

Thr Thr Val Ser Met Asn Gin Leu Lys Leu 
305 310 

i 

<210> 2324 
<211> 309 
<212> PRT 

<213> Mus musculus (M28 6456795-1-95949-101645 434-1360) 
<400> 2324 

Val Leu Leu Asn Gin Thr Leu Val Thr Glu Phe Leu Leu Leu Gly Val 

1 5 10 15 

Thr Asp lie Gin Glu Leu Asn Pro lie Leu Phe Val Thr Val Leu Ala 

20 25 30 

Met Tyr Phe Val Asn Val Ala Gly Asn Gly Ala lie Leu Leu lie Val 

35 40 45 

lie Ser Asp Pro Arg Leu His Ser Pro Met Tyr Phe Phe Leu Gly Asn 

50 55 60 

Leu Ala Cys Leu Asp lie Cys Phe Ser Thr Val Thr Val Pro Lys lie 
65 70 75 80 

Leu Asp Asn Phe Phe Ser Thr Ser Lys Ala He Ser Phe Leu Gly Cys 

85 90 95 

He Thr Gin Leu Tyr Phe Phe His Leu Leu Gly Ser Thr Glu Ala Leu 

100 105 110 

Leu Leu Ala Val Met Ala Phe Asp Arg Phe Val Ala He Cys Arg Pro 

115 120 125 

Leu His Tyr Pro Ser He Met Asn Gly Gin Val Cys He Gin Val Ala 

130 135 140 

He Ser He Trp Ala He Pro Phe Val His Ala Leu Val His Ser He 
145 , 150 155 160 

Leu Thr Ser Gin Leu Asn Phe Cys Gly Ser Asn Gin He His His Phe 

165 170 175 

Phe Cys Asp Val Lys Pro Leu Leu Glu Leu Ala Cys Gly Asn Thr Glu 

180 185 190 

Leu Asn Arg Trp Leu Leu Asn Thr Phe Thr Gly Thr Phe Ala He Gly 



1393 



BNSDOCID: <WO 01 27 1 58A2_I_> 



WO 01/27158 



PCT/US00/27582 



195 200 205 



Leu Phe 


Phe 


Leu 


Thr 


Phe 


Leu 


Ser 


Tyr 


Phe 


Tyr He 


He 


Thr 


Tyr 


Leu 


210 










215 








220 










Plie Leu 


Lvs 


Thr 


Arg 


Ser 


Cys 


Ser 


Met 


Leu 


His Lys 


Ala 


Leu 


Ser 


Thr 


225 






230 










235 








240 


Cys Ala 


Ser 


His 


Phe 


Met 


Val 


Val 


Met 


He 


Phe Tyr 


Ala 


Pro 


Val 


Leu 






245 










250 








255 




Phe lie 


Tyr 


He 


Asn 


Pro 


Asp 


Ser 


Gly 


ser 


Ser Leu 




Lys 


Asp Arg 




260 










265 








270 






lie lie 


Ala 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro Ala 


Leu 


Asn 


Pro 


Leu 




275 










280 








285 








lie Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Arg 


Gly Ala 


Leu 


Asn Arg 


Lys 


290 










295 








300 










Leu Arg 


He 


Leu 


Leu 






















305 




























<210> 2325 


























<211> 296 


























<212> PRT 


























<213> Mus musculus (M29 


6691272- 


•106- 


-1-1090 908-19) 








<220> 




























<221> VARIANT 
























<222> (1) . . . 


(296) 






















<223> Xaa = 


Any 


Amino Acid 


















<400> 2325 


























Cys lie 


Phe 


He 


Gly 


Val 


Phe 


Leu 


Ile 


Ser 


Ser Ala 


Ser 


Gly Ala 


Met 


1 






5 










10 








15 




Pro Gly Gin 


Asn 


Tyr 


Ser 


Thr 


He 


Ser 


Glu 


Phe He 


Leu 


Phe 


Gly 


Phe 






20 










25 








30 






Ser Ala 


Phe 


Pro 


His 


Gin 


Met 


Leu 


Pro 


Ala 


Leu Phe 


Leu 


Leu 


Tyr 


Leu 




35 










40 








45 








Leu Met 


Tyr 


Leu 


Phe 


Thr 


Leu 


Leu 


Gly Asn 


Leu Val 


He 


Met 


Ala 


Ala 


50 










55 








60 










lie Trp 


Thr 


Glu 


His 


Arg 


Leu 


His 


Thr 


Pro 


Met Tyr 


Leu 


Phe 


Leu 


Cvs 


65 








70 










75 








80 


Ala Leu 


Ser 


He 


Ser 


Glu 


He 


Leu 


Phe 


Thr 


Val Val 


He 


Thr 


Pro 


Arg 








85 










90 








95 




Met Leu 


Ser 


Asp 


Met 


Leu 


Ser 


Thr 


His 


Arg 


Ser He 


Thr 


Phe 


He 


Ala 






100 










105 








110 






Cys Ala 


Asn 


Gin 


Leu 


Phe 


Phe 


Ser 


Phe 


Thr 


Phe Gly 


Tyr 


Thr 


His 


Ser 


115 










120 








125 








Phe Leu 


Leu 


Val 


Val 


Met 


Gly Tyr Asp Arg 


Tyr Val 


Ala 


He 


Cys 


Arg 


130 










135 








140 










Pro Leu 


His 


Tyr 


His 


Ala 


Leu 


Met 


Ser 


Leu 


Gin Gly 


Cys 


Ala 


Arg 


Leu 


145 






150 










155 








160 


Val Ala 


Trp 


Ser 


Trp 


Ala 


Gly Gly 


Ser 


Leu 


He Gly 


Met 


Ala 


Leu 


Thr 






165 










170 








175 




He He 


He 


Phe 


His 


Leu 


Thr 


Phe 


Cys 


Glu 


Ser Asn 


Val 


He 


His 


His 






180 










185 








190 






He Leu 


Cys 


His 


Val 


Phe 


Ser 


Leu 


Leu 


Lys 


Leu Ala 


Cys 


Gly Glu Arg 




195 










200 








205 








Thr Ala 


Phe 


Val 


Thr 


He 


Ala 


Val 


He 


Leu 


Val Cys 


Val 


Thr 


Pro 


Leu 


210 










215 








220 










He Gly Cys 


Leu 


Val 


Phe 


He 


He 


Leu 


Ser 


Tyr He 


Phe 


He 


Val 


Ala 


225 








230 










235 








240 


Ala He 


Leu 


Arg 


He 


Pro 


Ser Thr Glu Gly Arg His 


Lys 


Thr 


Phe 


Ser 






245 










250 








255 




Thr Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


lie 


Val His 


Tyr 


Gly 


Phe 


Ala 




260 










265 








270 
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Ser Leu lie Tyr Leu Gin Gly Tyr Pro Leu Glu Ser Asp Xaa Thr Gly 

275 280 285 

Met Ser Ser Trp His Ala Ser Phe 
290 295 

<210> 2326 
<211> 334 
<212> PRT 

<213> Mus musculus (M30 6691273-103-1206-2961 586-1585) 
<220> 

<221> VARIANT 

<222> (1) . . . (334) 

<223> Xaa = Any Amino Acid 

<400> 2326 

Trp Ala Asn Gin Ser Arg Ala Arg Glu Leu Glu Phe Val Leu Leu Gly 

15 10 15 

Phe Ala His Val Pro Ser Leu Arg Pro Met Leu Ala Ala Leu Phe Leu 
20 25 30 

!Ala Ala Phe Leu Leu Thr Met Ser Gly Asn Ser Leu lie Val Leu Leu 

35 40 45 

Thr Ser Leu Asp Phe Gly Leu Arg Thr Pro Met Tyr Phe Phe Leu Arg 

50 .55 60 
Gin Leu Ala Leu Val Glu lie Cys Phe Ser Leu Asp Val Ala Pro Arg 
65 70 75 80 

Leu Leu Val Thr Leu Leu Gin Pro Gly Arg Gly Val Ser Pro Thr Ser 

85 90 95 

Cys Ala Leu Gin Leu Leu Leu Val Leu Ser Cys Val Thr Ser Glu Cys 

100 105 110 

Phe Leu Leu Met Val Met Ala Trp Asp Arg Phe Leu Ala lie Cys Arg 

115 120 125 

Pro Leu Arg Tyr Gly Ala He Met Ser Pro Gin Leu Cys Tyr Leu Leu 

130 135 140 

Ala Thr Thr Cys Trp Leu Ala Gly He Pro Val Ala Leu Val Phe Thr 
145 150 155 160 

He Trp Leu Phe Asn Phe Pro Phe Cys Gly Pro Arg Gly He Arg His 

165 170 175 

Phe Phe Cys Asp He Ala Pro Leu Leu Ser Leu Val Cys Ala Asp Thr 

180 185 190 

Arg Val Phe Glu Ala Asn Val Phe Val Ala Thr Val Leu Val He Met 

195 200 205 

Val Pro Phe Cys Leu He Ala Thr Ser Tyr Val Met He Leu Val Ala 

210 215 220 

Val Leu Arg Met Pro Ser Ala Ser Gly Arg His Lys Ala Leu Ser Thr 
225 230 235 ~* 240 

Cys Ala Ser His Leu He Val Val He Leu Phe Tyr Gly Thr Thr Gly 

245 250 "* 255 

Val He His Leu Arg Pro Lys Ala Ser Tyr Ser Pro Glu Ser Lys Gin 

260 265 270 

Val Val Ser Leu Ser Tyr Thr Met Val Thr Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Ala Ala Phe Gly Arg Val 

290 295 300 

Cys Cys Gly Arg Xaa Glu Ser Arg Leu His Glu Xaa Thr His Leu Leu 
305 310 315 320 

Cys Gin Pro Phe Ser Val Arg Xaa Leu Leu Arg Pro Thr Phe 
325 330 

<210> 2327 
<211> 330 
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<212> PRT 

<213> Mus musculus (M31 6691273-105-4369-6206 1597-608) 
<220> 

<221> VARIANT 

<222> (1)...(330) 

<223> Xaa = Any Amino Acid 

<400> 2327 



Val 


Leu 


Leu 


Xaa 


Cys 


Tyr 


Xaa 


Arg 


Thr 


Asp Asp 


Asn 


Asn 


Trp 


Leu 


Val 


1 








5 










10 










15 




Ser 


Leu 


Gin 


Met 
20 


Ala 


Arg 


Ser 


Leu 


Glu 
25 


Leu 


Ala 


Asn 


Met 


Thr 
30 


Arg 


Val 


vJ XII 




Phe 


Leu 


Leu 


Leu 


Gly Leu 


Ser 


Thr 




Leu 


Asp 


He 


Arg 


Asp 














40 










45 








Ala 


Leu 

jU 


Phe 


Ala 


Val 


Phe 


Leu 
55 


Thr 


Leu 




Leu 


Leu 
60 


Thr 


Leu 


Val 


Glu 


Asn 


1 XIX 


Leu 


Tip 


He 


1 J ri 


Leu 


He 


Phe 


Cft-r- 
DCi 


His 


Lys 


Glu 


Leu 


His 


Lys 












70 










75 










80 


Pro 




Tyr 


Phe 


tile 


Leu 


Gly Asn Leu 




\~y& 


Leu 


Glu 


Met 


Cys 


Tyr 








q q 

O J 










OA 

y \j 










95 




val 


Ser 


vai 


i nr 




Pro 


Thr 


Leu 


Leu 
105 


va ± 


Pi w 


Leu 


Trp 


Thr 
110 


Gly 


Pro 


Tyr 


HIS 


Tie* 

lie 


Pro 


Phe 


Thr 


Leu 


Cys 


Met 


inr 


bin 


Leu 


Phe 


Phe 


Phe 


He 




lib 










120 










125 








Val 


Leu 

lj U 


lie 


Cys 


Thr 


Glu 


Cys 
135 


Thr 


Leu 


Leu 


TV T -i 

/via 


Ser 
140 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


vai 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Pro 


Leu 


Leu 


Met 


Arg 


14 b 








150 










155 










160 


Pro 


uili 


V clJ- 


Cys 


Leu 


Gly 


Leu 


Ala 


Leu 


Ser 


Ser 


Trp 


Leu 


Gly 


Gly 


Leu 








165 










170 










175 




Tift 

lie 


va JL 


Q« r 


Val 
180 


Ala 


Lys 


Thr 


Thr 


Cys 
185 


He 


Ala 


Ser 


Leu 


Ser 
190 


Tyr 


Cys 


Gly 


Pro 


Asn 


Val 


Leu 


Asn 


Gin 


Phe 


Phe 


Cys 


Asp 


Val 


Ser 


Pro 


Leu 


Leu 




195 










200 










205 








Asn 


Leu 


Ser 


Cys 


Thr 


His 


Val 


Ala 


Leu 


Thr 


Glu 


Leu 


Val 


Asp 


Phe 


He 




210 








215 










220 










Ser 


Ala 


He 


Val 


He 


Phe 


Cys 


Gly Thr 


Leu 


Leu 


Val 


Ser 


Leu 


Ala 


Ser 


225 










230 










235 










240 


Tyr 


Ser 


Ala 


He 


Gly Met 


Ala 


Val 


Leu 


Arg 


Met 


Pro 


Ser 


Ala 


Ala 


Ala 








245 










250 










255 




Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Val 


Val 


Val 


Gly 






260 










265 










270 






He 


Phe 


Tyr 


Ser 


Ala 


Ala 


Leu 


Phe 


He Tyr Cys 


Arg 


Pro 


Ser 


Arg 


He 






275 










280 










285 








Lys 


Ser 


Met 


Asp 


Leu 


Asn 


Lys 


Val 


Leu 


Ser 


Val 


He 


Tyr 


Thr 


Val 


Val 


290 










295 










300 










Thr 


Pro 


Leu 


Cys 


Asn 


Pro 


He 


He 


Tyr 


Cys 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


305 








310 










315 










320 


His 


Thr 


Val 


Leu 


Lys 


Lys 


Thr 


Leu 


His 


Trp 















325 330 



<210> 2328 
<211> 319 
<212> PRT 

<213> Mus musculus (M32 6691273-108-10257-11726 1388-432) 
<220> 

<221> VARIANT 

<222> (1) . . . (319) 

<223> Xaa = Any Amino Acid 
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<400> 2328 

Leu Val Pro Ser Phe Gin Arg His Thr Met Ala Asn Leu Ser Thr Val 

1 5 10 15 

Ser Val Phe He Leu Gin Gly Phe Ser Ala Val Pro Ala Leu Gin Leu 

20 25 30 

Leu Ser Met Ala He Phe Leu Leu He Tyr Leu Ala Ala Val Leu Gly 

35 40 45 

Asn Val Ser He Met He Ala Val Thr Leu Asp Ser His Leu His Thr 

50 55 60 

Pro Met Tyr Phe Phe He Lys His Leu Ser Leu Val Asp Leu Cys Ser 
65 70 75 80 

Thr Ser Thr Thr Leu Pro Arg Ala Leu Val Ala Thr Met Ala Asp Thr 

85 90 95 

Lys Glu He Ser Leu Pro Ala Cys Ala Ser Gin Leu Phe Ala Phe Val 

100 105 110 

Cys Phe Gly Ser Leu Glu Cys Phe Leu He Thr Ala Met Ala Phe Asp 

115 120 125 

Arg Cys Leu Ala He Tyr Arg Pro Leu Thr Tyr Gly Val Thr Met Ser 

130 135 140 

Ser Gin Thr Cys Val Ser Leu Val Val Val Ala Trp Val Ser Gly Leu 
145 150 155 160 

Leu Phe Ser Thr Phe His Met Val Asn Thr Phe Ser Leu Pro Phe Cys 

165 170 175 

Gly Pro Asn Met He Asp His Phe Phe Cys Asp He Pro Pro Leu Met 

180 185 190 

His Leu Ala Cys Gly Asp Thr Gin Gly His Glu Ala Ala Gly Phe He 

195 200 . 205 

Val Ser Gly Cys Val He Met Thr Cys Phe Ala Leu Thr Cys Leu Ser 

210 215 220 

Tyr Val Leu He Val Tyr Thr Val Val His He Arg Ser Ala Ala Gly 
225 230 235 240 

Arg Trp Lys Ala Phe Ser Thr Cys Ser Ser His Leu Ala Thr Val Leu 

245 250 255 

Leu Phe Tyr Gly Thr Gly Ser Ser Ala Tyr Met Gin Pro Thr Ala His 

260 265 270 

Tyr Ser Pro Leu Gin Gly Arg Met Ala Ala He Phe Tyr Ser He Leu 

275 280 285 

Met Pro Thr Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Met 

290 295 300 

Lys Ala Ala Leu Arg Lys Leu Tyr Pro Gin Val Pro Ser Xaa He 
305 310 315 

<210> 2329 
<211> 133 
<212> PRT 

<213> Mus musculus (M33 6850399-12-3847-5066 800-1195) 
<220>* 

<221> VARIANT 

<222> (1) . . . (133) 

<223> Xaa = Any Amino Acid 

<400> 2329 

Thr Glu Leu Asn Ser Cys Leu Gin Trp Leu Pro He Leu His Arg Ser 

15 10 15 

Thr Thr Glu Ala Ser Ser Ala Val Leu Xaa Glu Leu Leu Leu Gin Arg 

20 25 30 

Pro Ala Ser Ala Leu Xaa Pro Pro He Gly Ser Ser Asp Leu Ala Gly 

35 40 45 

Cys Phe Ser Val Tyr He Leu Thr Leu Thr Asp Asn Thr Thr Val Arg 



1397 



BNSOOCIO: <WO_0127158A2J_> 



WO 01/27158 



PCT/US00/27582 





50 










55 






60 










Tl o. 

x xe 


Asn 




rJ.lt: 


Leu 


Asn 


His 


Lvs Leu 


His Thr 


Pro 


Met 


Ser 


Ser 


Phe 


65 










70 






75 










80 


Cys 


trie 






Ser 


He 


Leu 


Asd Leu 


Cys Phe 


Thr 


Pro 


Ser 


Thr 


Val 






85 








90 








95 




Pro 


Pro 


Asp 


His 


Gin 


lie 


Leu 


Gly Asn 


Pro Xaa Gly 


Pro 


Glu 


Lys 


Leu 






100 








105 








110 






Ala 


He 


Leu 
115 


Val 


Xaa 


Ala 


He 


Gin Leu 
120 


Ser Val 


Ala 


Leu 
125 


Gly 


Phe 


Gly 


Ser 


Thr 
130 


Val 


Cys 


Val 





















<210> 2330 
<211> 191 
<212> PRT 

<213> Mus musculus (M35 6850399-2-1-641 21-587) 
<220> 

<221> VARIANT 

<222> (1) . . . (191) 

^<223> Xaa = Any Amino Acid 



<400> 2330 



Asp 


Ala 


He 


Ser 


Gin 


Pro 


Leu 


His 


Tyr 


Gly Ala 


He 


Thr 


His 


Ser 


Glu 


1 








5 










10 










15 




He 


Leu 


Trp 


Gin 


Leu 


Ala 


Thr 


Val 


Ala 


Gin 


He 


Ser 


Gly 


Phe 


Val 


Glu 






20 










25 










30 






Phe 


Arg 


Ser 


Pro 


Ser 


He 


Phe 


Gin 


Leu 


Pro Arg 


Cys 


Gly 


Gly Gly Gly 




35 










40 










45 








Val 


Val 
50 


Cys' 


Lys 


Ala 


Xaa 


Asn 
55 


Tyr 


Leu 


Cys 


Arg 


His 
60 


Asn 


Phe 


Pro 


Gly 


Lys 


Xaa 


Leu 


Ser 


Thr 


Val 


Thr 


Ala 


Leu 


Cys 


Val 


Val 


Thr 


Leu 


Met 


Gly 


65 










70 










75 










80 


Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Val 


Ser 


He 


Val 


Lys 


Gly Val 


Leu 


Arg 


Gly 










85 










90 










95 




Gly 


Pro 


He 


Glu 


Asp 


Met 


Gly 


Lys 


Ala 


Phe Gly Thr 


Cys 


Gly Tyr 


His 






100 










105 










110 






Leu 


He 


Ala 
115 


Gly 


Leu 


Leu 


Phe 


Phe 
120 


Lys 


Ala 


He 


He 


Ser 
125 


Val 


Tyr 


Thr 


His 


Pro 
130 


Arg 


Asn 


Glu 


Phe 


Thr 
135 


Gly 


Ser 


His 


Gly 


Lys 
140 


Pro 


Phe 


Leu 


Leu 


Leu 


Tyr 


Pro 


Val 


Val 


Met 


Pro 


Ser 


Leu 


Gly 


Pro 


Leu 


He 


Asp 


Thr 


Leu 


145 








150 










155 










160 


Arg 


Ser 


Gin 


Glu 


Ser 


Ser 


Arg 


Val 


He 


Lys 


Arg 


Leu 


Val 


Ala 


Lys 


Asp 








165 










170 










175 




Xaa 


Lys 


Leu 


Ser 


Arg 


Lys 


Asn 


Thr 


Xaa 


Cys 


Thr 


Ser 


Arg 


Ser 


Trp 





180 185 190 

<210> 2331 
<211> 320 
<212> PRT 

<213> Mus musculus (M36 7263202-1-54100-55962 166-1125) 
<400> 2331 

Ser Ser Gin Ala Pro Glu Lys Gin Gin Asp Asn Gly Thr Trp Leu Val 

15 10 15 

Thr Glu Phe Leu Leu Val Gly Phe Ser Asn Leu Pro Glu Leu Arg Pro 

20 25 v 30 

Thr Leu Phe He Leu Phe Leu Leu Thr Tyr Leu Val Thr Leu Ser Gly 

35 40 45 

Asn Ala Thr He He Thr He He Gin Val Asp Arg Thr Leu His Thr 
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50 55 60 

Pro Met Tyr Arg Phe Leu Ala Val Leu Ser Leu Ser Glu Thr Cys Tyr 
65 70 75 80 

Thr Leu Val Thr He Pro Asn Met Leu Ala His Leu Leu Met Glu Ser 

85 90 95 

Gin Ala He Ser He Ala Gly Cys Arg Ala Gin Met Phe Phe Phe Leu 

100 105 110 

Gly Leu Gly Cys Ser His Cys Phe Leu Leu Thr Leu Met Gly Tyr Asp 

115 120 125 

Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Ser Val He Met Arg 

130 135 140 

Pro Thr Val Cys Leu Cys Leu Gly Ala Leu Val Phe Cys Ser Gly Phe 
145 150 155 " 160 

Ser Val Ala Leu He Glu Thr Cys Met He Phe Ser Ser Pro Phe Cys 

165 170 175 

Gly Ala Gly His Val Glu His Phe Phe Cys Asp He Ala Pro Val Leu 

180 185 190 

Lys Leu Ser Cys Asp Glu Ser Ser Leu Lys Gly Leu Gly He Phe Phe 

195 200 205 

Leu Ser He Leu Val Val Leu Val Ser Phe Leu Phe He Leu Leu Ser 

210 215 220 

Tyr Ala Phe He Val Ala Ala He Val Arg He Pro Ser Ala Ser Gly 
225 230 235 240 

Arg Arg Lys Ala Phe Ser Thr Cys Ala Ala His Leu Thr Val Val He 

245 250 , 255 

Val His Phe Gly Cys Ala Ser He He Tyr Leu Arg Pro Asp Ser Gly 

260 265 270 

Ala Asn Pro Ser Gin Asp Arg Leu Val Ala Val Phe Tyr Thr Val Val 

275 280 285 

Thr Pro Leu Leu Asn Pro Val Val Tyr Thr Leu Arg Asn Lys Glu Val 

290 295 300 

Arg Val Ala Leu Arg Lys Asn Leu Ala Arg Gly Cys Gly Ala Phe Lys 
305 310 315 320 

<210> 2332 
<211> 122 
<212> PRT 

<213> Mus musculus (M38 7340303-58-1-1344 4-367) 
<220> 

<221>' VARIANT 

<222> (1)...(122) 

<223> Xaa = Any Amino Acid 

<400> 2332 

His Leu Ser Glu Glu Val Gly Phe Ala Val Ser Ser Cys He Val Met 

1 5 10 15 

Ser Ser Phe Ala Leu Thr Val Val Ser Tyr lie Gly He Val Ala Thr 

20 25 30 

Val Leu Arg He Pro Ser Val Glu Gly Arg Trp Lys Ala Phe Ser Thr 

35 40 45 

Cys Ser Ser His Leu Thr Thr Val He Leu Phe Tyr Gly Thr Gly Ser 

50 55 60 

Phe Val Tyr Leu Arg Pro Ala Ser Gin Tyr Ser Pro Thr Leu Gly Pro 
65 70 75 80 

Leu Ala Ser He Phe Tyr Ser Val Val Thr Pro Ser Leu Asn Pro Val 

85 90 95 

Val Tyr Cys Leu Arg Asn Lys Asp Met Lys Phe Ala Leu Gin Lys Leu 

100 105 110 

Tyr Cys Gly Arg Lys Tyr Xaa Asp Leu Glu 
115 120 
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<210> 2333 
<211> 356 
<212> PRT 

<213> Mus musculus (M41 7363372-318-7546-10891 3278-2211) 
<220> 

<221> VARIANT 

<222> (1)...(356) 

<223> Xaa = Any Amino Acid 

<400> 2333 

Tyr Val Phe Phe Cys Phe Gin Tyr Ser Xaa Glu Trp Lys Thr Glu Leu 

15 10 15 

Glu Met Asp Val Ser Asn Gin Thr Thr Val Thr Glu Phe Val Leu Leu 

20 25 30 

Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu He 

35 40 45 

Leu Ser Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu 

50 55 60 

Val Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 
,65 70 75 80 

Gly Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Pro 

85 90 95 

Leu Val Leu Asp Gly Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser 

100 105 HO 

Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu 

115 120 . 125 

Cys Val Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys 

130 135 140 

Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala Tyr Val Pro 
145 150 155 160 

Met Ala Val Ser Ser Trp Val Ala Gly Gly Ala Asn Ser Leu Val Gin 

165 170 175 

He Ser Leu Ala Val Gin Leu Pro Phe Cys Gly Asp Asn Val He Asn 

180 185 190 

His Phe He Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 

195 200 205 

He Ser He Asn Val He Ser Met Gly Val Ala Asn Val He Phe Leu 

210 215 220 

Gly Val Pro Val Leu Phe He Phe Val Ser Tyr He Phe He Leu Ser 
225 230 235 240 

Thr lie Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 

245 250 255 

Thr Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He 

260 265 270 

Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 

275 " 280 285 

Lys Gin Asp Leu Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Leu Leu 

290 295 300 

Thr Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val 
305 310 315 320 

Lys Ala Ala Val Arg Asn Leu Ala Ser His Arg Cys Leu Thr Phe Xaa 

325 330 335 

Trp Arg Asp Arg Ala His Asp Pro His Val Leu Met Ala Leu Thr Xaa 

340 345 350 

Glu Ser Tyr Cys 
355 

<210> 2334 
<211> 331 
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<212> PRT 

<213> Mus musculus {M42 7363372-319-4901-8603 988-1980) 
<400> 2334 

Cys Pro Leu Leu Ser Gin Asp Gly Lys Arg Thr Cys Glu Met Glu Gly 

1 5 10 15 

Ala Asn Gin Ser Thr Val Ala Glu Phe Val Leu Leu Gly Leu Ser Asp 

20 25 30 

His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu lie Leu Leu Met Tyr 

35 40 45 

Leu Val lie Leu Leu Gly Asn Gly Val Leu lie Leu Val Ser He Leu 

50 55 60 

Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Gly Asn Leu Ser 
65 70 75 80 

Phe Leu Asp He Cys Tyr Thr Thr Ser Ser He Pro Leu Val Leu Asp 

85 90 95 

Gly Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser Gly Cys Ala Val 

100 105 HO 

Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu Cys Val Leu Leu 
115 120 125 

! Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn Pro Leu Arg 
130 135 140 

Tyr Pro Val Val Met Asn Lys Ser Ala Tyr Val Pro Met Ala Val Ser 
145 150 155 160 

Ser Trp Val Ala Gly Gly Ala Asn Ser Leu Val Gin He Ser Leu Ala 

165 170 175 

Val Gin Leu Pro Phe Cys Gly Asp Asn Val He Asn His Phe Thr Cys 

180 185 190 

Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp He Ser He Asn 

195 200 205 

Val He Ser Met Gly Val Ala Asn Val He Phe Leu Gly Val Pro Val 

210 215 220 

Leu Phe He Phe Val Ser Tyr He Phe He Leu Ser Thr He Leu Arg 
225 230 235 240 

He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr Cys Ser Ala 

245 250 255 

His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He Leu Phe Met Tyr 

260 265 270 

Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp Lys Gin Asp Val 

275 280 285 

Ser Asp Lys Leu He Ser Leu Phe Tyr Gly Val Leu Thr Pro Met Leu 

290 295 300 

Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val Lys Ala Ala Val 
3 °5 310 315 320 

Arg Asn Leu Val Gly Gin Lys Cys Leu He Gin 
325 330 

<210> 2335 
<211>. 324 
<212> PRT 

<213> Mus musculus (M43 73 63372-320-18353-20567 840-1811) 
<220> 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 

<400> 2335 

Asn Met Glu Arg Ser Asn Lys Thr Thr Pro Val Ser Ser Phe He Leu 

1 5 10 . 15 

Leu Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe Val Leu 
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20 25 30 



He 


Leu 


Leu 


Met 


Tvr 


Leu 


Val 


He Leu Leu Gly Asn Val Val 


Leu 


He 
















40 










45 








Leu 


Val 


C* ■v* 
OCX. 


Tl e 

-L -L C 


Leu 


Asp 


Ser 


Hie 




His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


50 










55 










60 










Leu Gly 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Tin 


Cys 


ryr 




Thr 


Ser 


Ser 


Val 


65 










70 










75 










80 


Pro 


Leu 


lie 


Leu 


no 

85 


Ser 


Phe 


Leu 


X HX 


Pro 
90 


Arg 


Lys 


Thr 


He 


Ser 
95 


Phe 


Ser 


Gly 


Cys 


Alo 


veil 


Gin 


Met 


Phe 


Leu 


Ser 


Phe 


Ala 


Met 


Gly Ala 


Thr 




1 nn 

1UU 










i U D 










110 






Glu 


Cys 


vai 


Leu 


Leu 


Gly Met 


Met 


Ala 
Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Aid 


He 




lit 

113 










120 










125 








Cys 


Asn 


Pro 


T e»u 


Ara 

- 


Tyr 


Pro 


Val 


vai 


Met 


Ser 


Lys 


Ala 


Ala 


Tyr 


Val 


130 






135 










140 










Pro 


Met 


Ala 


Ala 


Gly 


Ser 


Trp Val 


Ser 


Gly Ser 


He 


Thr 


Ala 


Thr 


Val 


145 










150 










155 










160 


Gin 


He 


Ser 


Leu 


Ala 


Met 


Thr 


Leu 


Pro 


Phe Cys Gly Asp Asn 


Val 


He 








1DD 










170 










175 




Asn 


His 


Phe 


Thr 


cys 


Glu 


He 


Leu 


Ala 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 








180 








IOC 

lob 










190 






Asp 


He 


Ser 


lie 


Asn 


Val 


He 


Ser 


Met 


Ala 


Val 


Ala 


Asn 


Ala 


Met 


Phe 




195 










200 










205 








Leu 


Gly 
210 


Val 


Pro 


vai 


Leu 


Phe 
215 


He 


Phe 


Val 


Ser 


Tyr 
220 


He 


Phe 


He 


Leu 


Ser 


Thr 


He 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Ser 


Ala 


His 


Leu 


Thr 


V cLX 


Val 


Leu 


Val 


Phe 


Tyr 


Gly 


Thr 


















250 










255 




He 


Leu 


file 


Met 


Tvr 


Gly 


Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu 


Gly 


Ala 








260 










265 










270 


Gly 




Asp 


Lys 


Gin 


Asp 


Leu 


Ala 


Asp 


Lys 


Leu 


He 


Ser 


Leu 


Phe 


Tyr 


Val 


275 










280 










285 








Val 


Thr 
290 


Pro 


Met 


Leu 


Asn 


Pro 
295 


He 


He 


Tyr 


Ser 


Leu 
300 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Ala 


Ala 


Val 


Thr 


Asn 


Leu 


Val 


Gly Gin Lys 


His 


Phe 


Lys 


Trp 


305 








310 










315 










320 


Xaa 


Trp 


Cys 


Met 



























<210> 2336 
<211> 257 
<212> PRT 

<213> Mus musculus (M44 7363372-320-22007-23346 51-820) 
<220> 

<221> VARIANT 
<222> (1) . . . (257) 
<223>*Xaa = Any Amino Acid 

<400> 2336 

Leu Leu Phe Val Val Lys Met Lys Arg Leu Gin Thr Cys Xaa Phe Xaa 

15 10 15 

Gin Pro Ala Leu Leu Arg Gly Leu Ser Ser Leu Lys Gly Gin Arg Asp 

20 25 30 

Pro Arg Leu Asn Glu Cys Cys Met Pro Leu Leu Xaa Gin Asp Pro Arg 

35 40 45 

Gly Lys Ala Ser Phe Leu Val Cys Leu Val Leu Val Thr Leu Ser Cys 

50 55 60 

Met Trp Gin Glu Gin Cys Pro Pro Met His Val Thr Phe Val His Ser 
65 70 75 80 
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Leu 


Ala 


Val 


Arg 


Gin 


Leu 


Lys 


Val He 


Asn 


Ser 


Arg Ala Ala Cys Val 










85 








90 










95 




Leu 


Arg 


Ser 


Ala 


Glu 


Leu 


Xaa 


Ala Thr 


Gly Ala 


Thr 


Tyr 


Pro 


Leu 


Ser 








100 








105 










110 






Thr 


Asn 


Tyr 


Cys 


He 


Cys 


Lys 


Thr Arg 


Thr 


Ser 


Ala 


Arg 


Ala 


Asp 


He 






115 










120 








125 






Ser 


He 


Asn 


Val 


He 


Ser 


He 


Gly Val 


Glu 


Leu 


Gly 


Val 


Pro 


Val 


Leu 




130 










135 








140 










Phe 


He 


Phe 


He 


Ser 


Tyr 


He 


Phe He 


Leu 


Ser 


Thr 


He 


Leu 


Gly 


He 


145 










150 








155 








160 


Pro 


Ser 


Ala 


Glu 


Gly Arg Lys 


Lys Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ala 


His 










165 








170 










175 




Leu 


Thr 


Met 


Val 


He 


He 


Phe 


Tyr Gly Thr 


He 


Leu 


Phe 


Met 


Tyr Gly 








180 








185 










190 






Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu Gly Ala Asp 


Lys 


Gin 


Asp 


Leu 


Ala 






195 










200 








205 








Asp 


Lys 


Leu 


He 


Ser 


Leu 


Phe 


Tyr Gly Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 




210 










215 








220 










Leu 


Arg 


Thr 


Thr 


Val 


Arg 


Ala 


Phe He 


Phe 


Arg 


Lys 


Tyr 


Phe 


Ser 


Gin 


225 










230 








235 










240 


Xaa 


Trp 


Trp 


Gin 


Gly Met 


Leu 


Trp Thr 


Val 


Thr 


His 


Arg 


Thr 


Glu 


Lys 



245 • 250 255 

He 



<210> 2337 
<211> 321 
<212> PRT 

<213> Mus musculus (M45 7363372-320-73 59-93 53 512-1474) 
<220> 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 

<400> 2337 

Asp Ser Met Glu He Asn Asn Gin Thr Ser Phe Pro Val Ser Ser Phe 

1 5 10 15 

He Leu Leu Gly Leu Ser Ala His Pro Lys Leu Glu Lys Thr Phe Phe 

20 25 30 

Met Leu He Leu Leu Met Tyr Leu Val He Leu Leu Gly Asn Gly He 

35 40 45 

Leu He Leu Val Ser He Leu Asp Ser His Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe Leu Gly Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser 
65 70 75 80 

Ser Val Pro Leu He Leu Asp Ser Phe Leu Thr Pro Arg Lys Thr He 

85 90 95 

Ser Phe Ser Gly Cys Ala Val Gin Met Phe Leu Ser Phe Ala Met Gly 

100 105 HO 

Ala Thr Glu Cys Val Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val 

115 120 125 

Ala He Cys Asn Pro Leu Arg Tyr Pro Val Val Met Asn Lys Ala Ala 

130 135 140 

Tyr Val Pro Met Ala Val Ser Ser Trp Ser Gly Gly He Ala Val Ser 
145 150 155 160 

Val Val Gin Thr Ser Leu Ala Met Lys Leu Thr Phe Cys Gly Asp Asn 

165 170 175 

Val He Asn His Phe Thr Cys Glu He Leu Ala Val Leu Lys Leu Ala 

180 185 190 

Cys Ala Asp He Ser He Asn Val He Ser Met Gly Val Thr Asn He 
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195 










200 


He 


Phe 


Leu Gly Val 


Pro 


Val 


Leu 




210 










215 




He 


Leu 


Val 


Thr 


He 


Leu 


Arg 


He 


225 










230 






Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ala 


His 










245 








Gly 


Thr 


He 


Leu 


Phe 


Met Tyr Gly 








260 










Gly 


Ala 


Asp 


Lys 


Gin 


Asp 


Leu 


Ala 






275 










280 


Gly 


Val 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 




290 










295 




Lvs 


Asp 


Val 


Arg 


Ala 


Ala 


Val 


Thr 


305 










310 






Phe 

















205 



Phe 


He 


Ser 


Phe 
220 


Ser 


Tyr 


Val 


Phe 


Pro 


Ser 


Ala 
235 


Glu 


Gly 


Arg 


Lys 


Lys 
240 


Leu 


Thr 
250 


Val 


Val 


Leu 


Val 


Phe 
255 


Tyr 


Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu 


265 










270 






Asp 


Xaa 


Leu 


He 


Ser 
285 


Leu 


Phe 


Tyr 


Pro 


He 


He 


Tyr 
300 


Ser 


Leu 


Arg 


Asn 


Asn 


Leu 


Val 
315 


Val 


Leu 


Lys 


Lys 


Ser 
320 



<210> 2338 
<211> 300 
<212> PRT 

<213> Mus musculus (M50 8075174-14-7 636-10544 2097-1198) 
<220> 

<221> VARIANT 

<222> (1)'. ..(300) 

<223> Xaa = Any Amino Acid 



<400> 2338 



Gin 


Asp 


Leu 


Val 


Ala 


Thr 


Gly 


Val 


He 


Gly Ala 


Val 


Leu 


Ser 


Thr 


Met 


1 






5 










10 










15 




Gly 


Val 


Val 


Gly 


Val 


Val 


Gly 


Asn 


Val 


Tyr 


Thr 


Leu 


Val 


Val 


Met 


Cys 






20 










25 










30 






Arg 


Phe 


Leu 


Arg 


Ala 


Ser 


Ala 


Ser 


Met 


Tyr 


Val 


Tyr 


Val 


Val 


Asn 


Leu 




35 










40 










45 








Ala 


Leu 
50 


Ala 


Asp 


Leu 


Leu 


Tyr 
55 


Leu 


Leu 


Ser 


He 


Pro 
60 


Phe 


He 


Val 


Ala 


Thr 


Tyr 


Val 


Thr 


Lys 


Asp 


Trp 


His 


Phe 


Gly Asp 


Val 


Gly Cys 


Arg 


Val 


65 










70 










75 










80 


Leu 


Phe 


Ser 


Leu 


Asp 
85 


Phe 


Leu 


Thr 


Met 


His 
90 


Ala 


Ser 


He 


Phe 


Thr 
95 


Leu 


Thr 


He 


Met 


Ser 
100 


Ser 


Glu 


Arg 


Tyr 


Ala 
105 


Ala 


Val 


Leu 


Arg 


Pro 
110 


Leu 


Asp 


Thr 


Val 


Gin 


Arg 


Ser 


Lys 


Gly 


Tyr 


Arg 


Lys 


Leu 


Leu 


Ala 


Leu Gly 


Thr 






115 










120 










125 








Cys 


Cys 
130 


Trp 


His 


Cys 


Cys 


Xaa 
135 


Pro 


Tyr 


Pro 


Xaa 


Cys 
140 


Tyr 


Ala 


He 


Arg 


Leu 


Val 


Arg 


Arg Gly 


Ser 


Lys 


Ser 


Leu 


Cys 


Leu 


Pro Ala Trp Gly 


Pro 


145 








150 










155 










160 


Arg 


Ala 


His 


Arg 


Thr 


Tyr 


Leu 


Thr 


Leu 


Leu 


Phe 


Gly Thr 


Ser 


He 


Val 








165 










170 










175 




Gly 


Pro Gly 


Leu 


Val 


He 


Gly 


Leu 


Leu 


Tyr 


He 


Arg 


Leu 


Ala 


Arg 


Ala 








180 










185 










190 






Tyr 


Trp 


Leu 


Ser 


Gin 


Gin 


Ala 


Ser 


Phe 


Lys 


Gin 


Thr 


Arg 


Arg 


Leu 


Pro 


195 










200 










205 








Asn 


Pro 
210 


Arg 


Val 


Leu 


Tyr 


Leu 
215 


He 


Leu 


Gly 


He 


Val 
220 


Leu 


Leu 


Phe 


Trp 


Ala 


Cys 


Phe 


Leu 


Pro 


Phe 


Val 


Ala 


Met 


Ala 


Ala 


Ala Gly 


Pro 


Val 


Pro 


225 








230 










235 










240 


Pro 


Gly His 


Ala 


Thr 


Asp 


Thr 


Arg 


Ala 


Ala 


Arg 


He 


He 


Asn 


Tyr 


Leu 



245 250 255 
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Thr Ala Cys Leu Thr Tyr Gly Asn Ser Cys lie Asn Pro Phe Leu Tyr 

260 265 270 

Thr Leu Leu Thr Lys Asn Tyr Arg Glu Tyr Leu Arg Gly Arg Gin Arg 

275 280 285 

Ser Leu Gly Ser Ser Cys Arg Gly Pro Gly Ser Ala 
290 295 300 

<210> 2339 
<211> 340 
<212> PRT 

<213> Mus musculus (M51 8076974-22-383-3835 1573-554) 
<220> 

<221> VARIANT 

<222> (1) . . . (340) 

<223> Xaa = Any Amino Acid 

<400> 2339 

Cys Leu Phe Phe Pro Gin Arg Asn Leu Asp Ala Met Asn Arg Ser Ala 

1 5 10 15 

'Ala His Val Thr Glu Phe Val Leu Leu Gly Phe Pro Gly Ser Trp Lys 

20 25 30 

lie Gin lie Phe Leu Phe Val Leu Phe Leu Val Phe Tyr Val Leu Thr 

35 40 45 

Leu Leu Gly Asn Gly Ala He He Cys Ala Val Arg Cys Asp Ser Arg 

50 55 60 

Leu His Thr Pro Met Tyr Phe Leu Leu Gly Asn Phe Ala Phe Leu Glu 
65 70 75 80 

He Trp Tyr Val Ser Ser Thr He Pro Asn He Leu Ala Asn He Leu 

85 90 95 

Ser Lys Thr Lys Ala He Ser Phe Ser Gly Cys Phe Leu Gin Phe Tyr 

100 105 HO 

Phe Phe Phe Ser Leu Gly Thr Thr Glu Cys Leu Phe Leu Ala Val Met 

115 120 125 

Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg Pro Leu His Tyr Pro Thr 

130 135 140 

He Met Thr Arg Arg Leu Cys Cys He Leu Val Ser Ser Cys Trp Leu 
145 150 155 160 

He Gly Phe Leu Gly Tyr Pro He Pro He Phe Ser He Ser Gin Leu 

165 170 175 

Pro Phe Cys Gly Ser Asn He He Asp His Phe Leu Cys Asp Met Asp 

180 185 190 

Pro Leu Met Ala Leu Ser Cys Ala Pro Ala Pro He Thr Glu Phe He 

195 200 205 

Phe Tyr Ala Gin Ser Ser Phe Val Leu Phe Phe Thr He Ala Tyr lie 

210 215 220 

Leu Arg Ser Tyr He Leu Leu Leu Arg Ala Val Phe Gin Val Pro Ser 
225 230 235 240 

Ala Aaa Gly Arg Arg Lys Ala Phe Ser Thr Cys Gly Ser His Leu Val 

245 250 255 

Val Val Ser Leu Phe Tyr Gly Thr Val Met Val Met Tyr Val Ser Pro 

260 265 ' 270 

Thr Tyr Gly He Pro He Leu Met Gin Lys He Leu Thr Leu Val Tyr 

275 280 285 

Ser Val Met Thr Pro Leu Phe Asn Pro Leu He Tyr Ser Leu Arg Asn 

290 295 300 

Lys Asp Met Lys Leu Ala Leu Arg Asn Val Leu Leu Gly Met Arg lie 
3 °5 310 315 320 

Val Lys Asn Met Xaa Val Lys Ala Val Ser Tyr Ser His Val Leu lie 
325 330 335 

Lys Asn Lys Leu 
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340 

<210> 2340 
<211> 325 
<212> PRT 

<213> Mus musculus (M57 8218295-1-14626-16881 1501-527) 
<220> 

<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 

<400> 2340 , , ^ 

Cvs Pro Phe Leu Xaa Val Met Ser Asn Gin Thr Ser Val Thr Glu Phe 

1 5 10 li> 

Leu Leu Leu Gly Val Thr Asp lie Gin Glu Leu Asn Pro He Leu Phe 

20 25. 30 

Val He Phe Phe Thr He Tyr Phe Val Asn He Thr Gly Asn Gly Ala 

35 40 45 

He Leu Met He Val He Leu Asp Pro Arg Leu His Ser Pro Met Tyr 

50 55 60 

Phe Phe Leu Gly Asn Leu Ala Cys Leu Asp He Cys Phe Ser Thr Val 
65 70 75 80 

Thr Leu Pro Lys Met Leu Gin Asn Leu Leu Ser Thr Asn Lys Ala He 

85 90 95 

Ser Phe Leu Gly Cys He Thr Gin Leu His Phe Phe His Phe Leu Gly 

100 105 HO 

Ser Thr Glu Ala Met Leu Leu Pro Val Met Ala Phe Asp Arg Phe Val 

115 120 125 

Ala He Cys Arg Pro Leu His Tyr Ser Val He Met Asn His Gin Leu 

130 135 140 

Cys He His Met Thr Val Thr He Trp Thr Leu Gly Phe Phe His Ala 
145 150 155 160 

Leu Leu His Ser Val Met Thr Ser Arg Leu Ser Phe Cys Gly Pro Asn 

165 170 175 

His Val His His Phe Phe Cys Asp He Lys Pro Leu Leu Asp Leu Ala 

180 185 190 

Cys Gly Asn Thr Glu Leu Asn Leu Trp Leu Leu Asn Thr Val Thr Gly 

195 200 205 

Thr He Ala Leu Thr Pro Phe Phe Leu Thr Phe Leu Ser Tyr Phe Tyr 

210 215 220 

He He Thr Tyr Leu Phe Leu Lys Thr Arg Ser Cys Ser Met Leu His 
225 230 235 240 

Lys Ala Leu Ser Thr Cys Ala Ser His Phe Met Val Val He Leu Leu 

245 250 255 

Tyr Val Pro Val Leu Phe Thr Tyr He Arg Pro Ala Ser Gly Ser Ser 

260 265 270 

Leu Asp Gin Asp Arg He He Ala He Met Tyr Ser Val Val Thr Pro 

€ 275 280 285 

Ala Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Arg Ser 

290 295 300 

Ala Leu Asn Arg Lys Val Arg Arg Trp Leu Xaa Phe Glu Glu He Xaa 
305 310 315 320 

He Thr Leu Leu Trp 
325 

<210> 2341 
<211> 177 
<212> PRT 

<213> Mus musculus (M63 8218295-1-78460-79066 2-526) 
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<220> 

<221> VARIANT 

<222> (1) . . . (177) 

<223> Xaa = Any Amino Acid 



<400> 2341 




























Val 


Ser 


Ala 


His 


Val 


Cys 


Met 


Gly Cys 


Xaa 


Leu 


Ser 


Trp 


Pro 


Val 


Arg 


1 








5 










10 










J. D 


Cvs 


Glu 


He 


He 


Phe 


Gly Val 


Met 


His 


Thr 


Thr 


Val 


Asn 


Phe 


Ser 


He 








20 










25 










in 
J U 






Val 


Leu 


Cys 


Gly Thr 


Ser 


Val 


He 


His 


Xaa 


php 

rue 


Cys 


Asp 


Val 


Leu 


Leu 






35 










40 










45 








Val 


Leu 


Lys 


Leu 


Ser 


Cys 


Leu 


Tyr Asp His 


VaX 


Ser 


Glu 


lie 


TV 1 _ 

Ala 


Tl _ 

lie 




50 










55 










60 










Ser 


Asp 


Phe 


Ser 


He 


Ser 


Leu 


Ala 


Phe 


Phe 


Cvs 


Phe 


He 


Ser 


Pro 




65 










70 










75 










80 


Phe 


Thr 


Tyr 


Val 


His 


He 


Phe 


Ser 


Thr 


Glu 


Leu 


Arg Met 


Pro 


Phe 


Val 










85 










90 










95 . 




Glu 


Gly 


Lys 


Thr 
100 


Ser 


Val 


Phe 


Ser 


Thr 
105 


Cys 


Leu 


Cys 


His 


Met 
110 


Thr 


Ser 


He 


Leu 


Phe 
115 


He 


Pro 


Thr 


Gly 


He 
120 


Phe 


Glu 


Phe 


Leu 


Arg 
125 


Ser 


His 


Thr 


Glu 


Ser 


Ser 


Thr 


Ser 


Leu 


Asp 


Phe 


He 


Leu 


Asn 


Phe 


Ser 


Tyr 


Phe 


Ser 




130 










135 










140 








Leu 


Ser 


Thr 


Leu 


Asn 


Pro 


Gly 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Glu 


Ala 


Val 


145 










150 










155 










160 


Asp Thr 


Val 


Gin 


Arg 


Lys 


He 


Phe 


Phe 


Phe 


Lys 


Glu 


Lys 


Tyr 


Leu 


Phe 



165 170 175 



Leu 



<210> 2342 
<211> 314 
<212> PRT 

<213> Mus musculus (M65 8218295-1-89089-90071 35-969) 
<220> 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa = Any Amino Acid 

<400> 2342 

Ser Leu Phe Tyr Ser Gin Arg Ser Arg Met Asn Val Ala Asn Phe Thr 

1 5 10 15 

Ala Met Thr He Phe Leu Leu Leu Met Gly Phe Ser Arg Asn Ser Gin 

20 25 30 

Val Glu He He Phe Ser Thr Leu Ala Leu Val Val Leu He Gly Thr 

35 40 45 

He Ser He Val Ala Val Thr Ser Leu Ser He Arg Leu Cys Ser Leu 

50 55 60 

Met Pro Phe Leu Leu He His Leu Phe Cys Phe Asp Val Cys Tyr He 
65 70 75 80 

Ser Val Met Met Pro Lys Ser Val Cys Ser Ser Phe Met Tyr Ser Ala 

85 90 95 

Tyr He Ser Leu He Glu Cys Thr Leu Gin Val Phe Tyr Ser Gin Ser 

100 105 110 

Ser Tyr Thr Ala Met Ala He Leu Thr Val Met Ser Tyr Asp Cys Tyr 

115 120 125 

Met Ala Val Trp His Lys Val He Thr Asn Val Ser Thr Cys He His 

130 135 140 

Gly Val Leu Ala Val Leu Val Asn Gly Cys Glu He He Phe Gly Val 
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145 150 155 160 

Met His Thr Thr Leu Thr Phe Ser He Tyr He Cys Gly Thr Ser Thr 

165 170 175 

He Arg Xaa Phe Cys Asp Val Leu Leu Val Leu Lys Leu Ser Phe Thr 

180 185 190 

Asn Asp His Val Asn Glu Leu Glu Ser Leu Ala Phe Ser Ser Val Glu 

195 200 205 

Gly Arg Thr Lys Ser Phe Ser Thr Cys Leu Gly His Val Ser Val Gly 

210 215 220 

Ser Leu Phe Asn Pro Pro Gly Val Phe Glu Phe Leu Asn Pro Tyr Ser 
225 230 235 240 

Glu Ser Pro Thr Ser Leu Asp He He Val Thr Val Phe He Leu Pro 

245 250 255 

Gin Thr Leu Ser Val Glu He Tyr Ser Leu Ser Asn Glu Ala He Asp 

260 265 270 

Thr Ala Xaa Arg Lys Phe Phe Phe Gin Arg Lys Thr Ser Leu Ser He 

275 280 285 

Leu His Tyr Phe Leu Leu Gly Ser His He Xaa Xaa Val Leu Arg Lys 

290 295 300 

Thr Thr Val Ser Met Asn Gin Leu Lys Leu 
305 310 

'<210> 2343 
<211> 335 
<212> PRT 

<213> Mus musculus (M70 8439670-95-9581-11872 695-1697) 
<220> 

<221> VARIANT 

<222> (1) . . - (335) 

<2 23> Xaa = Any Amino Acid 



<400> 2343 




























His 


Asp 


His 


Pro 


Ser 


Ala 


Glu 


Val 


Gly 


Gly Ala 


Met 


Ala 


Asn 


Ser 


Thr 


1 






5 










10 










15 




Thr 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Ser 


Asp 


Ala 


Cys 


Glu 


Leu 








20 










25 










30 






Gin 


Val 


Leu 


He 


Phe 


Leu 


Gly 


Phe 


Leu 


Leu 


Thr 


Tyr 


Phe 


Leu 


He 


Leu 






35 










40 










45 








Leu 


Gly 


Asn 


Phe 


Leu 


He 


He 


Phe 


He 


Thr 


Leu 


Val 


Asp 


Arg 


Arg 


Leu 




50 










55 










60 










Tyr 


Thr 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Arg 


Asn 


Phe 


Ala 


Met 


Leu 


Glu 


He 


65 










70 










75 










80 


Trp 


Phe 


Thr 


Ser 


Val 


He 


Phe 


Pro 


Lys 


Met 


Leu 


Thr 


Asn 


He 


He 


Thr 








85 










90 










95 




Gly 


His 


Lys 


Thr 


He 


Ser 


Leu 


Leu 


Gly 


Cys 


Phe 


Leu 


Gin 


Ala 


Phe 


Leu 




100 










105 










110 






Tyr 


Phe 


Phe Leu Gly Thr 


Thr 


Glu 


Phe 


Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ser 




115 










120 










125 








Phe 


Asp 


Arg Tyr Val Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Ala 


Thr 


He 




130 










135 










140 










Met 


Ser 


Lys 


Arg 


Val 


Cys 


Val 


Gin 


Leu 


Val 


Phe 


Cys 


Ser 


Trp 


Met 


Ser 


145 








150 










155 










160 


Gly 


Leu 


Leu 


Leu 


He 


He 


Val 


Pro 


Ser 


Ser 


He 


Val 


Phe 


Gin 


Gin 


Pro 








165 










170 










175 




Phe 


Cys 


Gly 


Pro 


Asn 


He 


He 


Asn 


His 


Phe 


Phe 


Cys 


Asp 


Asn 


Phe 


Pro 




180 










185 










190 






Leu 


Met 


Glu 


Leu 


He 


Cys 


Ala 


Asp 


Thr 


Ser 


Leu 


Val 


Glu 


Phe 


Leu Gly 






195 










200 










205 








Phe 


Val 


He 


Ala 


Asn 


Phe 


Ser 


Leu 


Leu 


Gly Thr 


Leu 


Ala 


Val 


Thr 


Ala 




210 










215 










220 
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Thr 


Cys 


Tvr 


Gly His 


He 


Leu 


Tvr 


Thr 


He 


Leu 


His 


He 


Pro 


OCX 


Ala 
Ala 


225 








230 










235 










240 


Lys 


Glu 


Arg 


Lys Lys 
245 


Ala 


Phe 


Ser 


Thr 


Cvs 
250 


Ser 


Ser 


His 


He 


He 
255 


Val 


Val 


Ser 


Leu 


Phe Tyr 
260 


Gly 


Ser 


Cvs 


He 
265 


Phe 


Met 


Tvr 


Val 


Arg 
270 


Ser 


Gly 


Lys 


Asn 


Glv 


Gin Gly Glu 


Asp 


His 


Asn 


Lys 


Val 


Val 


Ala 


Leu 


Leu 


Asn 






275 








280 










285 








Thr 


Val 


Val 


Thr Pro 


Thr 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Thr 


Leu 


Arg Asn 




290 








295 










300 










Lys 


Gin 


Val 


Lys Gin 


Val 


Phe 


Arg 


Glu 


His 


Val 


Ser 


Lys 


Phe 


Gin 


Lys 


305 








310 










315 










320 


Phe 


Ser 


Gin 


Thr Xaa 
325 


Arg 


Lys 


Ala 


Pro 


Leu 
330 


Gin 


Thr 


Cys 


Leu 


Thr 
335 





<210> 2344 
<211> 139 
<212> PRT 

<213> Mus musculus (M71 8439670-97-10488-11856 213-627) 
i<220> 

<221> VARIANT 

<222> (1) . . . (139) 

<223> Xaa = Any Amino Acid 

<400> 2344 



Ser 


He 


Val 


Cys 


Ser 


Leu 


Ser 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 


1 








5 










10 










15 




Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Ser 


Leu 








20 










25 










30 






Ser 


Leu 


Ser 


Leu 


Ser 


Leu 


Ser 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 






35 










40 










45 








Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Leu 


Pro 


Thr 


Phe 


Pro 


Pro 




50 










55 










60 










Ser 


Leu 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 


65 










70 










75 










80 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Leu 










85 










90 










95 




Ser 


Phe 


Phe 


Leu 


Ser 


Ser 


Leu 


Ser 


Phe 


Leu 


Ser 


Phe 


Tyr 


He 


Tyr 


Xaa 








100 










105 










110 






Trp 


Leu 


Val 


Cys 


Gly 


Pro 


Leu 


Pro 


Ser 


Xaa 


Gly 


Thr 


Val 


Gly 


Lys 


Gin 






115 










120 










125 








Ser 


Cys 


Val 


Met 


Met 


Leu 


He 


Cys 


Ser 


Trp 


Leu 













130 135 



<210> 2345 
<211> 331 
<212> PRT 

<213>« Mus musculus (M72 8439916-11-1-1677 434-1425) 
<220> 

<221> VARIANT 

<222> (1)...(331) 

<223> Xaa = Any Amino Acid 

<400> 2345 

Phe Leu Leu Ala Trp Val His Arg Phe Leu Xaa Arg Arg Met Gly Phe 

15 10 15 

Glu Asn Gly Ser Ser Val Thr Glu Phe He Leu Val Gly Leu Thr Lys 

20 25 30 

Glu Ser Asp Leu Gin Cys Pro Leu Phe He Leu Phe Leu Met Met Tyr 
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j j 










40 










45 








vai 


val 


1 iix 


V CL1 


Leu Gly Asn Gin Gly Leu 


He 


Ser 


Leu 


He 


Gly 


Leu 




50 










55 










60 










Asn 


OCi 


nis 


T ^it 


His 


Thr 


Pro 


iMtr U 


* JT *- 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


DD 










70 










75 










80 


rne 


Val 


Asp 




Trp Tyr 


Ser 




Val 


Phe 


Thr 


Pro 


Lys 


Met 


Leu 


Glu 








85 










90 
J v/ 










95 




Ser 


rTie 


Tip 
lie 


Ocl 


Glu 


Lys 


Asn 


Thr 


He 


OCA 


Tyr 


Arg 


Gly Cys 


Met 


Ala 


















105 










110 








Leu 


rile 
1 1 c 




Phe 


Cys 


Phe 


Phe 
120 


Ser 


lie 


Ser 


Glu 


v-ya> 
125 


Tyr 


He 


Leu 


Tnr 


Ser" 


nee 


Ala 


Tyr Asp Arg 


Tyr 


Val 




He 


Cvs 


Asn 


Pro 


Leu 


Leu 




1JU 










135 










140 










Tyr* 


Asn 


Tl- 
119 


val 


Met 


Ser 


Pro 


Lys 


Gin 


Cys 


Leu 


He 


Leu 


Met 


Phe 


Ser 


145 










150 










155 










160 


ser 


Tyr 


Met 


nec 


Ala 


Phe 


Ser Gly Ala 


l T lfci l_ 


Ala 


His 


rp"U 

i nr 


Gly Cys 


Met 








165 










i / \j 










175 




Jbeu 


Arg 


Leu 


i nr 


Phe 


Cys 


Asp 


Ala 


Asn 


my, v 

i nr 


He 


Asn 


MIS 


Tyr 


Phe 


Cys 






180 










185 










190 






Asp 


He 


Leu 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Ser 


Thr 


Tyr 


Val 


Asn 














200 










205 








Glu 


Leu 
210 


Glu 


IT— "1 

val 


Phe 


Val 


Val 
215 


Val 


Gly 


lie 


Asn 


He 
220 


He 


Val 


Pro 


Thr 


He 


Thr 


I le 


Pne 


He 


Ser 


Tyr 


Gly 


Phe 


lie 


He 


Ala 


Ser 


He 


Phe 


Arc? 


225 










230 










235 










240 


He 


Ser 


Ser 


bys 


Glu 


Asp 


Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 








245 










250 










255 




His 


He 


He 


Ala 


Val 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser Gly 


Ala 


Phe 


Met 


Tvr 








260 










265 










270 






Leu 


Lys 


Pro 


Ser 


Ser 


Ala 


Glu 


Ser 


Met 


Asn 


Glu 


Gly 


Lys 


He 


Ser 


Ser 




275 










280 










285 








He 


Phe 


Tyr 


Thr 


Asn 


Thr 


Val 


Pro 


Leu 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 




290 








295 










300 










Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Asp 


Ala 


Leu 


He 


Lys 


Thr 


Leu 


Ser 


Lys 


305 






310 










315 










320 


Arg 


Lys 


Arg 


Xaa 


Asn 


Glu 


Pro 


Ser 


Val 


Leu 


Pro 













325 330 



<210> 2346 
<211> 333 
<212> PRT 

<213> Mus musculus (M73 8439916-12-562-43 56 2317-1320) 
<220> 

<221> VARIANT 

<222> (1) . . . (333) 

<223> Xaa = Any Amino Acid 



<400>* 2346 



He 


Ser 


Leu 


He 


Ser 


Phe 


He 


Ser 


Thr 


Asp 


Ser 


Thr 


Xaa Arg Arg Met 


1 








5 










10 










15 




Val 


Val 


Thr 


Asn 
20 


Gly 


Ser 


Leu 


Val 


Thr 
25 


Glu 


Phe 


He 


Leu 


Leu 
30 


Gly 


Leu 


Thr 


Asp 


Asn 
35 


Pro 


Asp 


Leu 


Gin 


He 
40 


Pro 


Leu 


Phe 


Leu 


Val 
45 


Phe 


Leu 


Val 


Met 


Tyr 


Met 


He 


Thr 


Ala 


Phe Gly Asn Leu 


Thr 


Leu 


He 


Leu 


Leu 


Thr 




50 










55 










60 










Val 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Phe 


Asn 


65 










70 










75 










80 


Leu 


Ser 


Phe 


He 


Asp 
85 


Leu 


Cys 


Tyr 


Ser 


Ser 
90 


Val 


Val 


Thr 


Pro 


Lys 
95 


Leu 
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Leu Met Asn Phe Val Leu Lys Lys Asn lie He Gly Phe Ala Gly Cys 

100 105 110 

Met Thr Gin Leu Tyr Phe Phe Cys Phe Phe Val He Ser Glu Cys Tyr 

115 120 125 

Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 

130 135 140 

Leu Met Tyr Asn Val Thr Met Ser Pro Lys Val Cys Ser Tyr Leu Met 
145 150 155 ^ 160 

Leu Gly Ser Tyr Leu Met Gly Phe Ser Asp Ala Met He His Thr Gly 

165 170 175 

Cys He Leu Arg Leu Thr Phe Cys Asp Gly Asn Thr He Asn His Tyr 

180 185 190 

Phe Cys Asp Leu Leu Pro Leu Met Gin Leu Ser Cys Thr Ser Thr Tyr 

195 200 205 

He Asn Glu Val Glu He Phe He Val Gly Gly Lys Asp He Thr Val 

210 215 220 

Pro Ser He Val He He He Ser Tyr Gly Phe He Leu Ser Asn He 
225 230 235 . 240 

Leu Gin He Lys Ser Thr Gly Gly Arg Ser Lys Ala Phe Asn Thr Cys 

245 250 255 

Ser Ser His He He Ala Val Ser Leu Phe Phe Gly Ser Cys Ala Phe 

260 265 270 

Met Tyr Leu Lys Pro Pro Ser Ala Gly Ser Leu Asn Glu Gly Lys Val 

275 280 285 

Ser Ser Val Phe Tyr Thr He Val Val Pro Met Met Asn Pro Leu He 

290 295 300 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Leu Arg Lys Thr Leu 
305 310 315 320 

Ser Arg Arg Lys Phe Xaa Xaa Xaa He Tyr Tyr Leu Cys 
325 330 

<210> 2347 
<211> 343 
<212> PRT 

<213> Mus musculus (M74 8439916-15-1-3 070 860-1887) 
<220> 

<221> VARIANT 

<222> (1)...(343) 

<223> Xaa = Any Amino Acid 

<400> 2347 

Phe Ser Phe He Phe Phe Val Ser Thr Asp Ser Leu Arg Glu Asp Met 

1 5 10 is 

Thr Phe Glu Asn Ala Ser Met Val He Glu Phe He Leu Leu Gly He 

20 25 30 

Thr Asp Gin Pro Asp Leu Lys He Pro Phe Phe Leu Leu Phe Phe Val 

35 40 45 

Gly Tyr Met He Thr Val Leu Gly Asn Leu Thr Leu He He Leu He 

50 55 60 

Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Leu Leu Phe Asn 
65 70 75 80 

Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val He Thr Pro Lys Met 

85 90 95 

Leu Met Ser Phe He Gin Lys Lys Asn He He Ser Tyr Thr Gly Cys 

100 105 no 

Met He Gin Leu Tyr Phe Phe Cys Phe Phe Val He Ser Glu Cys Tyr 

115 120 125 

Val Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 

130 135 140 

Leu Leu Tyr Asn Val Thr Leu Ser Ser Lys Val Cys Cys Tyr Leu Met 
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It J 










150 










155 










160 


T nil 

.LeU 


<j»iy 


Ser 


iy-r 


Phe 


Met 


Glv 


Phe 


Ser 


Gly Ala 


Met 


He 


His 


Thr 


Gly 








X. U J 










170 










175 




Cys 


lie 


Leu 


Arg 


Leu 


Thr 


Phe 


Cvs 


Asp 


Gly Asn Thr 


He 


Asn 


His 


Tyr 






180 










185 










190 






Phe 


Cys 


7V 

ASp 


Leu 


Leu 


i X V 




Leu 


Gin 


He 


Ser 




Thr 


Ser 


Thr 


Tyr 




195 










200 










205 








lie 


Asn 


lalU 


lie 


VJlU 


Leu 


Phe 


He 


Val 


Ala Gly 


T .we 

Uj.9 


Asp 


He 


He 


Val 




210 










215 










£t \J 










Pro 


1 nr 


lie 


Tin 

lie 


Tl 0 

X X 


rut; 


He 


Ser 


Tvr 


Gly 


Phe 


Tin 

lie 


Leu 


Phe 


Ser 


Val 


225 










230 










235 










240 


Leu 


Lys 


Tin 

lie 


Lys 


Co v 


X J1X 


Glu 


Ser 


Ara 


Ser 


Lys 


AT a 

Ala 


Phe 


Ser 


Thr 


Cys 
















250 










255 




Ser 




14 "i c 


Mo t~ 

OCA 


— — — 


7V 1 


vox 


Ser 


Leu 
265 


Phe 


Phe 


oiy 


Ser 


Gly 
270 


Ala 


Phe 


Mai- 

Met 


Tyr 


Leu 


Lys 


Pro 


X I IX, 


Cnv- 
OCX 


Ala 


Leu 


Ser 


He 


Asn 


Lys Gly Lys 


Phe 




275 










280 










285 










Ser 
290 


Leu 


irne 


Tyr 


X XIX 


Tip 
X 1C 

295 


Val 


Val 


Pro 


Met 


Met 
300 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Ala 


Ala 


Leu 


Arg 


Lys 


Thr 


Leu 


305 










310 










315 










320 


Asn 


Arg 


Arg 


He 


Phe 


Ser 


Ser 


Xaa 


Thr 


Gly Tyr 


Leu 


Xaa 


Ala 


Tyr 


Thr 






325 










330 










335 




Xaa 


Thr 


He 


Glu 
340 


Arg 


Leu 


Cys 





















<210> 2348 
<211> 321 
<212> PRT 

<213> Mus musculus (M75 8439916-16-717-3 690 2556-1594) 



<220> 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 



<400> 2348 




























Lys 


Lys 


Met 


Ala 


Ser 


Ala 


Asn 


Val 


Ser 


Leu 


Val 


Thr 


Glu 


Phe 


He 


Leu 


1 






5 










10 










15 




Val 


Gly 


Leu 


Thr 


Asn 


Gin 


Pro 


Asp 


Leu 


Gin 


He 


Pro 


Leu 


Phe 


Phe 


Val 






20 










25 










30 






Phe 


Leu 


He 


Met 


Tyr 


He 


Val 


Thr 


Ala 


Leu Gly Asn 


Leu 


Cys 


Leu 


He 






35 










40 










45 








He 


Leu 
50 


He 


Val 


Leu 


Asn 


Ser 
55 


His 


Leu 


His 


Thr 


Pro 
60 


Met 


Tyr 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


Leu 


Cys 


Tyr 


Ser 


Thr 


Val 


Phe 


Thr 


65 










70 










75 










80 


Pro 


Lys 


Met 


Leu 


Met 
85 


Asn 


Phe 


He 


Leu 


Ser 
90 


Lys 


Asn 


Ala 


He 


Ser 
95 


Tyr 


Met 


Gly 


Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 


He 


Ser 




100 










105 










110 






Glu 


Cys 


Tyr 


Val 


Leu 


Thr 


Ser 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 




115 










120 










125 








Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Leu 


130 










135 










140 










Asn 


Leu 


Met 


Leu 


Gly 


Thr 


Tyr 


Ala 


Met 


Ala 


Phe 


Ser 


Gly 


Ala 


Met 


Ala 


145 










150 










155 










160 


His 


Thr 


Gly 


Cys 


Met 


Leu 


Arg 


Leu 


Thr 


Phe 


Cys 


Asp 


Ala 


Asn 


Thr 


He 






165 










170 










175 




Asn 


His 


Tyr 


Phe 


Cys 


Asp 


He 


Leu 


Pro 


Val 


Met 


Gin 


Leu 


Ser 


Cys 


Thr 






180 










185 










190 
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Ser 


Thr 


Tvr 


Val 


Asn 


Glu 


Leu 


Val 


Val 


Phe 


He 


Val 


Val 




T 1 o 

lie 


Asn 






195 










200 










205 






He 


He 
210 


Val 


Pro 


Ser 


He 


Thr 
215 


He 


Phe 


He 


OCX 


220 


vjiy 


rne 


x le 


i_»eu 


Ser 


Ser 


He 


Phe 


His 


He 


Lvs 


Ser 


Asn 


Glu 




Arg 


Car 


Lys 


Ala 


rne 


225 










230 










235 










240 


Ser 


Thr 


Cvs 


Ser 


Ser 
245 


His 


He 


He 


Ala 


Val 
250 


Cys 


Leu 


rne 




pi., 


oer 


Gly 


Ala 


Phe 


Met 


Tyr 


Leu 


Lvs 


Pro 


Ser 


Ser 


Ser 


Ser 


Ser 


Met: 












260 










265 










270 




Gly 


Lys 


Thr 
275 


Ser 


Ser 


Val 


Phe 


Tyr 
280 


Thr 


Asn 


Val 


Val 


Pro 
285 


Met 


Met 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp Val 


Lys 


He 


Ala 


Leu 


Arg 




290 










295 










300 








Lys 


Thr 


Leu 


Ser Arg 


Trp 


Lys 


Phe 


Xaa 


Lys 


Glu 


Thr 


Thr 


Cys 


Thr 


Cys 


305 










310 










315 










320 



Leu 



<210> 2349 
!<211> 217 
<212> PRT 

<213> Mus musculus (M76 8439916-16-8665-10443 1774-1125) 
<220> 

<221> VARIANT 

<222> (1) . . . (217) 

<223> Xaa = Any Amino Acid 

<400> 2349 

Phe Leu Thr Phe Leu Pro Leu Leu Pro Phe Leu Ser Phe Phe Leu Ser 

15 10 15 

Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Ser Glu Cys 

20 25 30 

Cys Val Leu Thr Ser Met Ala Tyr Asp Ser He Cys Asn Pro Leu Leu 

35 40 45 

Tyr Asn Leu Phe Met Ser Pro Lys Xaa Cys Leu Asn Leu He Leu Gly 

50 55 60 

Ser Phe Phe He Ser Phe Ser Asp Ala Val Ala His Ser Thr Cys Arg 
65 70 75 80 

Leu Lys Leu Thr Phe Cys Asp Cys Asp He Pro Pro Leu Leu Gin Leu 

85 90 95 

Cys Cys Thr Ser Thr Tyr Val Asn Glu Leu Val He Phe Phe Val Val 

100 105 HO 

Gly Cys He Asn He He Val Pro Ser Ser Thr He Leu He Ser Tyr 

115 120 125 

Asp Phe He Leu Ser Ser Met Phe Cys He Lys Ser Ser Glu Gly Arg 

130 135 140 

Ser Lys Ala Phe Ser Thr Tyr Ser Ser His Val He Ser Leu Ser Leu 
145 150 155 160 

Phe Phe Asp Ser Ser Ala Phe Val Tyr Phe Lys Ser Ser Ser Ala Gly 

165 170 175 

Ser Leu Gly Glu Glu Asn He Ser Ser Val Phe Tyr Ser Asn Val Val 

180 185 190 

Leu He Val Asn Pro Leu Leu Tyr Ser Leu Arg Asn Lys Asp Ser Leu 

195 200 205 

Arg Lys Thr Leu Thr Arg Lys Asn Phe 
210 215 

<210> 2350 
<211> 333 
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<212> PRT 

<213> Mus musculus (M77 8439916-17-1-2001 619-1618) 
<220> 

<221> VARIANT 

<222> (1) . . . (333) 

<223> Xaa = Any Amino Acid 

<400> 2350 

lie lie Leu Xaa Tyr Asn Ser Phe Phe Leu Ser Leu Xaa lie Pro Leu 

15 10 15 

Lys Arg Met Asp Ser Val Asn Val Ser Leu Val Thr Glu Phe Leu Leu 

20 25 30 

Yal Gly Leu Thr His Gin Pro Asp Arg Gin lie Pro Leu Phe Leu Leu 

35 40 45 

Phe Leu Ala Met Tyr Leu Val Thr Ala Leu Gly Asn Leu Gly Leu lie 

50 55 60 

He Leu Val Leu Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe 
65 70 75 80 

Leu Phe Asn Leu Ser Phe He Asp Phe Cys Tyr Ser Ser Val Phe Thr 

85 90 95 

Pro Lys Met Leu Met Asn Phe He Leu Arg Gin Asn Ala He Ser Tyr 

100 105 HO 

Met Gin Cys Met Thr Gin Leu Tyr Phe Phe Cys Phe Phe Val Val Ser 

115 120 125 

Glu Cys Phe Val Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He 

130 135 140 

Cys Asn Pro Leu Leu Tyr Asn Val Met He Ser Pro Gin Val Cys Leu 
145 150 155 160 

Asn Leu Met He Gly Ser Tyr Leu Met Ala Phe Ser Glu Ala Val Ala 

165 170 175 

Leu Thr Val Cys Met Leu Thr Leu Thr Phe Cys Asp Gly Asn He Asn 

180 185 190 

His Tyr Phe Cys Asp He Leu Ala Leu Phe Gin Leu Ser Cys Ser Ser 

195 200 205 

Thr Tyr Val Asn Lys Leu Val Ala Tyr Val He Val Val He Asn He 

210 215 220 

Leu Phe Ser Thr Pro Thr He Phe He Ser Tyr Gly Phe He Leu Ser 
225 230 235 240 

Ser He Phe Arg He Ser Ser Ser Lys Gly Arg Ser Lys Ala Phe Ser 

245 250 255 

Thr Cys Ser Ser His He He Ala Val Ser Leu Phe Phe Gly Ser Gly 

260 265 270 

Ala Phe Val Tyr Phe Lys Pro Ser Ser Pro Gly Ser Met Glu Trp Ala 

275 280 285 

Lys He Ser Ser Val Phe Tyr Thr Asn Val Val Pro Met Met Asn Pro 

290 295 300 

Leu He Tyr Ser Leu Lys Asn Lys Asp Val Lys He Ala Leu Arg Lys 
305 « 310 315 320 

Ser Leu Ala Arg Xaa Arg Phe Asp Trp He His Met Tyr 
325 330 

<210> 2351 
<211> 299 
<212> PRT 

<213> Mus musculus (M78 8439916-17-6970-9135 1261-2156) 
<220> 

<221> VARIANT 

<222> (1) - . . (299) 

<223> Xaa = Any Amino Acid 
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<400> 2351 

Thr Asp Ser Pro Xaa Arg Arg Met Asp Xaa Val Asn lie Ser Leu Val 

15 10 15 

Thr Glu Phe lie Val Val Gly Xaa Ala Glu Gin Pro Asp Leu Gin He 

20 25 30 

Pro Met Phe Phe Gly Phe Leu Ala Met Tyr Thr Val Thr Ala Leu Glu 

35 40 45 

Asn Leu Phe Leu He He Leu Thr Val Leu Asn Ser His Val His Thr 

50 55 60 

Thr Met Tyr Tyr Phe Leu Phe Asn Leu Ser Phe Val Val Leu Cys Tyr 
65 70 75 80 

Ser Ser Val Phe Thr Pro Gin Met Leu Met Asn Phe He He Arg Lys 

85 90 95 

Asn Thr He Ser Tyr Met Glu Cys He Thr Xaa Leu Phe Phe Leu Ser 

100 105 HO 

Phe Phe Leu He Phe Leu Cys Phe Phe Leu Ser Ser Phe Phe Leu Ser 

115 120 125 

Phe Phe Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe 

130 135 140 

Phe Leu Ser Ser Phe Leu Pro Ser Leu Leu Pro Ser Phe Leu Ser Phe 
145 150 155 160 

Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Ser Leu Ser Phe 

165 170 175 

Leu Ser Ala Ala Tyr Xaa Leu Gin Cys Ala Met He Ser He Cys Asn 

180 185 190 

Ser Leu Val Tyr Asn Leu Phe Met Arg Pro Xaa Val Leu Ser Glu Pro 

195 200 205 

Tyr Ser Trp Val He Leu Xaa Phe He Tyr Xaa Cys Val Asn Thr Leu 

210 215 220 

Ser Ser Gly He Glu Thr Asp Thr Val Arg Arg Glu Thr Ser Cys Leu 
225 230 235 240 

Arg Val Arg Pro Ala Ala Pro Gly His Met Ser Val Ser Leu Glu Phe 

245 250 255 

Phe Phe Cys Ser Gly Arg Val Tyr Leu Trp Gly Leu Pro Gin Thr Glu 

260 265 270 

Leu He Pro Tyr Ala Xaa Leu Pro Val Gin Arg Pro Pro Val Leu Glu 

275 280 285 

Glu Ser Leu Glu Gly Arg Arg Ala Arg Asn Val 
290 295 

<210> 2352 
<211> 339 
<212> PRT 

<213> Mus musculus (M80 8439916-20-13750-16634 2033-1016) 
<220> 

<221> VARIANT 

<222>« (1) . . . (339) 

<223> Xaa = Any Amino Acid 

<400> 2352 

Cys His Ser Phe Phe Leu Leu Leu He His Arg Leu Phe Xaa Arg Arg 

1 5 10 15 

Met Gly Val Glu Asn Gly Ser Leu Val Thr Glu Phe He Leu Gin Gly 

20 25 30 

Leu Thr Ser Asp Pro Asp Leu Gin Leu Pro Leu Phe Leu Leu Phe Leu 

35 40 45 

Leu He Tyr Thr Thr Thr Ala Leu Gly Asn Leu Ser Leu He Thr Leu 

50 55 60 

lie Ala Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Leu 
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65 










70 










75 










80 


Asn 


Leu 


Ser 


Phe 


He 
85 


Asp 


Leu 


Cys 


Tyr 


Ser 
90 


Ser 


Val 


He 


Thr 


Pro 
95 


Lys 


Met 


Leu 


Met 


Asn 


Phe 


Leu 


Val 


Ser 


Lys 


Asn 


Phe 


He 


Ser 


Tyr Val 


Gly 








100 










105 










110 






Cys 


Met 


Thr 


Gin 


Leu 


Tyr 


Leu 


Phe 


Val 


Phe 


Phe 


Ala 


Val 


Ser 


Glu 


Cys 




115 










120 










125 








Cys 


Val 


Leu 


Ser 


Ser 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He Cys 


Asn 


130 










135 










140 










Pro 


Leu 


Leu 


Tyr 


Asn 


He 


Ala 


Met 


Ser 


Pro 


Gin 


Val 


Cys 


Ser 


Tyr 


Leu 


145 








150 










155 










160 


Met 


Leu 


Gly 


Ser 


Tyr 


He 


Met Gly 


Phe 


Ser Gly Ala Met 


He 


His 


Thr 








165 










170 










175 




Gly 


Trp 


Met 


Leu 


Arg 


Leu 


Thr 


Phe 


Cys 


Asp 


Arg 


Ser 


He 


He 


Asn 


His 






180 










185 










190 






Tyr 


Phe 


Cys 
195 


Asp 


Leu 


Leu 


Pro 


Leu 
200 


Leu 


Gin 


Leu 


Ser 


Cys 
205 


Thr 


Asn 


Thr 


Tyr 


Ala 


Asn 


Glu 


He 


Glu 


He 


He 


He Val Gly Gly He 


Asp 


He 


He 




210 










215 










220 










Val 


Pro 


Ser 


He 


He 


He 


Phe 


Thr 


Ser 


Tyr Gly 


Phe 


Val 


Leu 


Ser 


Asn 


225 










230 










235 










240 


He 


Phe 


Gin 


Met 


Arg 
245 


Ser 


Thr 


Glu 


Gly 


Arg 
250 


Ser 


Lys 


Ala 


Phe 


Ser 
255 


Thr 


Cvs 


Ser 


Ser 


His 


He 


Val 


Ala 


Val 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser Gly Ala 






260 










265 










270 






Phe 


Met 


Tvr 


Leu 


Gin 


Pro 


Ser 


Ser 


Pro 


Glu 


Ser 


Met 


Asp 


Gin Gly 


Lys 






275 










280 










285 








Arg 


Ser 
290 


Ser 


Val 


Phe 


Tyr 


Thr 
295 


He 


Leu 


Val 


Pro 


Met 
3 00 


Met 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


He 


Ala 


Leu 


Lys 


Lys 


Thr 


305 








310 










315 










320 


Phe 


Ser 


Thr 


Gin 


Ser 
325 


Val 


Xaa 


Xaa 


Glu 


He 
330 


Asn 


Val 


Tyr 


His 


Tyr 
335 


Thr 



Tyr Ala Asn 



<210> 2353 
<211> 336 
<212> PRT 

<213> Mus musculus (M82 8439916-21-1-3132 1296-290) 
<220> 

<221> VARIANT 

<222> (1)...(336) 

<223> Xaa - Any Amino Acid 



<400> 2353 



Asn 


Phe 


He 


Phe 


Phe 


Leu 


Pro 


He 


Asp 


Ser 


Leu 


Arg 


Glu 


Asp Met Ala 


1 








5 










10 








15 




Leu 


Giu 


Asn 


Ala 


Ser 


Leu 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Met 


Gly Leu 


Thr 








20 










25 










30 




Asn 


Arg 


Pro 


Asp 


Leu 


Gin 


He 


Pro 


Leu 


Phe 


Leu 


Leu 


Phe 


Leu Val 


Met 






35 










40 










45 






Tyr 


Val 


He 


Ala 


Thr 


Leu 


Gly 


Asn 


Leu 


Ala 


Leu 


He 


Met 


Leu He 


He 


50 










55 










60 








Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu Asn 


Leu 


65 










70 










75 








80 


Ser 


Cys 


He 


Asp 


Leu 


Phe 


Tyr 


Cys 


Ser 


Val 


He 


Thr 


Pro 


Lys Met 


Leu 










85 










90 








95 




Met 


Asn 


Phe 


Val 


Leu 


Lys 


Lys 


Asn 


Val 


He 


Ser 


Tyr 


Glu 


Gly Cys 


Met 



100 105 110 
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Ala Gin Phe Tyr Phe Phe Ala Phe Phe Ala lie Ser Glu Cys Tyr Val 

115 120 125 

Leu Thr Thr Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn Pro Leu 

130 135 140 

Leu Tyr Asn lie Val Met Ser Pro Lys Leu Cys. Ser Tyr Leu Met Met 
145 150 155 160 

Gly Thr Tyr Leu Met Gly Phe Ser Gly Ala Met lie His Thr Gly Cys 

165 170 175 

He Leu Arg Leu Thr Phe Cys Asp Lys Asn Thr lie Asn His Tyr Phe 

180 185 190 

Cys Asp He Leu Pro Leu Leu Gin He Ser Cys Thr Ser Thr Tyr Val 

195 200 205 

Asn Glu He Glu Leu Phe He Val Ala Gly Lys Asp He He Val Pro 

210 215 220 

Thr Val He He Phe Thr Ser Tyr Gly Phe He Leu Ser Ser lie Leu 
225 230 235 240 

Lys He Ser Ser Thr Ala Gly Met Ser Lys Ala Phe Ser Thr Cys Ser 

245 250 255 

Ser His He He Ala Leu Cys Leu Phe Phe Gly Ser Cys Thr Phe Met 
260 265 270 

?Tyr Leu Lys Pro Ser Ser Val Glu Ser Met Asp Gin Gly Lys lie Ser 

275 280 285 

Ser Val Phe Tyr Asn He Val Val Pro Leu Met Asn Pro Leu He Tyr 

290 295 300 

Ser Leu Arg Asn Lys Asp Val Lys He Ala He Lys Lys Thr He Thr 
305 310 315 320 

Lys Gly Lys Phe Xaa Ser Glu Phe Val He Leu Phe Thr Phe Ser Tyr 
325 330 335 

<210> 2354 
<211> 316 
<212> PRT 

<213> Mus musculus (M84 843 9916-22-16651-22211 2487-1540) 
<400> 2354 

Met Ala Leu Ala Asn Gly Ser Phe Val Thr Glu Phe He Leu Leu Gly 

1 5 10 is 

Leu Thr Asp Gin Pro Asp Leu Gin Met Pro Leu Phe Leu He Phe Leu 

20 25 30 

He lie Tyr Leu He Thr Ala Phe Gly Asn Leu Thr Leu He He Leu 

35 40 45 

He Val Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 

50 55 60 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Leu He Thr Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe Val Leu Glu Lys Asn He He Ser Tyr Met Gly 

85 90 95 

Cys Met Thr Gin Phe Tyr Phe Phe Gly Phe Phe Ala He Ser Glu Cys 

100 105 HO 

Tyr Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 . 120 125 

Pro Leu Leu Tyr Ser Val Ala Met Ser Pro Lys Met Cys Ser Tyr Phe 

130 135 140 

He Leu Gly Ser Tyr Phe Met Gly Phe Ser Gly Ala Met He His Thr 
145 150 155 160 

Gly Cys Val Met Arg Leu Thr Phe Cys Asp Gly Asn Thr He Asn His 

165 170 175 

Tyr Phe Cys Asp Leu Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr 

180 185 " 190 

Tyr Val Asn Glu He Glu Leu Phe He Val Thr Gly Lys Asp He He 
195 200 205 
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Val 


Pro 


Thr 


Val 


He 


He 


Phe 


Ala 


Ser 


Tyr 


Gly 


Phe 


He 


Leu 


Ser 


Asn 




210 










215 










220 










lie 


Leu 


Lys 


He 


Arg 


Ser 


Thr 


Ser 


Gly 


Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


He 


He 


Ala 


Val 


Ser 


Met 


Phe 


Phe 


Gly 


Ser 


Ser 


Ala 










245 










250 










255 




Phe 


Met 


Tyr 


Leu 


Lys 


Pro 


Ser 


Ser 


Ala 


Val 


Ser 


Met 


Asn 


Glu 


Ala 


Lys 








260 










265 










270 






Phe 


Ser 


Ser 


He 


Phe 


Tyr 


Ser 


He 


Val 


Val 


Pro 


Met 


Met 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg Asn 


Lys 


Asp 


Val 


Lys 


Val 


Gly 


Leu 


Lys 


Lys 


Thr 




290 










295 










300 










Leu 


Ser 


Arg 


Met 


Phe 


Ser 


His 


Asn 


Leu 


He 


Ser 


Leu 











305 310 315 



<210> 2355 
<211> 239 
<212> PRT 

<213> Mus musculus <M90 8567804-15-6071-7402 605-1319) 
<220> 

<221> VARIANT 

<222> (1)...<239) 

<223> Xaa = Any Amino Acid 



<400> 2355 




























Asn 


Thr 


Glu 


Gly His 


Ser 


Leu 


He 


Leu 


Thr 


Tyr 


Asn 


Val 


Ser 


Asn 


Thr 


1 








5 










10 










15 




Gin 


He 


Asn 


Cys 


Phe 


Cys 


Leu 


He 


Tyr 


Thr 


Xaa 


Tyr 


Asn 


Leu 


Leu 


Xaa 








20 










25 










30 






Phe 


Leu 


Glu 


He 


Tyr 


Phe 


Cys 


Pro 


Leu 


Leu 


He 


Pro 


Cys 


Val 


Ala 


Glu 






35 










40 










45 




i 




Trp 


Ser 


Arg 


Gly Asp 


Cys 


He 


Glu 


He 


Leu 


Glu 


Tyr 


Asn 


He 


Cys 


He 




50 










55 










60 










Phe 


He 


Lys 


Leu 


Met 


Val 


Pro 


Thr 


Met 


Ser 


Ser 


Leu 


His 


Tyr 


Leu 


Met 


65 










70 










75 










80 


Asn 


Ser 


Ser 


Val 


Xaa 


Tyr 


Leu 


Lys 


He 


Phe 


His 


Val 


Ser 


Lys 


Glu 


Leu 










85 










90 










95 




Tyr 


Gly 


Ser 


Phe 


Leu Gly 


Gly 


He 


Phe 


Phe 


Leu 


Ala 


Asn 


His 


Cys 


Arg 








100 










105 










110 






Glu 


He 


Glu 


He 


Ser 


Asn 


Arg 


Thr 


Thr 


Glu 


Met 


Arg 


He 


Lys 


Ala 


Leu 






115 










120 










125 








Gin 


Lys 


Gly 


Leu 


Arg Asp 


He 


Ser 


Phe 


He 


Thr 


Asn 


Ser 


Val 


Gly 


He 




130 










135 










140 










Val 


He 


Leu 


He 


He 


He 


Tyr 


Ala 


Arg 


Leu 


Gin 


Lys 


Ser 


Thr Glu Gly 


145 










150 










155 










160 


Thr 


Val 


Lys 


Thr 


Ser 


Ser 


Asn 


Cys 


Gly 


Tyr 


His 


He 


He 


Ser 


He 


Tyr 










165 










170 










175 




Leu 


Phe 


Phe 


Leu 


Lys 


Phe 


Ala 


Phe 


Leu 


Tyr 


He 


Phe 


Lys 


Tyr Val 


Ser 








180 










185 










190 






Arg 


Met 


His 


Gin Gly Ser 


Val 


Ser 


Ser 


Val 


Phe 


Tyr 


Thr 


Asn 


Val 


Val 






195 










200 










205 








Pro 


He 


Cys 


Asn 


Thr 


Leu 


He 


Tyr 


Ser 


Leu 


Xaa 


Asn 


Asp 


Val 


Thr 


He 




210 










215 










220 










Ala 


Trp 


Met 


Asn 


Val 


Leu 


Met 


Lys 


Phe 


Gin 


Arg 


His 


Leu 


Phe 


Tyr 





225 230 235 



<210> 2356 
<211> 202 
<212> PRT 

<213> Mus musculus (M96 8567804-8-3023-3783 759-153) 
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<220> 

<221> VARIANT 

<222> (1) . . . (202) 

<223> Xaa = Any Amino Acid 

<400> 2356 

lie Leu Leu Gly Leu Thr Gin Gin Pro Glu Leu Gin Leu Pro Leu Phe 

15 10 15 

Phe Gin Phe Leu Gly lie Tyr Val Val Ser lie Val Gly Asn Leu Gly 

20 25 30 

Leu lie Val Leu lie Val Leu Asn Pro His Leu His Thr Pro Met Tyr 

35 40 45 

Tyr Phe Leu Phe Asn Leu Ser Phe Thr Asp Leu Cys Tyr Ser Ser Ala 

50 55 60 

lie Thr Pro Lys Met Leu Val Gly Phe Val Asn Gin Asn lie lie Ala 
65 70 75 80 

His Ala Glu Cys Leu Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Leu 

85 90 95 

Asp Glu Cys Tyr He Cys Thr Glu Met Ala Tyr Asp Arg Tyr Ala Ala 

100 105 110 

He Cys Lys Thr Leu Leu Asn Gin Val Thr Met Ser His Gin Val Cys 

115 120 125 

Leu Glu He Thr Lys Gly Trp He He Leu Tyr Ser Glu Met Glu Lys 

130 135 140 

Ser Lys Lys Ser Phe Xaa Met Tyr He Ser He Leu Leu Phe Phe Ser 
145 150 155 160 

Leu Phe Gly Asp He He Ser Leu Lys Ser Phe Met Leu Ser Lys Cys 

165 170 175 

Leu Thr Thr Asp Leu His Leu Lys Ser Arg His He Cys Lys Phe Cys 

180 185 190 

Val Ala Val Ser Asp Asn Val Leu Leu Leu 
195 200 

<210> 2357 
<211> 123 
<212> PRT 

<213> Mus musculus (M98 8570471-14-891-2711 1429-1795) 
<220> 

<221> VARIANT 

<222> (1) . . . (123) 

<223> Xaa = Any Amino Acid 

<400> 2357 

Leu Cys Gly Ser Gly Thr Leu He Phe Ser Ser Glu Met Leu Phe He 

15 10 15 

Phe Leu Gly Lys Xaa Phe Phe Gly Xaa Xaa Asp Leu He Val Ala He 

20 25 30 

Phe Cys He Phe Asn Phe Leu Lys Leu Ser Leu Leu Thr Lys Val Pro 

35 40 45 

Glu Cys Asp Phe Xaa Asn Lys Leu Ser Xaa Xaa Asn Glu Tyr He Xaa 

50 55 60 

Asn He Val Pro Asp Ser Tyr Xaa Tyr Arg Asn Leu Tyr Trp Gly Asn 
65 70 75 " 80 

Gly Asn Met Ser Ser Thr Gly Cys Met Leu Arg Leu Thr Ser Trp Asp 

85 90 95 

Gly Asn Thr He Asn His Tyr Phe Cys Asp Leu Leu Pro Phe Leu Gin 

100 105 110 

Leu Ser Cys Thr Ser Thr Tyr Val His Tyr Thr 
115 120 



1419 



BNSDOaD: <WO_0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



<210> 2358 
<211> 179 
<212> PRT 

<213> Mus musculus (M99 8570471 
<220> 

<221> VARIANT 

<222> (1)...(179) 

<223> Xaa = Any Amino Acid 



<400> 2358 



He 


Cys 


Leu 


Asn 


T A1 * 

Leu 


wee 


Leu 


Vcl-L 


1 








5 








Ser 


Val 


Ala 


His 

o n 
zv 


Thr 


Ala 


Cys 


Met 


Asn 


Thr 


He 
35 


Asn 


Tyr 


Tyr 


Phe 


Cys 
40 


Ser 


Cys 
50 


Thr 


Thr 


Thr 


Arg 


Val 
55 


Asn 


Ser 


He 


Asn 


He 


He 


He 


Pro 


Thr 


65 










70 






Phe 


He 


Leu 


Ser 


Ser 
85 


He 


Phe 


Leu 


Lys 


Ala 


Phe 


Ser 
100 


Thr 


Cys 


Ser 


Ser 


Phe 


Gly 


Ser 
115 


Gly 


Ala 


He 


Arg 


Tyr 
120 


Met 


Asp 
130 


Glu 


Gly 


Lys 


He 


Ser 
135 


Ser 


Met 


He 


Asn 


Pro 


Leu 


Leu 


Tyr 


Ser 


145 










150 






Ala 


Leu 


Arg 


Arg 


Thr 
165 


Leu 


Arg 


Lys 


Val 


Cys 


Val 













17-1-2939 17-553) 



Ser 


Tyr 
10 


rile 


lie 


AT a 

r\ -L ci 




Car 

OCX 

15 


VJlU 


Leu 


Arg 


Leu 


i nr 


rlic 


Cys 


Asp 


nld 


25 










30 






Asp 


He 


Pro 


Pro 


Leu 
45 


Leu 


Gin 


Leu 


Glu 


Val 


Val 


He 
60 


Phe 


Val 


Val 


Gly 


Ser 


Thr 


He 
75 


Phe 


Val 


Ser 


Tyr 


Gly 
80 


He 


Thr 
90 


Ala 


Ser 


Glu 


Gly 


Arg 
95 


Ser 


His 


He 


He 


Ala 


Ala 


Phe 


Leu 


Phe 


105 










110 






Phe 


Lys 


Pro 


Ser 


Ser 
125 


Asp 


Gly 


Ser 


Val 


Phe 


Tyr 


Thr 
140 


Asn 


Val 


He 


Pro 


Leu 


Arg 


Asn 
155 


Lys 


Asp 


He 


Lys 


Val 
160 


Arg 


Asn 
170 


Phe 


Xaa 


Leu 


Ser 


Ser 
175 


Val 



<210> 2359 
<211> 324 
<212> PRT 

<213> Mus musculus (M100 8570471-17-6599-8104 424-1396) 
<220> 

<221> VARIANT 

<222> (1)...(324) 

<223> Xaa = Any Amino Acid 

<400> 2359 

He Phe Cys Val Tyr Arg Phe Ser Gin Arg Arg Met Asp Ser Val Asn 

15 10 15- 

He Ser Leu Val Thr Glu Phe He Leu Val Gly Leu Thr Asp Lys Pro 

20 25 30 

Tyr Leu Gin He Pro Leu Phe Phe He Phe Leu Ala Met Tyr Leu Val 

35 40 45 

Thr Ala Leu Gly Asn Leu Ser Leu He He Leu Thr Val Leu Asn Ser 

50 55 60 

His Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn Leu Ser Phe Val 
65 70 75 80 

Asp Phe Cys Tyr Ser Ser Val Phe Thr Pro Gin Met Leu Met Asn Phe 

85 90 95 

He Thr Arg Lys Asn Thr He Ser Tyr Met Glu Cys Met Ser Gin Leu 
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100 105 HO 

Tyr Phe Phe Cys Phe Phe Val He Ser Glu Cys Tyr Val Leu Thr Ser 

115 120 125 

Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu Leu Tyr Asn 

130 135 140 

Leu Val Met Ser Ser Lys Leu Cys Leu Asn Leu Met Leu Val Ser Tyr 
145 150 155 160 

Phe He Ala Phe Ser Glu Ser Val Ala His Thr Val Cys He Met Arg 

165 170 175 

Leu Asn Phe Cys Asp Ala Ser Lys He Asn His Tyr Phe Cys Asp He 

180 185 190 

Pro Pro Leu Leu Gin Leu Ser Cys Thr Thr Thr Tyr He Asn Lys Leu 

195 200 205 

Val Val Phe Val Ala Ser Ser He Asn He He Val Pro He Ser Thr 

210 215 220 

He Phe He Ser Tyr Gly Phe He Leu Ser Ser He Phe His He His 
225 230 235 240 

Ser Ser Glu Gly Arg Ser Lys Ala Phe Ser Thr Cys Ser Ser His He 

245 250 255 

He Ala Ala Phe Leu Phe Phe Gly Ser Gly Ala Phe Met Tyr Phe Gin 

260 265 270 

Pro Ser Ser Ala Glu Ser Met Asp Glu Gly Lys He Ser Ser Val Phe 

275 280 285 

Tyr Thr Asn Val He Pro Met Met Asn Pro Leu Leu Tyr Ser Leu Arg 

290 295 300 

Asn Lys Asp He Lys Val Ala Leu Arg Lys Thr Leu Ser Lys Arg Asn 
305 310 315 320 

He Xaa Leu Tyr 



<210> 2360 
<211> 327 
<212> PRT 

<213> Mus musculus (M101 8570471-19-17517-20152 1114-134) 



<220> 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 



<400> 2360 



Leu 


Phe 


He 


Phe 


His 


Lys 


He 


Ser 


Tyr 


Arg 


Ser 


Met 


Ala 


Leu 


He 


Asn 


1 








5 










10 










15 




Gly 


Ser 


Val 


Val 
20 


Thr 


Glu 


Phe 


He 


Leu 
25 


Leu 


Gly 


Leu 


Thr 


Asp 
30 


Gin 


Pro 


Asp 


Leu 


Gin 
35 


Val 


Pro 


Leu 


Phe 


Leu 
40 


Val 


Phe 


Leu 


Leu 


Met 
45 


Tyr 


Met 


He 


Thr 


Ala 
50 


Leu 


Gly 


Asn 


Leu 


Thr 
55 


Leu 


He 


He 


Leu 


He 
60 


Val 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Phe 


Val 


65 










70 










75 










80 


Asp 


Phe 


Cys 


Tyr 


Ser 
85 


Ser 


Val 


He 


He 


Pro 
90 


Lys 


Met 


Leu 


Met 


Asn 
95 


Phe 


He 


Leu 


Lys 


Lys 
100 


Asn 


Phe 


He 


Ser 


Tyr 
105 


Val 


Gly 


Cys 


Met 


Thr 
110 


Gin 


Phe 


Tyr 


Leu 


Phe 
115 


Gly 


Phe 


Cys 


Val 


He 
120 


Leu 


Glu 


Cys 


Tyr 


He 
125 


Leu 


Thr 


Ser 


Met 


Ala 
130 


Tyr 


Asp 


Arg 


Tyr 


Val 
135 


Ala 


He 


Cys 


Asn 


Pro 
140 


Leu 


Leu 


Tyr 


Asn 


He 


Val 


Met 


Ser 


Pro 


Lys 


Met 


Cys 


Ser 


Tyr 


Leu 


Met 


Leu 


Gly 


Ser 


Tyr 


145 










150 










155 










160 
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Leu 


Met 


Gly 


Phe 


Ser 


Gly 


Ala 


Met 


He 


His 


Thr 


Gly Cys 


Val 


Leu 


Arg 








165 










170 










175 




Leu 


Ser 


Phe 


Cys 


Asp 


Gly 


Asn 


He 


He 


Asn 


His 


Tyr 


Phe 


Cys 


Asp 


Leu 








180 










185 










190 




He 


Leu 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Ser 


Thr 


Tyr 


Val 


Asn 


Glu 




195 










200 










205 






He 


Glu 


Val 


Leu 


He 


Val 


Ala 


Gly 


Lys 


Asp 


He 


He 


Val 


Pro 


Thr 


Val 




210 










215 










220 




Gin 






lie 


Phe 


He 


Ser 


Tyr 


Gly 


Phe 


He 


Leu 


Ser 


Ser 


He 


Phe 


Met 


Lys 


225 








230 










235 








His 


240 


Ser 


Thr 


Lys 


Gly Met 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


He 








245 










250 










255 




He 


Ala 


Val 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser 


Gly 


Ala 


Phe 


Met 


Tyr 


Leu 


Lys 






260 










265 










270 




lie 


Pro 


Asn 


Ser 


Thr 


Gly 


Thr 


Met 


Asn Asn Gly 


Lys 


He 


Pro 


Ser 


lie 






275 










280 










285 








Tyr 


Thr 


He 


Leu 


He 


Pro 


Met 


Met 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


290 










295 










300 










Asn 


Lys 


Asp 


Val 


Lys 


Val 


Ala 


Leu 


Arg 


Lys 


Thr 


Leu 


Arg 


Lys 


Lys, He 


305 






310 










315 










320 


Leu 


Xaa 


Ser 


Glu 


Thr 


Val 


He 





















325 

<210> 2361 
<211> 341 
<212> PRT 

<213> Mus musculus (M104 8570471-3-1-2271 2172-1151) 
<220> 

<221> VARIANT 

<222> (1) . . . (341) 

<223> Xaa = Any Amino Acid 



<400> 2361 



Asn 


Phe 


Ala 


He 


Phe 


Phe 


Ser 


Val 


His 


Arg 


Phe 


Ser 


Xaa 


Arg 


Arg 


Met 


1 








5 










10 










15 




Ala 


Leu 


Val 


Asn 
20 


Gly 


Ser 


Thr 


Val 


Thr 
25 


Glu 


Phe 


He 


Leu 


Leu 
30 


Gly 


Leu 


Thr 


Asp 


Gin 


Pro 


Gly 


Leu 


Gin 


Met 


Pro 


Leu 


Phe 


Leu 


Leu 


Phe 


Leu 


Leu 




35 










40 










45 








Met 


Tyr 


Met 


He 


Thr 


Val 


Phe Gly Asn 


Leu 


Thr 


Leu 


He 


Phe 


Leu 


He 




50 










55 










60 










Leu 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 


Asn 


65 










70 










75 










80 


Leu 


Ser 


Phe 


Val 


Asp 
85 


Leu 


Cys 


Tyr 


Ser 


Ser 
90 


Val 


He 


Thr 


Pro 


Lys 
95 


Met 


Leu 


Met 


Asn 


Phe 


lie 


Leu 


Lys 


Lys 


Asn 


Leu 


He 


Ser 


Tyr 


Met 


Gly Cys 






100 










105 










110 






Met 


Ser 


Gin 
115 


Leu 


Tyr 


Phe 


Phe 


Cys 
120 


Phe 


Phe 


He 


He 


Ser 
125 


Glu 


Cys 


Tyr 


Val 


Leu 


Val 


Ser 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 


Pro 




130 










135 










140 










Leu 


Leu 


Tyr 


Asn 


Thr 


Ala 


Met 


Ser 


Pro Arg Val Cys 


Ser 


Tyr 


Leu 


Met 


145 








150 










155 






His 




160 


Leu 


Gly Thr 


Tyr 


Leu 


Met 


Gly Phe 


Phe 


Asp 


Ala 


Met 


He 


Thr 


Gly 










165 










170 










175 




Cys 


Met 


Leu 


Arg 


Leu 


Ser 


Phe 


Cys 


Asp 


Gly Asn 


He 


He 


Asn 


His 


Tyr 






180 










185 










190 






Phe 


Cys 


Asp 


Val 


Leu 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Ser 


Thr 


Tyr 




195 










200 










205 








Val 


Asn 


Glu 


Thr 


Glu 


He 


Phe 


He 


Val 


Gly Gly Lys 


Asp 


He 


He 


Leu 
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210 










215 










220 








Pro 


Ser 


Ala 


He 


He 


Phe 


Phe 


Ser 


Tyr 


Gly 


Phe 


He Leu 


Ser 


Asn 


He 


225 










230 










235 








240 


Phe 


Gin 


He 


Arg 


Ser 


Thr 


Leu 


Gly Arg 


Ser 


Lys 


Ala Phe 


Ser 


Thr 


Cys 










245 










250 








255 




Ser 


Ser 


His 


He 
260 


He 


Ala 


Val 


Ser 


Leu 
265 


Phe 


Phe 


Gly Ser 


Cys 
270 


Gly 


Phe 


Met 


Tyr 


Leu 


Lys 


Pro 


Ser 


Ser 


Ala 


Val 


Ser 


He 


Asp Gin Gly 


Lys 


He 






275 










280 








285 








Ser 


Ser 
290 


He 


Phe 


Tyr 


Thr 


He 
295 


Val 


Val 


Pro 


Met 


Met Asn 
300 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Val 


Ala 


Leu Arg 


Lys 


Thr 


Leu 


305 










310 










315 








320 


Ser 


Arg 


Arg 


Lys 


Phe 
325 


Leu 


Lys 


Val 


Xaa 


Leu 
330 


Gin 


Ser Arg 


His 


Phe 
335 


Leu 


Cys 


Xaa 


Cys 


Thr 
340 


Tyr 























<210> 2362 
<211> 337 
<212> PRT 

<213> Mus musculus (M106 8570471-9-3672-5945 1670-660) 
<220> 

<221> VARIANT 

<222> (1) . . . (337) 

<223> Xaa = Any Amino Acid 

<400> 2362 

He Asn He Phe Phe Leu Leu Pro Thr Xaa Asn Met Gin Val Gin Met 

15 10 15 

Ala Asp Thr Asn His Ser Thr Val Thr Glu Phe lie Leu Ala Gly Leu 

20 25 30 

Thr Asp Lys Pro Glu Leu Gin Leu Pro Leu Phe Leu Leu Phe Leu Gly 

35 40 45 

He Tyr Leu Leu Thr Val Leu Gly Asn Leu Gly Met He He Leu He 

50 55 60 

Leu Leu Ser Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser Ser 
65 70 75 80 

Leu Ser Phe He Asp Leu Cys Tyr Ser Thr Val He Thr Pro Lys Met 

85 90 95 

Leu Val Asn Phe Val Ala Lys Lys Asn Val He Ser Tyr Glu Glu Cys 

100 105 110 

Met Thr Gin Leu Tyr Phe Phe Leu Ala Phe Val He Ser Glu Cys His 

115 120 125 

Met Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 

130 135 140 

Leu Leu Tyr Asn Val Thr Met Ser Tyr Gin He Cys Ser Trp Met Val 
145 , 150 155 160 

Gly Gly Val Tyr Gly Met Gly Leu He Gly Ala Ala Val His Thr Leu 

165 170 175 

Cys Met Leu Arg Val Val Phe Cys Lys Ala Asn He He Asn His Tyr 

180 185 190 

Phe Cys Asp Leu Phe Pro Leu Met Glu Leu Ala Cys Ser Ser Thr Tyr 

195 200 205 

Val Asn Glu Val Val Leu Leu Cys Leu Ser Ala Phe Asn He Phe He 

210 215 220 

Pro Thr Leu Thr He Leu Gly Ser Tyr He Phe lie He He Ser He 
225 230 235 240 

Leu Arg He Lys Ser Thr Glu Gly Arg Phe Lys Ala Phe Ser Thr Cys 
245 250 255 
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Ser 


Ser 


His 


Phe 


Ser 


Ala 


Val 


Ser 








260 










Met 


Tyr 


Leu 


Gin 


Pro 


Phe 


Ser 


Val 






275 










280 


Ser 


Ser 


Val 


Phe 


Tyr 


Thr 


Thr 


He 




290 










295 




Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


Val 


305 










310 






Gin 


Lys 


Lys 


Phe 


His 


Val 


Xaa 


Arg 










325 








Gin 

















Val Phe Phe Gly Ser Leu Ala Phe 
265 270 
Ser Ser Lys Asp Lys Gly Lys Val 
285 

Val Pro Met Leu Asn Pro Met He 
300 

Lys Leu Ala Leu Asn Lys Leu Phe 
315 320 
Ser He Tyr Leu Arg Lys Thr He 
330 335 



<210> 2363 
<211> 256 
<212> PRT 

<213> Mus musculus (M107 8571727-11-1262-2044 781-16) 
<220> 

<221> VARIANT 
<222> (1) . . . (256) 
!<223> Xaa = Any Amino Acid 



<400> 2363 



He 


Leu 


Leu 


Gly 


Leu 


Thr 


bin 


bin 


Pro 


bill 


Leu 


ri~\ ri 


Leu 


Pro 


Leu 


Phe 


1 








5 










10 










15 




Phe 


Gin 


Phe 


Leu 


Gly 


He 


Tyr 


Val 


Val 


Ser 


He 


Val 


Gly Asn 


Leu 


Gly 








20 










25 










30 






Leu 


He 


Val 
35 


Leu 


He 


Val 


Leu 


Asn 
40 


Pro 


His 


Leu 


His 


Thr 
45 


Pro 


Met 


Tyr 


Tyr 


Phe 
50 


Leu 


Phe 


Asn 


Leu 


Ser 
55 


Phe 


Thr 


Asp 


Leu 


Cys 
60 


Tyr 


Ser 


Ser 


Ala 


He 


Thr 


Pro 


Lys 


Met 


Leu 


Val 


Gly 


Phe 


Val 


Asn 


Gin 


Asn 


He 


He 


Ala 


65 










70 










75 










80 


His 


Ala 


Glu 


Cys 


Leu 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 


Leu 








85 










90 










95 




Asp 


Glu 


Cys 


Tyr 
100 


He 


Cys 


Thr 


Glu 


Met 
105 


Ala 


Tyr 


Asp 


Arg 


Tyr 
110 


Ala 


Ala 


He 


Cys 


Lys 


Thr 


Leu 


Leu 


Asn 


Gin 


Val 


Thr 


Met 


Ser 


His 


Gin 


Val 


Cys 




115 










120 










125 








Leu 


Gly 


Asn 


His 


Lys 


Arg 


Leu 


Asp 


Tyr 


He 


He 


Phe 


Arg 


Asn 


Gly Lys 




130 










135 










140 










He 


Lys 


Lys 


He 


Phe 


Leu 


Asn 


Val 


His 


He 


Tyr 


Phe 


He 


He 


Phe 


Xaa 


145 










150 










155 










160 


Phe 


Val 


Cys 


Gly 


Thr 
165 


Ser 


Tyr 


Pro 


Xaa 


Ser 
170 


Leu 


Ser 


Cys 


Xaa 


Ala 
175 


Ser 


Val 


Xaa 


Pro 


Leu 
180 


Thr 


Tyr 


He 


Leu 


Arg 
185 


Val 


Gly 


Thr 


Phe 


Val 
190 


Ser 


Phe 


Val 


Trp 


Leu 


Ser 


Gin 


Thr 


Met 


Ser 


Tyr 


Tyr 


Phe 


He 


He 


Ala 


Asn 


Leu 




195 










200 










205 








Trp 


Asp 


Asn 


Leu 


Xaa 


Glu 


Ser 


Ser 


Phe 


Xaa 


Arg 


Leu 


He 


Cys 


Cys 


Ser 


210 










215 










220 










Lys 


Gly Xaa 


Ser 


Lys 


Glu 


Gly 


Lys 


Xaa 


Lys 


Leu 


Leu 


Ser 


Phe 


Trp 


Ser 


225 










230 










235 










240 


Phe 


Phe 


He 


Val 


Leu 
245 


Lys 


Gin 


Phe 


Arg 


Lys 
250 


Glu 


Gly 


Leu 


Thr 


Ser 
255 


Tyr 



<210> 2364 
<211> 333 
<212> PRT 

<213> Mus musculus (Mill 8571727-21-4956-7261 1151-153) 
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<220> 

<221> VARIANT 

<222> (1) . . . (333) 

<223> Xaa = Any Amino Acid 

<400> 2364 

He Leu Met Leu Xaa Leu Leu Leu Phe Leu Gin Glu Arg Met Val Leu 

1 5 10 15 

Glu Asn Ser Ser Ser Val Lys Glu Phe He Leu Leu Gly Leu Thr Gin 

20 25 30 

Gin Pro Glu Leu Gin Met Pro Leu Phe Phe Leu Phe Leu Gly He Tyr 

35 40 45 

He Val Ser Met Val Gly Asn Leu Gly Leu Thr Val Leu He Val Leu 

50 55 60 

Asn Pro His Leu His Asn Pro Met Tyr Tyr Phe Leu Phe Asn Leu Ser 
65 70 75 80 

Phe Thr Asp Leu Cys Tyr Ser Thr Val He Thr Pro Arg Met Leu Val 

85 90 95 

Gly Phe Val Lys Gin Asn Thr He Ser His Ala Glu Cys Met Thr Gin 
I 100 105 110 

His Phe Phe Phe Cys Phe Phe Val He Asp Glu Cys Tyr He Leu Thr 

115 120 125 

Ala Val Ala Tyr Asp Arg Tyr Ala Ala He Cys Lys Pro Leu Leu Tyr 

130 135 140 

Gin Val Thr Met Ser His Gin Val Cys Leu Leu Met Thr Val Gly Val 
145 150 155 160 

Tyr Val Met Gly Phe Leu Glu Ala He Ala His Thr Gly Ser Met Val 

165 170 175 

Ser Leu Thr Phe Cys Asp Gly Asn He He Asn His Tyr Ala Cys Asp 

180 185 ^ 190 

He Leu Pro Leu Leu Lys Leu Ser Cys Thr Ser Thr Thr He Asn Glu 

195 200 205 

Leu Val Val Phe He Val Val Gly Val Asn Val He Val Pro Thr Leu 

210 215 220 

Thr He Phe He Ser Tyr Thr Leu He Leu Ser Asn He Leu Ser He 
225 230 235 240 

His Ser Ala Glu Gly Arg Ser Lys Ala Phe Ser Thr Cys Gly Ser His 

245 250 255 

Val He Ala Val Ser Leu Phe Phe Gly Ala Ala Ala Phe Met Tyr Leu 

260 265 270 

Lys Pro Ser Ser Ala Ser Glu Asp Asp Asp Lys Val Ser Thr He Phe 

275 280 285 

Tyr Thr He Val Gly Pro Met Leu Asn Pro Phe He Tyr Ser Leu Arg 

290 295 300 

Asn Lys Asp Val Tyr Leu Ala Leu Arg Lys Thr Leu Met Lys Arg Ser 
305 310 315 320 

Phe Thr Xaa Val Glu Ser He Phe Val Met Glu Leu Lys 
325 330 

<210> 2365 
<211> 344 
<212> PRT 

<213> Mus musculus (M112 8571727-22-3043-8090 3092-2061) 
<220> 

<221> VARIANT 

<222> (1) . . . (344) 

<223> Xaa = Any Amino Acid 

<400> 2365 
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lie Val Cys Phe He Ser Leu Phe Xaa Val Met Ser Gin Lys Arg Met 

1 5 10 15 

Ala Pro Arg Asn Ser Ser Ser Val Thr Glu Phe He Leu Val Gly Phe 

20 25 30 

Ser Asn Gin Pro Ala Leu Gin Leu Pro Leu Phe Phe Val Phe Leu Gly 

35 40 45 

He Tyr Val Leu Thr Val He Gly Asn Leu Gly Leu He Thr Leu He 

50 55 60 

Gly Leu Asn Ser Ser Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn 
65 70 75 80 

Leu Ser Phe He Asp Phe Cys Tyr Ser Cys Val Phe Thr Pro Lys Met 

85 90 95 

Leu Ser Asp Phe Val Ser Glu Asn He He Ser Tyr Met Gly Cys Met 

100 105 HO 

Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Asn Ser Glu Cys . Tyr Val 

115 120 125 

Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro Leu 

130 135 140 

Leu Tyr Thr Val Thr Met Ser Pro Gin Val Cys Thr Leu Leu Met Phe 
145 150 155 160 

Cys Ser Tyr Val He Gly Phe Ala Gly Ala Met Ala His Thr Gly Ser 

165 170 175 

Met Leu Thr Leu Thr Phe Cys Asp Ser Asn Met He His His Tyr Leu 

180 185 190 

Cys Glu Val Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr Tyr Ala 

195 200 205 

Asn Glu Leu Val Phe Phe He Val Val Gly Val Val He Thr Ala Ser 

210 215 220 

Ser He Ser He Phe He Ser Tyr Ala Leu He Leu Ser Asn He Leu 
225 230 235 240 

Lys He Pro Ser Ala Glu Gly Arg Ser Lys Ala Phe Gly Thr Trp Gly 

245 250 255 

Ser His Val Val Ala Val Ala Leu Phe Phe Gly Ser Gly Ala Phe Thr 

260 265 270 

Tyr Leu Thr Thr Ser Phe Pro Gly Ser Met Glu Glu Gly Arg Phe Ala 

275 280 285 

Ser Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Leu He Tyr 

290 295 300 

Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Leu Asn Lys Thr Leu Lys 
305 310 315 320 

Arg Val Leu Phe Xaa Xaa Val Trp Cys Tyr His Trp Asn Xaa He Leu 

325 330 335 

Gly Lys His Thr Gin He His Phe 
340 

<210> 2366 
<211> 157 
<212> PRT 

<213>*Mus musculus (M113 8571727-23-1650-2708 1059-589) 
<220> 

<221> VARIANT 

<222> (1)...(157) 

<223> Xaa = Any Amino Acid 

<400>2366 

He Arg Phe Ala Gly Ser Ser Val His Thr Gly Cys Val Phe Leu Xaa 

15 10 15 

Gly His Ala He Asn His Xaa Leu Phe Asn He Leu Thr Leu Leu Gin 

20 25 30 

Leu Ser Xaa Ala Thr Thr Tyr Val Asn Val Val He Leu He Gly Val 
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35 40 45 

Tyr lie Thr Val Pro Ser Phe Thr lie Leu lie Ser Tyr Val Phe lie 

50 55 60 

Phe lie Asn lie Leu Asn lie Lys Ser Met Gin Arg lie Ser Lys Asp 
65 70 75 80 

Phe Ser lie Cys Arg Phe His lie Ala Ser lie Tyr Val Phe lie Glu 

85 90 95 

Phe Thr Ala Phe Lys Cys Phe Lys Tyr Ser Tyr Gly Ser lie Asp Gin 

100 105 ~ 110 

Gly Phe Tyr Ser Ser Val Phe Tyr Thr Asp Val lie Leu lie Leu Asn 

115 120 125 

lie lie lie Tyr Ser Met Cys lie Met Asp Val Glu Met Ala Leu Met 

130 135 140 

Asp Ala Leu Met Lys Phe Gin Arg Asn Val Phe His Leu 
145 150 155 

<210> 2367 
<211> 127 
<212> PRT 

<213> Mus musculus (M114 8571727-23-3031-3453 387-9) 
<220> 

<221> VARIANT 

<222> (1)...<127) 

<223> Xaa = Any Amino Acid 

<400>2367 

His Ser lie Gin Tyr Leu Asn Leu lie Asn Leu Ser Tyr lie Asp Leu 

15 10 15 

Cys Tyr Ser Ser Val Pro Arg Ser Lys Met Leu Met Asn Phe Val Phe 

20 25 30 

Glu Lys Asn Ala lie Ser Phe Val Gly Cys Asp Ser lie Gin Phe Ser 

35 40 45 

Leu Val Pro Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe 

50 55 60 

Leu Ser Phe Phe Leu Ser Phe Phe Leu Ser Phe Phe Leu Val lie Phe 
65 70 75 80 

Xaa Tyr Tyr Thr Leu Thr Ser Met Ala Tyr Asp Phe Tyr Val Ala lie 

85 90 95 

Cys Ser Ser Leu Val His Xaa Val Thr Pro Leu Leu Gin Val Cys Phe 

100 105 110 

Phe Ser Phe Leu Leu Leu Phe Phe Phe Cys Pro Leu Phe Pro Met 
115 120 125 

<210> 2368 
<211> 133 
<212> PRT 

<213> Mus musculus (M115 8571727-24-1-1404 400-2) 
<400>2368 

Cys Asn Val lie Thr Phe Thr Val Leu Thr Asp Met Asn Trp Gly Arg 

15 10 15 

Met Ala Leu Gly Asn Asp Ser Ser Val Lys Glu Phe lie Leu Leu Gly 

20 25 30 

Leu Thr Gin Gin Pro Glu Leu Gin Leu Pro Leu Phe Phe Phe Phe Leu 

35 40 45 

Gly Val Tyr lie Phe Ser Val Val Gly Asn Leu Gly Leu lie Val Leu 

50 55 60 

lie Val Leu Asn Pro His Leu Gin Thr Pro Met Tyr Tyr Phe Leu Phe 
65 70 75 80 

Asn Leu Ser Phe Thr Asp Leu Cys Tyr Ser Ser Val lie Thr Pro Lys 
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85 90 95 

Met Leu Val Ser Phe Val Lys Gin Asn He He Ser His Ala Glu Cys 

100 105 HO 

Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Val He Asp Glu Cys Tyr 

115 120 125 

He Leu Thr Ala Met 
130 

<210> 2369 
<211> 262 
<212> PRT 

<213> Mus musculus (M117 8571727-26-4808-6724 1497-715) 

<220> 

<221> VARIANT 

<222> (1)...(262) 

<223> Xaa = Any Amino Acid 



<400>2369 



Ser 


Ser 


Leu 


His 


Ala 


Ser 


His 


Ser 


His 


Glu 


Leu 


Xaa 


Lys 


Gly He Val 


1 








5 










10 










15 




Gly 


Leu 


Phe 


Xaa 


Ala 


Ala 


Ser 


Tyr 


Ser 


Thr 


Val 


Lys 


Leu 


Pro 


Lys 


Met 






20 










25 










J 0 






Leu 


Val 


Ser 
35 


Phe 


Val 


Lys 


Gin 


Asn 


Thr 


He 


Ser 


Tyr 


Ala 
45 


o±U 


Cys 


Met 


Thr 


Gin 
50 


L»eu 


pne 


Phe 


Phe 


Cys 

3D 




Phe 


Val 


He 


Asp 
60 


Glu 


Cys 


Tyr 


He 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Met 


Phe 


Ala 


Ala 


He 


Ser 


Lys 


Pro 


Leu 


65 










70 










75 










80 


Leu 


Tyr 


Gin 


Val 


Thr 


Met 


Ser 


His 


Trp Val Cys 


Leu 


Leu 


Met 


He 


Val 








85 










90 










95 




Gly 


Val 


Tyr 


Val 


He 


Gly 


Phe 


Ser 


Gly 


Ser 


His 


Tyr 


Thr 


Ser 


Met 


Pro 




100 










105 










110 






Asp 


Leu 


Xaa 


Trp 


Gin 


Arg 


His 


Tyr 


Met 


Cys 


Asp 


He 


Leu 


Leu 


Leu 


Leu 




115 










120 










125 








Gin 


Leu 
130 


Ser 


Cys 


Glu 


Ser 


Thr 
135 


Ser 


He 


Asn 


Glu 


Leu 
140 


Val 


He 


Tyr 


Arg 


Val 


Gly 


Phe 


Asn 


Val 


Thr 


Val 


Pro 


Ser 


Leu 


Thr 


He 


Phe 


He 


Ser 


Tyr 


145 








150 










155 










160 


Thr 


Leu 


He 


Leu 


Ser 


Asn 


He 


Pro 


Ser 


He 


His 


Ser 


Thr 


Glu 


Gly Arg 










165 










170 










175 




Asn 


Cys 


Gly 


Ser 


His 


Val 


He 


Ala 


Leu 


Ser 


Leu 


Leu 


Tyr 


Gly 


He 


Val 






180 










185 










190 






Ala 


Phe 


Thr 


Tyr 


Leu 


Lys 


Pro 


Ser 


Ser 


Val 


Ser 


Val 


Asp 


Asp 


Ala 


Asn 






195 








200 










205 








Val 


Ser 
210 


Thr 


He 


Phe 


Phe 


Tyr 
215 


Thr 


Val 


Val 


Gly 


Pro 
220 


Met 


Leu 


Asn 


Pro 


Phe 


Leu 


His 


Ser 


He 


Arg 


Asn 


Lys 


Asp 


Val 


His 


Thr 


Ala 


Leu 


Arg 


Lys 


225 










230 










235 










240 


Thr 


Leu 


Asn 


Lys 


Ser 


Ser 


Phe 


Thr 


Xaa 


Val 


Xaa 


Val 


Cys 


He 


Cys 


Tyr 








245 










250 










255 




Glu 


Ser 


Lys 


He 


Leu Gly 




























260 



























<210> 2370 
<211> 329 
<212> PRT 

<213> Mus musculus (M119 8573058-17-2172-5249 1514-528) 
<220> 

<221> VARIANT 
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<222> (1)...(329) 

<223> Xaa = Any Amino Acid 

<400>2370 

Val Met Leu Leu Ala Phe Leu Leu Pro Thr Asp Asp Thr lie Met His 

1 5 10 15 

Met Ala Met Glu Asn Asp Ser Ser Val Thr Glu Phe Val Phe Met Gly 

20 25 30 

Leu Thr Glu Gin Pro Glu Leu Arg Leu Pro Leu Phe Phe Val Phe Leu 

35 40 45 

Leu Asn Tyr Thr Ala Thr Val Met Gly Asn Leu Ser Leu Met Val Leu 

50 55 60 

lie Cys Leu Asn Ser His Leu His Asn Pro Met Tyr Phe Phe Leu Phe 
65 70 75 80 

Asn Leu Ser Leu Val Asp Phe Cys Tyr Ser Phe Val Cys Thr Pro Lys 

85 90 " 95 

Met Leu Met Gly Phe Val Ser Glu Lys Ser lie lie Ser Tyr Thr Gly 

100 105 110 

Cys Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Asn Ser Glu Cys 

115 120 125 

JTyr Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Lys 

130 135 140 

Pro Leu Val Tyr Ala lie Leu Met Ser Pro Arg Met Cys Ser Leu Leu 
145 150 155 160 

Met He Gly Ser Tyr Leu Met Gly Phe Ala Ser Ala Met Ala His Thr 

165 170 175 

Gly Cys Met He Arg Leu Lys Phe Cys Asp Ser Asn He lie Asn His 

180 185 190 

Tyr Met Cys Glu He Phe Pro Leu Leu Gin Leu Ser Cys Ser Ser Thr 

195 200 205 

Tyr Ala Asn Glu Leu Val Ser Ser Leu He Ala Cys He Val Val He 

210 215 220 

Val Ser Gly Leu Val He Leu Met Ser Tyr Ala Ser He Leu Leu Asn 
225 230 23 5 240 

Val Val Gin Met Ser Ser Ala Thr Gly Trp Ser Lys Ala Met Gly Thr 

245 250 255 

Cys Gly Ser His He He Thr Val Ser Leu Phe Tyr Gly Ser Gly Leu 

260 265 270 

Leu Thr Tyr Val Lys Pro Ala Ser Ala Glu Ser Val Asp Gin Gly Lys 

275 280 285 

Phe Phe Ser Val Phe Tyr Thr Leu Met Val Pro Met Leu Asn Pro Leu 

290 295 300 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Ala Lys Arg Thr 
305 310 315 " 320 

Met Asn Arg He Thr He Xaa Gly Lys 
325 

<210> 2371 
<211>. 335 
<212> PRT 

<213> Mus musculus (M122 8573058-3-1-3007 1710-2714) 
<220> 

<221> VARIANT 

<222> (1) . . . (335) 

<223> Xaa = Any Amino Acid 

<400>2371 

Val Leu He Leu Pro Leu His Leu Phe Leu Gin Met Ser Leu Asn Ala 

15 10 15 

Gin Lys Thr Met Glu Asn Asp Ser Ser Val Ser Glu Phe He Leu Met 
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20 25 30 



Gly Leu 


Thr 


Asp 


Gin 


Pro 


Glu 


Leu 


Gin 


Leu 


Pro 


Leu 


Phe 


Val 


Leu 


Phe 






35 










40 










45 








T .on 


Val 


Asn 


Tyr 


Thr 


Val 


Thr Val Met Gly Asn 


Leu 


Ser 


Leu 


Met 


Asn 




50 










55 










60 










Leu 


Tl 

x xc 


Cys 


Leu 


Asn 


Ser 


Asn 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


He 


O D 








70 










75 










80 




Asn 


Leu 


Ser 


Phe 
85 


He 


Asp 


Phe 


Cvs 


Tyr 
90 


Ser 


Met 


Val 


Phe 


Thr 
95 


Pro 


Lys 


net 


Leu 


Met 


Gly 


Phe 


Val 


Val 


Glu 


Lys 


Asn 


He 


He 


Ser 


Phe 


Arg 






100 










105 










110 






Gly 


Cys 


Met 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


Leu 


Phe 


Phe 


Val 


Asn 


Ser 


Glu 


115 










120 










125 








Ser 


Tyr 
130 


Val 


Leu 


Thr 


Ala 


Met 
13 5 


Ala 


Tvr 


Asp 


Arg 


Tyr 
140 


Val 


Ala 


He 


Cys 


Gin 


Pro 


Leu 


Leu 


Tyr 


Lys 


Ala 


Val 


Met 


Ser 


Pro 


Gly 


lie 


Cys 


Phe 


Leu 


145 








150 










155 










160 


Leu 


He 


Phe 


Cvs 


Thr 


Tyr 


Leu 




VJJX jf 


Leu 


Val 


Ser 


Ala 


Leu 


Phe 


His 








165 










170 










175 




Thr Gly 


Phe 


Met 


He 


Arg 


Leu 


Asn 


Jrlie 


Cys 


Asp 


Ser 


Asn 


Val 


He 


Asn 








180 










185 










190 






His 


Tyr 


Met 


Cvs 

v_ y s> 


Asp 


He 


.file 


Pro 


Leu 


i lie 


Arg 


Leu 


Ser 


Cys 


Ser 


Ser 




1 

j. j j 










z u u 










205 








Thr 


Tyr 


Leu 


Thr 


Glu 


Leu 


Val 


Ser 


Ser 


AT » 


v ax 


Val 


Gly Thr Ala 


He 




210 










Zl j 










220 










He 


Leu 


Pvs 


Cvs 


Leu 


He 


x xe 


Leu 


Tie 

lie 


OCX 




Gly 


Met 


lie 


Leu 


Tyr 


225 








230 










235 










240 


Asn 


He 


He 


His 


Met 
245 


Ser 




ijxy 


Lys 


uxy 
250 


lxp 


Ser 


Lys 


Ala 


Leu 
255 


Gly 


Thr 


Cys 


Glv 


Ser 


His 


He 


He 


Thr 


Val 


Ser 


Leu 


Phe 


Tyr 


Val 


Thr 


Gly 




260 










265 










270 






Met 


Leu 


Ala 


Tyr 


Val 


Lys 


Pro 


Ser 


Ser 


Ala 


Glu 


Thr 


Val 


Gly Gin 


Gly 






275 








280 










285 








Lys 


He 


Phe 


Ser 


Val 


Phe 


Tyr 


Thr 


Phe 


Leu 


Val 


Pro 


Met 


Leu 


Asn 


Pro 


290 










295 










300 










Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Leu 


Ala 


Val 


Lys 


Lys 


305 








310 










315 










320 


Thr 


Trp 


Lys 


Arg 


Leu 


Thr 


Cys 


Xaa 


He 


Thr 


His 


Ser 


Asn 


Val 


Pro 










325 










330 










335 





<210> 2372 
<211> 131 
<212> PRT 

<213> Mus musculus (M123 8573058-5-4486-4920 411-18) 
<220> 

<221> VARIANT 
<222> (1)...(131) 
<223>«Xaa = Any Amino Acid 

<400>2372 

Leu Gly Gly Glu Asp Arg Phe Ser Leu Asn Asn Glu Ser Leu He Asn 

15 10 15 

Asn Ser Gly Leu Val Pro Cys Thr Phe His He Leu Thr Ser Phe Cys 

20 25 30 

Lys Ser Arg Ser Xaa Thr Phe Arg Thr Cys Gly Ser His Phe He Ala 

35 40 45 

Val Ser Leu Phe Tyr Gly Ala Ser Ala Phe Met Tyr Leu Lys Pro Ser 

50 55 60 

Ser Ala Ser Val Asp Asp Asp Lys He Ser Thr He Phe Tyr Thr He 
65 70 75 80 



1430 



BNSDOCID: <WO 01 271 58A2_1_> 



WO 01/27158 



PCT/US00/27582 



Val Gly Pro Met Leu Asn Pro Phe lie Tyr Ser Leu Arg Asn Lys Asp 

85 90 95 

Val His He Ala Leu Arg Lys Tyr Phe Glu Glu Lys Ser Phe He Xaa 

100 105 no 

Glu Glu Leu Xaa Leu He Xaa Met Glu Asn Leu Met Val Cys Gin He 

115 120 125 

Tyr Asn Phe 
130 

<210> 2373 
<211> 167 
<212> PRT 

<213> Mus musculus (M124 8573058-8-1-894 16-516) 
<400>2373 

Leu Thr His Gly Ser Thr Pro Thr Gly Pro He Thr Ala Pro Ala Leu 

15 10 15 

Thr Val Cys Met Val Trp Leu Gin Phe Leu Asp Ser Pro Leu Thr Thr 

20 25 30 

Pro Tyr Met Cys His He Phe Pro Leu Leu Gin Val Ser Cys Ser Ser 

35 40 45 

Pro Tyr Val Asn Gin Leu Met Ser Tyr He Ala Val Gly Thr Ala He 

50 55 60 

He Leu Cys Ser Leu He He Leu Val Ser Tyr Ala Met He Leu Phe 

5 70 75 , 80 

Asn lie He His He Ser Ser Gly Lys Gly Trp Ser Lys Ala Leu Gly 

85 90 95 

Thr Cys Gly Ser His He He Thr Val Ser Leu Phe Tyr Gly Ser Gly 

100 105 no 

Leu Leu Ala Tyr Val Asn Pro Ser Ser Ala Glu Thr Val Gly Gin Ala 

115 120 125 

Lys Phe Phe Ser Val Phe Tyr Thr Leu Leu Val Pro Met Leu Asn Pro 

130 135 140 

Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Met Lys Lys 

145 150 155 160 

Ser Trp Lys Arg He Thr Ser 

165 

<210> 2374 
<211> 337 
<212> PRT 

<213> Mus musculus (M126 8574266-10-448-5833 4192-5202) 
<220> 

<221> VARIANT 

<222> (1)...(337) 

<223> Xaa = Any Amino Acid 

<400>2374 

Leu Phe Ser Ser Cys Tyr His Lys Phe He Cys Lys Met Thr Ala Arg 

1 5 10 15 

Asn Met Thr Thr Met Ser Gly Phe Leu Leu Met Gly Phe Ser Asp Asn 

20 25 30 

His Glu Leu Gin He Leu Gin Ala Leu Leu Phe Leu Leu Thr Tyr Leu 

35 40 45 

Leu Gly Ser Ala Gly Asn Phe He He He Thr He Thr Thr Leu Asp 

50 55 60 

Pro Gin Leu Gin Ser Pro Met Tyr Tyr Phe Leu Lys Gin Leu Ser Thr 
65 70 75 80 

Leu Asp Leu Ser Ser Leu Ser Val Thr Val Pro Gin Tyr Val Ala Ser 
85 90 9 5 
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Ser Leu Ala Arg Ser Gly Tyr He Ser Tyr Gly Gin Cys Met Leu Gin 

100 105 HO 

He Phe Phe Phe Thr Gly Leu Ala Trp Ser Glu Met Ala Thr Leu Thr 

H5 120 125 

Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys Leu Pro Leu His Tyr 

130 ' 135 140 

Glu Val He Met Ser Pro Arg Lys Cys Thr Trp Ala Val Ala Ala Val 
145 150 155 160 

Trp Leu Ser Gly Gly He Ser Gly Thr Leu Phe Thr Ala Ser Thr Leu 

165 I 70 175 

Ser He Arg Phe Cys Gly Asp Lys He He His Gin Phe Phe Cys Asp 

180 185 190 

He Pro Gin Leu Leu Lys Leu Ser Cys Ser Asn Asp Tyr Phe Gly Val 

i<j 5 200 205 

Leu Glu Val Ser Thr Phe Met Ser Val Met Ala Phe Ala Cys Phe Val 

210 215 220 

Gly He Ala Phe Ser Tyr Gly Gin He Phe Ser Thr Val Leu Arg Met 
225 230 235 240 

Pro Ser Ala Glu Gly Arg Ser Lys Val Phe Ser Thr Cys Leu Pro His 

245 250 255 

Leu Phe Val Val Ser Phe Phe Leu Ser Thr Gly He Cys Ala Tyr Leu 
260 265 270 

! Lys Pro Thr Ser Asp Ser Pro Thr Ala Leu Asp Leu Met Leu Ser He 
275 280 285 

Phe Tyr Thr Leu Leu Pro Pro Thr Leu Asn Pro Val He Tyr Ser Leu 

290 295 300 

Arg Asn Glu Ser Leu Lys Arg Ala Leu Lys Lys Leu Leu Leu Ser Glu 
305 310 315 320 

Glu Phe He Arg Lys Lys Cys Leu Phe Tyr Phe Xaa Cys Leu Leu Thr 
325 330 335 

Leu 



<210> 2375 
<211> 333 
< 2 1 2 > PRT 

<213> Mus musculus (M127 8574266-13-1078-2817 1563-564) 
<220> 

<221> VARIANT 

<222> (1)...(333) 

<223> Xaa = Any Amino Acid 

<400>2375 
Leu Ser Phe Le\: 
1 

Asn Ser Leu Sei 
20 

Pro Gly Glu Cys 
35 

Val Ser Leu Thi 
50 

Pro Ala Leu Hi* 
65 



100 
Phe Phe 
115 



Ser 


Gly 


Asp 


Glu 


Tyr 


Gin 


Leu 


Leu 


Ser 


Val 


Gin 


Glu 


5 








10 










15 




Val 


Lys 


Arg 


Phe 


Ala 


Phe 


Ser 


Lys 


Phe 


Ser 


Glu 


Val 








25 










30 






Phe 


Leu 


Leu 


Phe 
40 


Thr 


Leu 


He 


Leu 


Leu 
45 


Met 


Phe 


Leu 


Gly 


Asn 


Glu 


Leu 


He 


Val 


He 


Ala 


He 


Cys 


Thr 


Ser 




55 










60 










Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


70 








75 








Gin 


80 


Tyr 


Thr 


Cys 


Ser 


Val 


He 


Pro 


Lys 


Met 


Leu 


Ser 


85 










90 










95 




Ala 


Arg 


Glu 


lie 


Ser 


Arg 


Glu 


Gly Cys 


Ala 


Thr 


Gin 








105 










110 






Thr 


Phe 


Phe 


Gly 


He 


Thr 


Glu 


Cys 


Cys 


Leu 


Leu 


Ala 






120 










125 








Asp 


Arg 


Cys 


Met 


Ala 


He 


Cys 


Ser 


Pro 


Leu 


His 


Tyr 
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130 135 140 

Ala Thr Arg Met Ser His Gly Val Cys Ala His Leu Ala lie Val Ser 
145 150 155 i 6 o 

Trp Gly Met Gly Cys lie Val Gly Leu Gly Gin Thr Asn Phe lie Phe 

165 170 175 

Ser Leu Asn Phe Cys Gly Pro Cys Glu lie Asp His Phe Phe Cys Asp 

180 185 190 

Leu Pro Pro Val Leu Ala Leu Ala Cys Gly Asp Thr Ser Gin Asn Glu 

195 200 205 

Ala Ala lie Phe Val Ala Ala He Leu Cys He Ser Ser Pro Phe Leu 

210 215 220 

Leu He He Tyr Ser Tyr Val Arg He Leu Val Ala Val Leu Val Met 
225 230 235 240 

Pro Ser Pro Glu Gly Arg His Lys Ala Leu Ser Thr Cys Ser Ser His 

245 250 255 

Leu Leu Val Val Thr Leu Phe Phe Gly Ser Gly Ser He Thr Tyr Leu 

260 265 270 

Arg Pro Lys Ser Ser His Leu Pro Gly Met Asp Lys Leu Leu Ala Leu 

275 280 285 

Phe Tyr Thr Ala Val Thr Ser Met Leu Asn Pro He He Tyr Ser Leu 

290 295 300 

Arg Asn Lys Glu Val Lys Thr Ala Leu Arg Lys Thr Leu Ser Leu Lys 
305 310 315 320 

Thr Ser Arg Ala He Asn Arg Xaa Gin Asn Leu Ala Glu 
325 330 

<210> 2376 
<211> 356 
<212> PRT 

<213> Mus musculus (M129 8574266-7-9797-11994 2006-942) 
<220> 

<221> VARIANT 

<222> (1) ... (356) 

<223> Xaa = Any Amino Acid 

<400>2376 

Asn Phe Phe Leu Gin He Xaa Ser Gin Asn Tyr Gin Xaa Gly Xaa Leu 

1.5 10 15 

Lys Glu He Met Thr Lys Ser Asn Phe Ser Ser Pro He Cys Phe Arg 

20 25 30 

Leu Pro Gly Phe Ser Asp His Leu Xaa Leu Asp Xaa Thr Leu Phe Leu 

35 40 45 

Ala Thr Ser Val He Asp He Val Met Leu Thr Gin Asn Thr Met He 

50 55 60 

He Leu Val Ser Phe Leu Asn Ser Arg Leu Gin Thr Pro Met Tyr Phe 
65 70 75 80 

Phe Leu Ser Asn Phe Phe Phe Leu Asp Leu Cys Phe Met Thr Asn Val 

85 90 95 

Leu Xaa He Val Xaa Thr Ser Lys Gly Pro Glu Lys He He Ser Cys 

100 105 110 

Cys Ala He His Val Tyr He Val Leu Xaa Leu Asp Phe Thr Lys Cys 

115 120 125 

Val Leu Leu Thr Met Met Ala Tyr Asn Pro Val Thr Pro He Cys Trp 

130 135 140 

Pro Leu Xaa Tyr Pro Thr Thr His Pro Lys Phe Val Asp He His Pro 
145 150 155 ~ 160 

Lys Phe Pro Xaa Lys Pro Ala Ala Leu Ala Trp He Cys Ser Phe Met 

165 170 175 

Val Phe Thr He Gin Thr Thr Leu Val Phe Gin Leu Ser Leu Cys Ser 
180 185 190 
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His His Arg Met Asn Asp Phe 
195 

Lys lie Thr Phe Met Asp Thr 
210 215 
Phe Thr Phe Leu Xaa Ala Val 
225 230 
Tyr Leu Leu Val Leu Leu Lys 
245 

Arg Met Lys Thr Phe Gly Ser 
260 

Leu Phe Phe Gly Asn Glu Ser 
275 

Arg Ala Asn Ala Cys Gin Tyr 
290 295 
Val Thr Pro Ser lie Asn Pro 
305 310 
Arg Trp Ala Val Gin Arg Leu 
325 

lie Arg Gin Ser Leu Thr lie 
340 

Tyr lie Tyr Cys 
355 

<210> 2377 

<211> 323 

<212> PRT 

<213> Mus musculus (M130 8574266-9-11171-19240 5578-6546) 



<400>2377 



Val 


Arg 


He 


Leu 


Thr 


Val 


Asn 


Thr 


Asn 


Met 


Trp 


He 


Asn 


Asn 


Gin 


Ser 


1 






5 










10 










15 




Ser 


Val 


Asp 


Asp 
20 


Phe 


He 


Leu 


Leu 


Gly 
25 


Phe 


Ser 


Asp 


Arg 


Pro 
30 


Trp 


Leu 


Glu 


Thr 


Pro 
35 


Leu 


Phe 


Val 


He 


Phe 
40 


Leu 


Val 


Ala 


Tyr 


He 
45 


Phe 


Ala 


Leu 


Phe 


Gly 
50 


Asn 


He 


Ser 


He 


He 
55 


Leu 


Val 


Ser 


Arg 


Leu 
60 


Asp 


Pro 


Gin 


Leu 


Asp 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Val 


Ser 


Asn 


Leu 


Ser 


Leu 


Leu 


Asp 


Leu 


65 










70 










75 










80 


Cys 


Tyr 


Thr 


Thr 


Ser 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


Asn 


Leu 


Arg 


Gly 






85 










90 










95 




Pro 


Glu 


Lys 


Thr 


He 


Ser 


Tyr 


Gly Gly 


Cys 


Val 


Ala 


Gin 


Leu 


Tyr 


He 








100 










105 










110 






Phe 


Leu 


Ala 
115 


Leu 


Gly 


Ser 


Thr 


Glu 
120 


Cys 


He 


Leu 


Leu 


Ala 
125 


He 


Met 


Ala 


Phe 


Asp 
130 


Arg 


Phe 


Ala 


Ala 


He 
135 


Cys 


Arg 


Pro 


Leu 


His 
140 


Tyr 


Pro 


He 


He 


Met 


Asn 


Gin 


Lys 


Arg 


Cys 


He 


His 


Met 


Ala 


Thr 


Gly Thr 


Trp 


He 


Ser 


145 










150 










155 










160 


Gly 


Phe 


Ala 


Asn 


Ser 


Leu 


Val 


Gin 


Ser 


Thr 


Leu 


Thr 


Val 


Val 


Ala 


Pro 








165 










170 










175 




Arg 


Cys 


Gly 


Gin 
180 


Arg 


Val 


He 


Asp 


His 
185 


Phe 


Phe 


Cys 


Glu 


Val 
190 


Pro 


Ala 


Leu 


Leu 


Lys 
195 


Leu 


Ala 


Cys 


Thr 


Asp 
200 


Thr 


Ser 


Val 


Asn 


Glu 
205 


Ala 


Glu 


Leu 


Asn 


Val 


Leu 


Gly Ala 


Leu 


Leu 


Leu 


Leu 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 




210 










215 










220 










Gly 


Thr 


Tyr 


Val 


Phe 


He 


Ala 


Gin 


Ala 


Val 


Leu 


Lys 


Leu 


Arg 


Ser 


Ala 


225 








230 










235 










240 


Glu 


Ser 


Arg 


Arg 


Lys 
245 


Ala 


Phe 


Asn 


Thr 


Cys 
250 


Ala 


Ser 


His 


Leu 


Leu 
255 


Val 



Leu Cys 


Val Arg Asn 


Pro 


Pro 


Leu 


Val 


200 








205 








Thr 


Ser 


Leu 


Glu Lys 


His 


He 


Ser 


Val 








220 










He 


Pro 


Cys 


Gly Glu 


Tyr 


Ser 


He 


He 








235 








240 


Val 


Trp 


Leu 


Lys He 


Lys 


Phe 


Thr Gly 






250 








255 




Cys 


Gly 


Phe 


His Leu 


Met 


Ala 


He 


Val 


265 








270 






Ser 


Val 


Tyr Met Val 


Tyr 


Met 


Tyr 


Pro 


280 








285 








Arg 


Lys 


Phe 


Ser Val 


Phe 


Tyr 


Met 


He 








300 










Leu 


He 


Tyr 


Leu Arg 


Asn 


Lys 


Glu 


Phe 








315 








320 


Val 


Thr 


Arg 


Asp Pro 


Ser 


Xaa 


Gly Lys 






330 








335 




Phe 


Gin 


Ala 


Phe Gly 


He 


Gly 


Arg 


His 




345 








350 







1434 



BNSDOCID: <WO 0127158A2_L> 



WO 01/27158 



PCT/US00/27582 



Val Ser Leu Phe Tyr Phe Thr Ala lie Ser Met Tyr Val Gin Pro Pro 

260 265 270 

Ser Ser Tyr Ser His Glu Arg Gly Lys lie Met Ala Leu Phe Tyr Gly 

275 280 285 

He Val Thr Pro Thr Leu Asn Pro Phe He Tyr Thr Leu Arg Asn Lys 

290 295 300 

Asp Val Lys Ala Ala Leu Arg Arg Ala Leu Thr Lys Glu Phe Trp Val 
305 310 315 320 

Lys Ala Arg 



<210> 2378 
<211> 329 
<212> PRT 

<213> Mus musculus (M131 8574266-9-30686-36974 2322-3308) 
<220> 

<221> VARIANT 

<222> (1) . . . (329) 

<223> Xaa = Any Amino Acid 

<400>2378 

Leu Leu Ser Val Val Phe Phe Xaa Leu Phe Leu Asn Arg Val Ser Arg 

15 10 15 

Val He He Met Asn Val Ser Phe Lys Thr Gly Phe Leu Leu Met Gly 

20 25 30 

Phe Ser Asp Glu Arg Asn Leu Gin He Leu His Ala Val Leu Phe Leu 

35 40 - 45 

He Thr Tyr Leu Leu Ala He Met Gly Asn Leu Leu He He Thr He 

50 55 60 

He Thr Leu Asp Gin Arg Leu His Ser Pro Met Tyr Tyr Phe Leu Lys 
6 * 70 75 80 

His Leu Ser Phe Leu Asp Leu Cys Phe He Ser Val Thr Val Pro Gin 

85 90 95 

Ser He Ala Asn Ser Leu Met Asn Asn Gly Phe He Ser Leu Gly Gin 

100 105 HO 

Cys Met Leu Gin Val Phe Phe Phe He Ala Leu Ala Ser Ser Glu Val 

115 120 125 

Ala He Leu. Thr Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys Arg 

130 135 140 

Pro Leu Gin Tyr Glu Thr He Met Asp Pro His Ala Cys Lys Cys Ala 
I 45 150 155 160 

Val He Ala Val Trp Met Ala Gly Gly Leu Ser Gly Leu Leu His Thr 

165 170 175 

Gly Val Asn Phe Ser He Pro Leu Cys Gly Lys Arg He He His Gin 

180 185 190 

Phe Phe Cys Asp He Pro Gin Met Leu Lys Leu Ala Cys Ser Tyr Glu 

195 200 205 

Phe He Asn Glu He Ala Val Ala Ala Phe Thr Thr Ser Thr Ala Phe 

210 215 220 

Val Cys Leu He Ala He Val Phe Ser Tyr Thr Gin He Phe Ser Thr 
225 230 235 240 

Val Met Arg He Pro Ser Ala Asp Ser Arg Thr Lys Val Phe Ser Thr 

245 250 255 

Cys Leu Pro His Leu Phe Val Val Met Phe Phe Leu Ser Ala Ala Gly 

260 265 270 

Phe Glu Phe Leu Arg Pro Pro Ser Asp Ser Leu Ser Ala Met Asp Leu 

275 280 285 

Val Phe Ser He Phe Tyr Thr Val He Pro Pro Thr Leu Asn Pro Leu 

290 295 300 

He Tyr Ser Leu Arg Asn Glu Ala Met Lys Ala Ala Leu Arg Lys Val 
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305 310 315 320 

Leu Ser Lys Glu Glu Phe Ser Arg Arg 
325 

<210> 2379 
<211> 324 
<212> PRT 

<213> Mus musculus (M132 8574266-9-4118-8767 2921-3891) 
<220> 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 

<400>2379 

Cys Asn lie Phe Leu Leu Val Leu His Gin Val Thr Gly Met lie Asn 

15 10 15 

Ser Ser Val Ser Ser Asp Phe He Leu Val Gly Phe Ser Asp Gin Pro 

20 25 30 

Gin Leu Glu Arg Arg Leu Phe He Val Val Leu He Ser Tyr Leu Leu 

35 40 45 

Thr Leu Val Gly Asn Thr lie He He Leu He Ser Ser He Asp Ser 
i 50 * 55 60 

Lys Leu Lys Thr Pro Met Tyr Phe Phe Leu Thr His Leu Ser Phe Val 
65 70 75 80 

Asp He Cys Phe Thr Thr Ser He Val Pro Gin Leu Leu Trp Asn Leu 

85 90 95 

Lys Gly Pro Ala Lys Thr He Thr Ala Val Gly Cys Ala Val Gin Leu 

100 105 HO 

Tyr Val Ser Leu Thr Leu Gly Ser Thr Glu Cys He Leu Leu Ala Val 

115 120 125 

Met Ala Phe Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu His Tyr Val 

130 135 140 

Ala Val Met Asn Pro Gin Leu Cys Arg Ala Leu Ala Gly He Ser Trp 
145 150 155 160 

Leu Ser Gly He Gly Asn Ala Leu He Gin Gly Thr He Thr Leu Trp 

165 170 175 

Leu Pro Arg Cys Gly His Leu Trp Leu His His Phe Phe Cys Glu Val 

180 185 190 

Pro Ser Met He Lys Leu Ala Cys Val Asp He His Ala Asn Glu Val 

195 200 205 

Gin Leu Phe Val Ala Ser Leu Val Leu Leu Leu Leu Pro Leu Ala Leu 

210 215 220 

He Leu Thr Ser Tyr Gly His He Ala Lys Ala Val He Arg lie Lys 
225 230 235 240 

Ser Ser Gin Ala Trp Arg Arg Ala Leu Gly Thr Cys Gly Ser His Leu 

245 250 255 

Met Val Val Ser Leu Phe Tyr Gly Ser He Thr Ala He Tyr He Gin 

260 265 270 

Pro Asn Ser Ser Tyr Ala His Thr His Gly Lys Phe He Ser Leu Phe 

275 280 285 

Tyr Thr Val Met Thr Pro Thr Leu Asn Pro Leu He Tyr Thr Leu Arg 

290 295 300 

Asn Lys Glu Val Lys Gly Ala Leu Gly Arg Leu Phe Asn Arg Ala Ser 
305 310 315 320 

Gly Val Xaa Gin 



<210> 2380 
<211> 341 
<212> PRT 



1436 



BNSDOCIO: <WO 0127158A2_L> 



WO 01/27158 



PCT/US00/27582 



<213> Mus musculus (M133 8574277-10-1-1870 1597-577) 
<220> 

<221> VARIANT 

<222> (1) . . . (341) 

<223> Xaa = Any Amino Acid 

<400>2380 

Val Leu Leu Asn His Thr Phe lie Thr Glu Phe Leu Leu Leu Gly Val 

15 10 15 

Thr Asp lie Gin Glu Leu Asn Pro He Leu Phe Val Met Val Leu Ala 

20 25 30 

Met Tyr Phe He Asn Val Phe Gly Asn Gly Ala He Met Met He Val 

35 40 45 

He Leu Asp Ser Arg Leu Tyr Ser Pro Met Tyr Phe Phe Leu Gly Asn 

50 55 60 

Leu Ala Cys Leu Asp He Cys Phe Ser Thr Val Thr Val Pro Lys Met 
65 70 75 80 

Leu Glu Asn Phe Phe Ser Thr Ser Lys Ala He Ser Phe Leu Gly Cys 
85 90 95 

i He Thr Gin Leu His Phe Phe His Phe Leu Gly Cys Thr Asp Ala Leu 
100 105 HO 

Leu Leu Thr Val Met Ala Phe Asp Arg Phe Val Ala He Cys Arg Pro 

115 120 125 

Leu His Tyr Pro Ser He Met Asn Arg Gin Val Cys He Gin Val Ala 

130 135 140 

Ala Thr He Trp Ala He Pro Phe Leu His Ala Leu Val His Ser He 
145 150 155 160 

Leu Thr Ser Gin Leu Asn Phe Cys Gly Ser Asn Arg He His His Phe 

165 170 175 

Phe Cys Asp Val Lys Pro Leu Leu Glu Leu Ala Cys Gly Asn Thr Glu 

180 185 190 

Leu Asn Arg Trp Leu Leu Asn Thr Leu Ala Gly Thr He Gly He Gly 

195 200 205 

Leu Phe Phe Leu Thr Phe Leu Ser Tyr Phe Tyr He Val Thr Tyr Leu 

210 215 220 

Phe Leu Lys Thr His Ser Cys Ser Met Leu His Lys Ala Leu Ser Thr 
22 5 230 235 240 

Cys Ala Ser His Phe Met Val Val Met He Phe Tyr Ala Pro Val Leu 

245 250 255 

Phe He Tyr He Asn Pro Asp Ser Gly Ser Ser Leu Glu Lys Asp Arg 

260 265 270 

He He Ala Val Met Tyr Thr Val Val Thr Pro Ala Leu Asn Pro Leu 

275 280 285 

He Tyr Ala Leu Arg Asn Lys Glu Val Arg Cys Ala Leu Asn Arg Lys 

290 295 300. 

Leu Arg He Leu He Xaa Leu Gly Arg Asn Leu Val Ser Tyr Phe Val 
305 310 315 320 

He Ser Gin His Lys Gin Leu Leu Xaa Lys Ser Met Cys Glu He Ser 

325 330 335 

Xaa Phe Xaa He Cys 
340 

<210> 2381 
<211> 284 
<212> PRT 

<213> Mus musculus (M136 8574277-13-1-992 974-124) 
<220> 

<221> VARIANT 
<222> (1)...(284) 
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<223> Xaa = Any Amino Acid 
<400>2381 

Cys He Tyr He Cys Val Cys Val Cys Val Cys Val Cys Val Cys Val 

1 J 5 10 15 

Cys He Ser He Cys Thr Tyr Leu His He Xaa He His Met Cys Val 

20 25 30 

Gin Val Val He Lys Leu Lys Val Lys Xaa Val Thr Trp Lys Glu Val 

35 40 45 

Xaa Lys Met Ser Val Glu Lys Arg Thr Gin Ser Arg Gin Lys Ser Gly 

50 55 60 

Tyr Leu Ala Asn Cys Phe Leu Gin Ser Phe He Leu Gly Ser Val Asp 
65 70 75 80 

a r rt acn He Cvs Leu Leu He Val Met Val Tyr Asp His Tyr Leu Thr 

85 90 95 

He Cys His His Leu Xaa Tyr Pro Phe Leu Met Gly Pro Leu Trp Gly 

100 105 HO 

Leu Gly Phe Gly Leu Thr Thr Ser Phe Val Val Asp Glu Leu He Val 

115 120 125 

Ala Leu Met Ala Gin Leu Arg Phe Cys Val Pro Lys Gin He Asp His 

130 135 140 

Phe Tyr Tyr Asp Phe Ser Pro Leu Val Val Leu Ala Tyr Thr Asp Thr 
145 * 150 155 160 

Gly Leu Val Gin Val Thr Thr Phe Val Leu Phe Val Val Phe Leu Thr 

165 170 175 

Val Pro Phe Gly Leu Val Leu He Ser Cys Ala Gin He Ala Val Thr 

180 185 190 

Val Leu Arg Val Pro Ser Arg Thr Arg Arg Asn Lys Ala Phe Ser Thr 

195 200 205 

Cys Ser Ser His Leu Asp Glu Val Ser Thr Phe Tyr Gly Ser Leu Met 

210 215 220 

Val Trp Tyr Thr Glu Pro Ser Ala Val His Ser Gin He Leu Ser Lys 
225 230 235 240 

Val He Ala Leu Leu Tyr Thr Val Val Thr Thr He Phe Asp Pro Gly 

245 250 255 

He Tyr Thr Leu Arg Asn Gin Glu Val Gin Gin Ser Leu Arg Arg His 

260 265 270 

Leu Tyr Cys Lys Pro Thr Glu Met Xaa Pro Lys Arg 
275 280 

<210> 2382 

<211> 314 

<212> PRT 

<213> Mus musculus (M143 8574277-22-875-4053 855-1796) 



<400>2382 



Tyr 


Pro 


Met 


Gly 


He 


Leu 


Ser 


Thr 


Gly 


Asn 


Gin 


Thr 


Val 


Thr 


Glu 


Phe 


1 








5 










10 










15 




Val 


Leu 


Leu 


Gly 


Phe 


His 


Glu 


Val 


Pro 


Gly Leu 


His 


Leu 


Leu 


Phe 


Phe 








20 










25 










30 






Ser 


Val 


Phe 


Thr 


He 


Leu 


Tyr 


Ala 


Ser 


He 


He 


Thr Gly Asn Met 


Leu 






35 










40 










45 








He 


Ala 


Val 


val 


Val 


Val 


Ser 


Ser 


Gin Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 




50 










55 










60 










Phe 


Phe 


Leu 


Val 


Asn 


Leu 


Ser 


Phe 


He 


Glu 


He 


Val 


Tyr 


Thr 


Ser 


Thr 


65 










70 










75 










80 


Val 


Val 


Pro 


Lys 


Met 


Leu 


Glu 


Gly 


Phe 


Leu 


Gin 


Glu 


Ala 


Thr 


He 


Ser 








85 










90 










95 




Val 


Ala 


Gly 


Cys 


Leu 


Leu 


Gin 


Phe 


Phe 


Val 


Phe 


Gly 


Ser 


Leu 


Ala 


Thr 






100 










105 










110 




Ala 


Asp 


Glu 


Cys 


Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Leu 
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115 120 125 

lie Cys His Pro Leu Arg Tyr Pro His Leu Met Gly Pro Gin Trp Cvs 

130 135 140 

Leu Gly Leu Val Leu Thr Val Trp Leu Ser Gly Phe Met Val Asp Gly 
145 150 155 160 

Leu Val Val Ala Leu Met Ala Gin Leu Arg Phe Cys Gly Pro Asn Leu 

165 170 ~ 175 

Val Asp His Phe Tyr Cys Asp Phe Ser Pro Leu Met Val Leu Ala Cys 

180 185 190 

Ser Asp Thr Gin Val Ala Gin Val Thr Thr Phe Val Leu Ser Val Val 

195 200 205 

Phe Leu Thr Val Pro Phe Gly Leu Val Leu He Ser Tyr Ala Gin He 

210 215 220 

Val Val Thr Val Leu Arg Val Pro Ser Gly Thr Arg Arg Thr Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Ala Val Val Ser Thr Phe Tyr Gly 

245 250 255 

Thr Leu Met Val Leu Tyr He Val Pro Ser Ala Val His Ser Gin Leu 

260 265 270 

Leu Ser Lys Val He Ala Leu Leu Tyr Thr Val Val Thr Pro He Phe 

275 280 285 

Asn Pro Val He Tyr Thr Leu Arg Asn Gin Glu Val Gin Gin Ala Leu 

290 295 300 

Arg Arg Leu Leu Tyr Cys Lys Pro Thr Glu 
305 310 

<210> 2383 
<211> 107 
<212> PRT 

<213> Mus musculus (M144 8574277-30-676-1123 424-104) 
<220> 

<221> VARIANT 

<222> (1) (107) 

<223> Xaa = Any Amino Acid 

<400>2383 

Ser Gly Val Leu Gly Asn Lys Leu Ser Leu Cys Leu Xaa Val Xaa Arg 

15 io 15 

Val Phe Phe Ser Cys Gly Xaa Val Pro Ser Ala Gin Gly Lys Arg Lys 

20 25 30 

Ser Leu Ala Thr Cys Ser Ser His Leu Ser Val Val Leu Leu Phe Tyr 

35 40 45 

Ser Thr Val Phe Ala Thr Tyr Leu Lys Pro Pro Ser Thr Ser His Ser 

50 55 60 

Ser Ala Glu Val Val Ala Ala Val Met Tyr Thr Leu Val Thr Pro Thr 
65 70 75 80 

Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Val Lys Ser Ser 

85 90 95 

Leu Arg Lys He Leu Asn Met Asp Lys Phe Gin 
100 105 

<210> 2384 
<211> 232 
<212> PRT 

<213> Mus musculus (M148 8574277-5-2944-4486 2-698) 
<220> 

<221> VARIANT 

<222> (1) . . . (232) 

<223> Xaa = Any Amino Acid 
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Lys°Ser 8 Leu Ala Thr Leu Ala Gly Cys Leu Leu Gin Phe Leu Thr Phe 

1 5 10 15 

Thr Ser Leu Asp Ala Asp Glu Tyr Phe Leu Leu Thr Leu Met Ala His 

20 25 30 

Asp His Cys Leu Ala lie Phe Tyr Ser Leu Xaa Tyr Pro Arg Leu Met 

35 40 45 

Arg Pro Gin Trp Cys Leu Gly Leu Val He lie Val Trp Leu Ser Gly 

50 55 60 

Phe Met Glu Ala Gly Leu Val Val Ala Leu Thr Ala Gin Leu Arg Phe 
65 70 75 80 

Cys Gly Pro Asn Leu lie Asp His Phe Tyr Cys Asp Phe Ser Pro Leu 

85 90 £5 

Met He Leu Ala Cys Ser Asp Thr Xaa Val Ala Gin Met Tnr rnr *-ne 

100 105 11° 

Val Leu Phe Val Val Phe Leu Pro Val Leu Ser Gly Leu He Leu Met 

115 120 125 

Ser Tyr Ala Gin Phe Val Val He Val Leu Arg He Pro Ser Gly Ala 

130 135 140 

Arg Arg Thr Lys Ala Phe Phe Thr Cys Ser Ser His Leu Ala Met Met 
,145 150 I 55 160 

Phe Thr Phe Tyr Gly Ser Leu Met Val Trp Tyr Thr Ala Pro Ser Ala 

165 170 175 

Val Leu Ser Leu Gin Leu Leu Ser Lys Val He Ala Leu Leu Tyr Thr 

180 185 190 

Val Phe Ala Pro He Phe Asn Ser Val He Tyr Thr Leu Arg Asn Leu 

195 200 . 205 

Asp Met Gin Lys Ala Leu Arg Arg Leu Leu Tyr Cys Lys Ser Thr Glu 

210 215 220 

Met Xaa Pro Lys Lys Glu Gly Ser 
225 230 

<210> 2385 
<211> 326 
< 2 1 2 > PRT 

<213> Mus musculus (M149 8574277-6-4252-5644 1059-82) 
<220> 

<221> VARIANT 

<222> (1) . . . (326) 

<223> Xaa - Any Amino Acid 

<400>2385 m _ M . 

,i <r>*r Pro Tie Ser Ser Xaa Asn Thr Arg Pro Thr Met 

10 i5 
He -Leu Leu Gly Leu Ser Ser Asp 
25 30 
Ser lie Phe Leu Val Leu Tyr Leu 
45 

Leu Leu Leu Ala lie Gly Thr Asp 
60 

Phe Phe Leu Ser Gin Leu Ser Leu 

75 80 
Thr Ala Pro Lys Met Leu Glu Ala 

90 95 
Ser Phe Ser Gly Cys Leu Thr Glr 
105 HO 
Asp Met Asp Asn Leu Leu Leu Ala 
125 



Tyr 


He 


Val 


Phe 


Thr 
5 


Pro 


lie 


Ser 


1 
Asn 


Cys 


Ser 


Gin 


Ala 


Pro 


Thr 


Phe 








20 










Ala 


Glu 


Lys 


Trp 


Gin 


Pro 


Leu 


Phe 






35 










40 


Leu 


Gly 


Leu 


Leu Gly 


Asn 


Leu 


Leu 




50 










55 




Val 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


65 










70 






Val 


Asp 


Leu 


Cys 


Phe 


lie 


Thr 


Thr 










85 








Leu 


Trp 


Thr Gly Asp 


Gly 


Ser 


He 








100 










Leu 


Tyr 


Phe 


Phe 


Ala 


Val 


Phe 


Ala 




115 










120 


Val 


Met 


Ala 


He 


Asp 


Arg 


Tyr 


Ala 
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130 135 140 

Pro Leu Leu Met Thr Pro Cys Arg Cys Arg Val Leu Val Ser Gly Ser 
5 150 155 160 

Trp Gly Val Ala His Cys Val Ser Leu Thr His Thr Leu Leu Phe Ser 

165 170 175 

Lys Leu Tyr Phe His Asn Asn Gin Glu He Pro His Phe Phe Cys Asp 

180 185 190 

Phe Gly Pro Leu Leu Leu Leu Ser Cys Ser Asp Thr Tyr Leu Asn Glu 

195 200 205 

Ser Leu Met Met Ala Leu Ser Gly Leu Leu Ala He Ser Ala Phe Leu 

210 215 2 20 

Cys He Val Ser Ser Tyr Gly Cys He Phe Tyr Ala Val Ala Lys Val 

t 230 2 35 240 

Pro Ser Ala Gin Gly Lys Arg Lys Ala Leu Ala Thr Cys Ser Ser His 

245 250 255 

Leu Ser Val Val Leu Leu Phe Tyr Ser Thr Val Phe Ala Thr Tyr Leu 

2S0 265 27Q 

Lys Pro Pro Ser Ser Ser His Ser Ser Gin Glu Val Val Ala Ala Val 

275 280 285 

Met Tyr Thr Leu Val Thr Pro Thr Leu Asn Pro Phe He Tyr Ser Leu 
1 290 295 300 

Arg Asn Lys Asp Val Lys Ser Ser Leu Arg Arg He Leu Asn Met Val 

305 310 315 320 

Lys Ser Gin Asp Xaa Gly 

325 

<210> 2386 
<211> 321 
<212> PRT 

<213> Mus musculus (M152 8574277-7-18987-20418 1032-73) 
<220> 

<221> VARIANT 

<222> (1)...(321) 

<223> Xaa = Any Amino Acid 

<400>2386 

Cys Gly Leu Ser Cys Ser Gin Arg Ser Arg Arg Asn Val Leu He Ser 

5 1° 15 

Leu Xaa Xaa Leu Asn Phe Phe Leu Met Gly Phe Ser Arg Lys Leu Glu 

20 25 30 

Val Glu His Asn Phe He Leu Ala Leu Gly Leu Val He Leu He Ala 

35 40 45 

Asn Val Phe He lie Ala Ala He Ser Leu Glu Tyr His Leu Cys Ser 

Leu Arg Hxs Phe Leu Leu Glu Gin Leu Phe Cys Leu Asp Leu Cys Tyr 

70 75 80 

He Ser Met He Val Leu Ser Thr He Lys Ser He Cys Arg Ser Phe 

85 90 95 

Met Tyr Ser Ala Tyr He Ser Leu He Glu Cys Thr Leu Gin Gly Phe 

100 105 no 

Ala Phe Thr Leu Cys Ser Tyr Thr Ser Met Ala He Leu Thr Val Met 

H5 120 125 

Ser Cys His Cys Tyr Val He Met Cys Tyr Lys Val He He Ser Val 
o 130 135 140 

Ser Leu Cys Met His Lys Val Leu Ala Val Trp Ala Ser Gly Cys Gly 

150 155 160 

He Asn Phe Gly Val Met His Thr Ala Val Asn Phe Ser He Ser Leu 

I 65 170 175 

Cys Gly Ala Ser Val He His Xaa Phe Cys Asn Val Leu Leu Val Leu 
180 185 190 
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Lys 


Leu 


Ser 


Cys 


Ser 


Asn 


Asp 


Cys 




195 












Phe 


Pro 


Thr 


Cys 


Arg 


His 


Phe 


lie 




210 










215 




He 


Leu 


Ser 


Pro 


Glu 


Leu 


Arg 


Met 


225 










230 




His 


Val 


Phe 


Ser 


Thr 


Cys 


Leu 


Cys 










245 








Pro 


Thr 


Gly 


Val 


Phe 


Glu 


Phe 


Leu 








260 










Xaa 


He 


Leu 


His 


Xaa 


Thr 


Leu 


Phe 






275 










280 


Ser 


Thr 


Leu 


Asn 


Pro 


Glu 


He 


Asn 




290 










295 




His 


His 


Ser 


Lys 


Glu 


Asn 


Val 


Ser 



305 310 
Leu 



VaJ. 


Ser 


Glu 


Leu 


Ser 
205 


He 


He 


Gly 


Car 


He 


Ser 


Phe 
220 


Ala 


Tyr 


Glu 


His 


Pro 


Ser 


val 

235 


Lys 


Glv 


Arg 


Thr 


Arg 
240 


Tin 

lie 


Ser 
250 


Val 


Val 


He 


Leu 


Phe 
255 


He 


Asn 


Pro 


His 


Ser 


Lys 


Ser 


Pro 


Thr 


265 










270 






Leu 


Val 


Phe 


His 


Thr 
285 


Phe 


Leu 


Ser 


Ser 


Leu Arg 


Asn 


Glu 


Ala 


Thr 


Glu 








300 










Leu 


Phe 


He 
315 


Ser 


Thr 


He 


Ser 


Ser 
320 



<210> 2387 
<211> 327 
< oi5> PRT 

<213> Mus musculus (M154 8575572-1-103679-105172 492-1471) 
<220> 

<221> VARIANT 

<222> (1)...(327) 

<223> Xaa = Any Amino Acid 

Sis°Xaa 8 Met Gly Ala Leu Asn Gin Thr Arg Val Thr Glu Phe lie. Phe 

1 5 10 15 

Leu Gly Leu Thr Asp Asn Trp Val Leu Glu He Leu Phe Phe Val Pro 

20 25 30 

Phe Thr Val Thr Tyr Met Leu Thr Leu Leu Gly Asn Phe Leu He Val 

35 40 45 

Val Thr He Val Phe Thr Pro Arg Leu His Asn Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Ser Phe He Asp He Cys His Ser Ser Val Thr Val 

65 70 75 80 

Pro Lys Met Leu Glu Gly Leu Leu Leu Glu Arg Lys Thr He Ser Phe 

85 9° 95 

Asp Asn Cys He Ala Gin Leu Phe Phe Leu His Leu Phe Ala Cys Ser 

100 105 I 10 

Glu He Phe Leu Leu Thr He Met Ala Tyr Asp Arg Tyr Val Ala He 

115 120 125 

Cys He Pro Leu His Tyr Ser Asn Val Met Asn Met Lys Val Cys Val 

130 135 i40 

Gin Leu Val Phe Ala Leu Trp Leu Gly Gly Thr He His Ser Leu Val 
145 150 155 160 

Gin Thr Phe Leu Thr He Arg Leu Pro Tyr Cys Gly Pro Asn He He 

165 170 I 75 

Asp Ser Tyr Phe Cys Asp Val Pro Pro Val He Lys Leu Ala Cys Thr 

180 185 190 

Asp Thr Tyr Leu Thr Gly He Leu He Val Ser Asn Ser Gly Thr He 

195 200 205 

Ser Leu Val Cys Phe Leu Ala Leu Val Thr Ser Tyr Thr Val He Leu 

210 215 220 

Phe Ser Leu Arg Lys Lys Ser Ala Glu Gly Arg Arg Lys Ala Leu Ser 
225 230 235 240 

Thr Cys Ser Ala His Phe Met Val Val Thr Leu Phe Phe Gly Pro Cys 
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245 250 255 

He Phe Leu Tyr Thr Arg Pro Asp Ser Ser Phe Ser lie Asp Lys Val 

260 265 270 

Val Ser Val Phe Tyr Thr Val Val Thr Pro Leu Leu Asn Pro Leu He 

275 280 285 

Tyr Thr Leu Arg Asn Glu Glu Val Lys Thr Ala Met Lys His Leu Arg 

290 295 300 

Gin Arg Arg He Cys Ser Xaa Asn His Val Cys Val Trp Leu Val Xaa 
305 310 315 320 

Cys Cys Asp Asn Ser His Gly 
325 

<210> 2388 
<211> 330 
<212> PRT 

<213> Mus musculus (M157 8575572-1-144835-147600 2426-1439) 
<220> 

<221> VARIANT 

<222> (1) . . . (330) 

<223> Xaa = Any Amino Acid 

<400>2388 

Met Glu Lys Ala Val Leu He Asn Gin Thr Ser Val Met Ser Phe Arg 

1 5 10 15 

Leu Thr Gly Leu Ser Thr Asn Pro Lys Val Gin Met Ala He Phe Phe 

20 25 30 

He Phe Leu He Phe Tyr Val Leu Thr Leu Val Gly Asn He Leu He 

35 40 45 

Val Val Thr He He His Asp His Arg Leu His Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Ser Asn Leu Ser Phe He Asp Val Cys His Ser Thr Val Thr 
65 70 75 80 

Val Pro Lys Met Leu Ser Asp Thr Phe Ser Glu Glu Lys Leu lie Ser 

85 90 95 

Phe Asp Asp Cys Val Val Gin He Phe Phe Leu His Leu Phe Ala Cys 

100 105 110 

Thr Glu He Phe Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala 

115 120 125 

He Cys Lys Pro Leu Arg Tyr Met Thr He Met Asn Trp Lys Val Cys 

130 135 140 

Met Val Leu Gly Gly Ala Met Trp Thr Ala Gly Thr He His Ser He 
145 150 155 160 

Ser Phe Thr Ser Leu Thr He Lys Leu Pro Tyr Cys Gly Pro Asn Glu 

165 170 175 

Leu Asp Ser Phe Phe Cys Asp Val Pro Gin Val He Glu Leu Ala Cys 

180 185 190 

Thr Asp Thr Arg He Thr Glu He Leu Val Val Ser Asn Ser Gly Met 

. 195 200 205 

He Ser Met Val Cys Phe Val He He Val Val Ser Tyr Ala Val He 

210 215 220 

Leu Val Ser Leu Arg Gin Gin He Ser Asp Gly Lys Arg Lys Ala Leu 
225 230 235 240 

Ser Thr Cys Ala Ala His Leu Thr Val Val Thr Leu Phe Leu Gly His 

245 250 255 

Cys He Phe He Tyr Ser Arg Pro Ala He Ser Leu Pro Glu Asp Lys 

260 265 270 

He Val Ser Ala Phe Phe Thr Ala He Thr Pro Leu Leu Asn Pro He 

275 280 285 

He Tyr Thr Phe Arg Asn Glu Asp Met Lys Ser Ala Leu Lys Lys Leu 
290 295 300 
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lie Arg Arg Lys Glu Gly Lys Glu Lys Xaa Lys Cys lie Ser Ser Leu 
305 " " 310 315 320 

Gly Phe Leu Val He Xaa He Lys Glu Ala 
325 330 

<210> 2389 
<211> 331 
<212> PRT 

<213> Mus musculus (M158 8575572-1-18114-22131 1498-507) 
<220> 

<221> VARIANT 

<222> (1)...(331) 

<223> Xaa = Any Amino Acid 

<400>2389 

Cys Leu Ser Ala Ser Leu Asp He Ser Lys Met Glu Arg He Asn Tyr 

15 10 15 

Thr Val Leu Thr Glu Phe He Leu Thr Gly Val Pro His Pro Pro Arg 

20 25 30 

Leu Arg Thr Phe Leu Phe Val Phe Phe Leu Leu He Tyr He Leu Thr 

35 40 45 

Gin Leu Gly Asn Ala Leu He Leu He Thr Val Cys Ala Asp Thr Gin 

50 55 60 

Leu His Ala Arg Pro Met Tyr He Phe Leu Gly Ala Leu Ser Val He 
65 70 75 80 

Asp Met Gly He Ser Thr He He Val Pro Arg Leu Met Met Asn Phe 

85 90 95 

Thr Pro Gly He Lys Pro He Pro Phe Gly Gly Cys Val Ala Gin Leu 

100 105 HO 

Tyr Phe Tyr His Phe Leu Gly Ser Ser Gin Cys Phe Leu Tyr Thr Thr 

115 120 125 

Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Gin Pro Leu Arg Tyr Pro 

130 135 140 

Val Leu Met Ser Ala Lys Leu Ser He Leu Leu Val Ala Gly Ala Trp 
145 150 155 160 

Val Ala Gly Ser He His Gly Ala He Gin Ala He Leu Thr Phe Arg 

165 170 175 

Leu Pro Tyr Cys Gly Pro Asn Gin Val Asp Tyr Phe Phe Cys Asp He 

180 185 190 

Pro Ala Val Leu Lys Leu Ala Cys Ala Asp Thr Thr Val Asn Glu Leu 

195 200 205 

Val Thr Phe Val Asp He Gly Val Val Val Ala Ser Cys Phe Ser Leu 

210 215 220 

He Leu Leu Ser Tyr He Tyr He He Arg Ala He Leu Arg He Arg 
225 230 235 240 

Thr Ala Asp Gly Arg Arg Arg Ala Phe Ser Thr Cys Gly Ala His Val 

245 250 255 

Thr He Val Thr Val Tyr Tyr Val Pro Cys Ala Phe He Tyr Leu Arg 

260 265 270 

Pro Asp Ser His Ser He Leu Asp Gly Ala Ala Ala Leu Phe Pro Thr 

275 280 285 

Ala He Thr Pro Phe Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Gin 

290 295 300 

Glu Val Lys Leu Ala Leu Arg Arg Met Val Gly Ser Gin Ser Thr Lys 
305 310 315 320 

Ser Glu Val Xaa Ala Pro Leu Leu Phe Xaa Gly 
325 330 

<210> 2390 
<211> 324 
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<212> PRT 

<213> Mus musculus (M160 8575572-1-54180-57203 1450-479) 
<220> 

<221> VARIANT 

<222> (1)...{324) 

<223> Xaa = Any Amino Acid 

<400>2390 

He Leu Thr Asp Xaa Asp Met Arg Arg Thr Arg Asn Thr Ser Leu Asp 

* 5 io 15 

Ala Val Val Thr Asp Phe Leu Leu Leu Gly Leu Ala His Pro Pro Asn 

20 25 30 

Leu Arg Ala Phe Leu Phe Leu Val Phe Phe Leu He Tyr He Leu Thr 

35 40 45 

Gin Leu Gly Asn Leu Leu He Leu Leu Thr Val Trp Ala Asp Pro Lys 

50 55 60 

Leu His Ala Arg Pro Met Tyr He Leu Leu Gly Val Leu Ser Phe Leu 
65 70 75 80 

Asp Met Trp Leu Ser Ser Val He Val Pro Arg Leu He Leu Asn Phe 

85 90 95 

Thr Pro Ala Ser Lys Ala lie Pro Phe Gly Gly Cys Val Ala Gin Leu 

100 105 no 

Tyr Phe Phe His Phe Leu Gly Ser Thr Gin Cys Phe Leu Tyr Thr Leu 

H5 120 125 . 

Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Gin Pro Leu Arg Tyr Pro 

130 135 140 

Val Leu Met Asn Gly Lys Leu Cys Thr He Leu Val Ser Gly Ala Trp 
145 150 155 160 

Val Ala Gly Ser He His Gly Ser He Gin Thr Thr Leu Thr Phe Arg 

165 170 175 

Leu Pro Tyr Cys Gly Pro Asn Gin He Asp Tyr Phe He Cys Asp He 

180 185 190 

Pro Ala Val Leu Arg Leu Ala Cys Ala Asp Thr Thr Val Asn Glu Leu 

195 200 205 

Val Thr Phe Val Asp He Gly Val Val Ala Ala Ser Cys Phe Met Leu 

210 215 220 

He Leu Leu Ser Tyr Ala Asn He Val His Ala He Leu Lys He Arg 
22 5 230 235 240 

Thr Ala Asp Gly Arg Lys Arg Ala Phe Ser Thr Cys Gly Ser His Leu 

245 250 255 

Thr Val Val Thr Val Tyr Tyr Val Pro Cys He Phe He Tyr Leu Arg 

260 265 270 

Ala Gly Ser Lys Ser Pro Phe Asp Gly Ala Val Ala Val Phe Tyr Thr 

275 280 285 

Val Val Thr Pro Leu Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Gin 

290 295 300 

Glu Val Lys Ser Ala Leu Lys Arg Leu Thr Ala Gly Arg Arg Asp Val 
305 . 310 315 320 

Gly Gly Glu Lys 



<210> 2391 
<211> 329 
<212> PRT 

<213> Mus musculus (M162 8576192-11-46369-50310 3151-2165) 
<220> 

<221> VARIANT 

<222> (1)...(329) 

<223> Xaa = Any Amino Acid 
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<400>2391 

Phe Ser Xaa Ser His Tyr Arg Gin Asn Met Thr Gly Asn Asn Gin Thr 

1 5 10 15 

Leu lie Ser Lys Phe Leu Leu Leu Gly Leu Pro lie Leu Ser Glu Tyr 

20 25 30 

His Phe Leu Phe Tyr Ala Leu Phe Leu Ala Met Tyr Leu Thr Thr He 

35 40 45 

Leu Gly Asn Leu Leu He He Ala Leu Val Arg Leu Asp Ser His Leu 

50 55 60 

His Thr Pro Met Tyr Leu Phe Leu Ser Asn Leu Ser Phe Ser Asp Leu 
65 70 75 80 

Cys Phe Ser Ser Val Thr He Pro Lys Leu Leu Gin Asn Met Gin Ser 

85 90 95 

Gin Val Pro Ser He Ser Tyr Val Gly Cys Leu Thr Gin Leu Tyr Fhe 

100 105 HO 

Phe Met Val Phe Gly Asp Met Glu Ser Phe Leu Leu Val Val Met Ala 

115 120 * 125 

Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Leu His Tyr Thr Ser He 

130 135 140 

Met Ser Thr Lys Phe Cys Thr Ser Leu Val Leu Leu Leu Trp Met Leu 
145 150 155 160 

! Thr Thr Ser Asn Ala Leu Met His Thr Leu Leu Met Ala Arg Leu Ser 
165 170 175 

Phe Cys Glu Lys Asn Val He Leu Arg Phe Phe Cys Asp He Ser Ala 

180 185 190 

Leu Leu Lys Leu Ser Cys Ser Asp Thr Phe Val Asn Glu Leu Met He 

195 200 . 205 

Phe He Met Gly Gly He He He He He Pro Phe Leu Leu He Val 

210 215 220 

Met Ser Tyr Val Arg He Phe Phe Ser He Leu Lys Val Pro Ser Thr 
225 230 235 240 

Gin Gly He His Lys Val Phe Ser Thr Cys Gly Ser His Leu Ser Val 

245 250 255 

Val Ser Leu Phe Tyr Gly Thr He He Gly Leu Tyr Leu Cys Pro Ser 

260 265 270 

Ser Asn Asn Ser Thr Val Lys Glu Ser Ala Met Ala Met Met Tyr Thr 

275 280 285 

Val Val Thr Pro Met Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Arg 

290 295 300 

Asp Met Lys Arg Ala Leu He Arg Val He Cys Ser Lys Lys He Ser 
305 310 315 320 

Leu Xaa Trp Lys Tyr Phe Arg Met He 
325 

<210> 2392 
<211> 275 
<212> PRT 

<213>,Mus rausculus (M163 8576192-5-7971-9031 1060-236) 
<220> 

<221> VARIANT 

<222> (1) . . . (275) 

<223> Xaa = Any Amino Acid 

<400>2392 

He He He Leu He He Leu Asp Phe His Leu His Thr Pro He Tyr 

15 10 15 

Leu Phe Leu Ser Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val 

20 25 30 

Thr Met Pro Lys Leu Leu Gin Asn Met Gin Ser Gin Asp Thr Thr He 
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35 40 45 

Ser Tyr Val Gly Cys Leu Thr Gin Met Tyr Phe Pro Asn Val Phe Ala 

M 55 60 

Asn Leu Glu Asn Phe Leu Leu Met Phe Met Ala Tyr Asp Arg Tyr Val 

70 75 ft 

Ala He Cys Tyr Pro Leu Arg Tyr Thr Ser He Met Ser Pro lie Leu 

85 90 95 

Cys Val Cys Met Val Phe Met Ser Trp Leu Leu Thr Met Leu Asn Ser 

100 ios no 

Thr Leu His Thr Val Leu He Val Lys Leu Ser Phe Cys Glu Asp Asn 

115 120 125 

Val lie Pro His Phe Phe Cys Asp He Ser Ala Val Leu Lys Leu Ala 

130 135 140 

Cys Ser Asp He Tyr He Asn Glu Leu Thr He Phe He Thr Gly Ala 

150 155 160 

Phe He He Val He Pro Phe Leu Leu He Val Val Ser Tyr Val Gin 

165 170 175 

He Val Cys Ser He Leu Lys Phe Ser Ser Thr Arg Gly He Ala Lys 
180 185 190 

Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr 
! 195 200 205 

Gly Thr He He Gly Leu Tyr Leu Cys Pro Ser Thr Asn Asn Ser Thr 

215 220 
Val Lys Asp Thr Ala Met Ala Met Met Tyr Thr Val Val Thr Pro Met 

230 23 5 o 

Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Glu A Ja 



245 250 7SS 

Leu He Arg Val Leu Cys Lys Lys Glu He Ser Leu Xaa Trp Gin Tyr 

260 265 270 

Leu His Leu u 

275 

<210> 2393 
<211> 327 
<212> PRT 

<213> Mus musculus (M165 8576192-7-12279-14147 678-1658) 
<220> 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 

<400>2393 

Trp Arg He Arg Met He He Asn Asn Gin Thr Ala He Pro Gin Phe 

* 5 10 15 

He Leu Leu Gly Leu Pro lie Leu Pro Glu Gin Gin Gin Met Phe Tyr 

20 25 30 

Ala Leu Phe Leu Ala Met Tyr Leu Thr Thr Val Leu Gly Asn Leu He 

40 45 

He lie He Leu He Arg Leu Asp Ser His Leu His Thr Pro Met Tyr 
bo 55 6Q 



Leu Phe Leu Ser Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val 

70 75 
Thr Met Pro Lys Leu Leu Gin Asn He Gin Ser Gin Asp Pro Ser He 

85 90 95 

Ser Tyr Ala Gly Cys Leu Thr Gin Met Tyr Phe Phe Met Val Phe Ala 

100 105 no 

Asn Thr Glu Asn Val Leu Leu Val Val Met Ala Tyr Asp Arg Tyr Val 

US 120 125 

Ala He Cys Phe Pro Leu His Tyr Thr Ser He Met Ser Pro Lys Leu 
130 135 140 
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Cys Val Ser Leu Val Val Leu Thr Trp Val Phe Thr Val Leu Tyr Ser 
145 150 155 160 

Met Leu His Thr Leu Leu Leu Ala Arg Leu Ser Phe Cys Glu Asp Asn 

165 170 "5 

Val lie Thr His Phe Phe Cys Asp He Ser Ala Leu Leu Lys Leu Ala 

180 185 190 

Cys Ser Asp Thr Tyr He Asn Glu Leu Met He Phe He Leu Gly Thr 

195 200 205 

Leu Asp Thr Val Val Pro Phe Leu Leu He Val Val Ser Tyr Val Gin 

210 215 220 

He Val Cys Ser He Leu Lys Phe Ser Thr Lys Gin Gly He Ala Lys 

225 230 235 

Val Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr 

245 25 0 25 5 

Glv Thr He He Gly Val Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr 

260 2 65 27 0 

Val Lys Glu He Val Met Ala Leu Met Tyr Thr Val Val Thr Pro Met 

275 280 285 

Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Arg Asp He Lys Glu Ala 

290 2 ^5 300 

Leu He Arg Val Leu Cys Lys Lys Gin He Pro Leu Xaa Cys Leu Tyr 

305 310 315 320 

Trp Asn Phe Xaa He Xaa He 
325 

<210> 2394 
<211> 316 
< 2 1 2 > PRT 

<213> Mus musculus (M166 8576192-8-1-1469 247-1198) 
<400>2394 

Arg Gly Arg Met Val Met Asn Asn Gin Thr Val He Ser Gin Leu Leu 

1 5 1° 

Leu Val Gly Leu His He Pro Pro Asp His Gin Gin Gly Phe Tyr Thr 

20 2 5 30 

Leu Phe Leu Ala Met Tyr Leu Thr Thr He Leu Gly Asn Leu He He 

35 40 45 

lie Pro Leu He He Met Asp Ser Pro Phe Pro Thr His Pro Met Tyr 

50 55 60 

Leu Phe Leu He Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val 
65 70 75 80 

Thr Val Pro Lys Leu Leu Gin Asn Met Gin Ser Gin Asp Thr Ser He 

85 90 , 

Ser Tyr Ala Gly Cys Leu Thr Gin Met Tyr Phe Leu Met Val Phe Gly 

100 105 I 10 

Asp Met Glu Ser Phe Leu Leu Val Val Met Ala Tyr Asp Arg Tyr Val 

115 120 i25 

Ala He Cys Phe Pro Leu His Tyr Thr Ser Thr Met Ser Pro Lys Phe 

130 155 140 

Cys Val Cys Val Gly Ala Leu Ser Trp Val Phe Thr He Met Tyr Ser 

Met Val His Thr Leu Leu Leu Ser Arg Leu Ser Phe Cys Glu Asp Asn 

165 170 175 

Val He Pro His Phe Phe Cys Asp Leu Ser Ala Leu Leu Lys Leu Ala 

180 185 190 

Cys Ser Asp He Phe He Asn Glu Leu Met He Phe He Leu Gly Gly 

195 200 2 05 

Pro Val Val Ala He Pro Phe Leu Leu He Val Val Ser Tyr Val Arg 

210 2 15 220 

lie Val Ser Ser He Leu Lys Val Ser Ser Ser Gin Gly He Hxs Lys 

225 23 0 235 240 
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He Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr 

245 250 255 

Gly Thr He He Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr 

260 265 270 

Val Lys Lys He Ala Met Ala Met Met Tyr Thr Val Val Thr Pro Met 

275 280 285 

Leu Asn Pro Phe He Tyr Ser Leu Arg Ser Arg Asp Met Lys Glu Ala 

290 295 300 

Leu He Arg Val Leu Cys Lys Lys Lys He Ser Leu 
305 310 315 

<210> 2395 
<211> 244 
<212> PRT 

<213> Mus musculus (M167 8576192-8-6530-9303 730-2) 
<220> 

<221> VARIANT 

<222> (1)...(244) 

<223> Xaa = Any Amino Acid 

<400>2395 

Tyr Leu Ser Arg Gly Leu Pro Ser Phe Glu Gly Leu Thr Gin Ala Xaa 

5 10 15 

Leu Asn Thr Xaa Ser Asn His His He Pro Thr He Val His Arg Thr 

20 25 30 

He Asp Asp He Cys Asn Ser Phe Xaa Cys Leu Phe Phe Ala Leu Gly 
35 40 45 y 

Ser Asn Pro Leu Phe Gin Met Ser Gin Lys Tyr Cys He Xaa Xaa Tyr 

50 55 60 

He Gly Asn Leu His Ser Lys Gly He Tyr He Phe Asn Gly Leu Thr 

70 75 
Ser He Arg Leu Leu Gin He He Leu Thr Phe Leu Ser Met Lys Ala 

85 90 95 

Leu Cys Ser Ser Pro Lys Phe Ser Asn He Leu Ser Cys Ser Ser Ala 

100 105 no 

Leu Leu Leu He Lys Ser Lys Ser Phe Val Ser Asn Xaa Tyr His Leu 

H5 120 125 

Thr His He Glu Cys Xaa Leu Tyr Ser Leu Asn Ser He Leu His Arg 
^ 130 135 140 

Tyr Tyr Ala Leu Val Met Lys Cys Ser Gin Asn Ser Tyr He Glu Ser 

150 155 16Q 

Leu Val Leu Asp Ala Met Phe Arg Gly Gly Ser Gly Arg His Gly Gly 

165 170 175 

Val Phe Lys Thr Leu Thr His Gin Leu Ser Pro Leu He Pro Lys Val 

180 185 i9o 

Xaa Ser Ser Met Gly He His Lys Ala Phe Ser Thr Ser Gly Ser Asp 

195 200 205 

Arg Asp Leu Ser Met Val Ser Val Tyr Tyr Gly Lys Val He Asp Leu 

. 215 220 

Phe Leu Ser Pro Ser Ser Asn Met Asn Thr Met Lys Glu Thr He He 



225 230 
Ser Val Met Tyr 



235 240 



<210> 2396 
<211> 338 
<212> PRT 

<213> Mus musculus (M168 8576195-11-1440-4165 2456-1443) 
<220> 
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<221> VARIANT 

<222> (1) . . . (338) 

<223> Xaa = Any Amino Acid 

£is°xaa 9 Xaa His Phe He Leu Ser Leu Leu Gin Met Lys Val Met Lys 

1 5 10 15 

Gin Met Val Thr Glu Ser Asn Ser Ser Val Thr Glu Phe He Leu Met 

20 25 30 

Gly Leu Thr Val Gin Lys Glu Leu Gin Leu Pro Leu Phe He Leu Phe 

35 40 45 

Leu Leu Asn Tyr Thr Ala Thr Val Val Gly Asn Leu Ser Leu Met Asn 

50 55 60 

T rv,o Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe He 

el J ~ " 70 75 80 

Phe Asn Leu Ser Cys He Asp Phe Cys Tyr Ser Phe Val Ser Asn Pro 

85 90 95 

Thr Met Leu Arg Ser Phe Val Thr Glu Gin Asn Thr He Ser Tyr Glu 

100 105 HO 

Gly Cys Met Ser Gin Leu Phe Phe Phe Cys Phe Phe Val Asn Ser Glu 

115 120 125 

Cys Tyr Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
! 130 135 140 

His Pro Leu Lys Tyr Thr Thr Val Met Ser Pro Lys He Cys Cys Leu 
145 150 155 160 

Leu Val Phe Gly Ser Tyr Leu Met Gly Phe Ala Gly Ala Leu Thr His 

165 170 175 

Thr Gly Phe Met He Arg Leu Ser Phe Cys Asn Ser Asn He He Asn 

180 185 190 

His Tyr Met Cys Asp He Phe Pro Leu Leu Gin Leu Ser Cys Thr Ser 

195 ~ 200 205 

Thr Tyr Val Asn Glu Leu Val Ser Ser Ala Val Val Gly Thr He He 

210 215 220 

He Leu Ser Ser He He He Leu Val Ser Tyr Ala Met He Leu Ser 
225 230 235 240 

Asn He Leu His Met Ser Ser Ser Lys Gly Trp Ser Lys Ala Leu Gly 

245 250 255 

Thr Cys Gly Ser His He He Thr Val Ser Leu Phe Tyr Gly Ser Gly 

260 265 270 

Leu Leu Ala Tyr He Lys Pro Thr Ser Ala Glu Thr Val Asp Gin Gly 

275 280 285 

Lys Phe Leu Ser He Phe Tyr Thr Leu Val Val Pro Met Leu Asn Pro 

290 295 300 

Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Leu Lys Arg 
3 05 310 315 320 

Thr Met Lys Arg Val Thr Thr Xaa Met Asn Ser Cys Ala Phe He Val 
325 330 335 

Leu Pro 



<210> 2397 
<211> 340 
<212> PRT 

<213> Mus musculus (M169 8576195-13-2329-4897 1250-2268) 
<220> 

<221> VARIANT 

<222> (1)...(340) 

<223> Xaa = Any Amino Acid 

<400>2397 
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He Ser Cys Leu Val Val Ser Pro Ser He Leu Gin Thr Ser His Thr 

5 10 15 

Lys Gin lie Thr Met Glu Asn Asp Ser Phe Val Ser Glu Phe lie Leu 

0 25 30 

Met Gly Leu Thr Asp His Pro Glu Leu Gin Leu Ser Leu Phe Val Leu 

Phe Leu Met Asn Tyr Thr Ala He Val Met Gly Asn lieu Ser Leu Met 

55 60 
lie Leu He Phe Leu Asn Ser Asn Leu His Thr Pro Met Tyr Phe Phe 

70 7 ij 

He Phe Asn Leu Ser Phe lie Asp Phe Cys Tyr Ser Phe Val Phe Thr 

5 90 95 

Pro Lys Met Leu Met Ser Phe Phe Leu Glu Lys Asn Thr He Ser Phe 

100 105 i 10 

Arg Gly Cys Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Asn Ser 

H5 120 X2S 

Glu Ser Tyr Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He 

~ r 140 

Cys Lys Pro Leu Leu Tyr Lys Thr He Met Val Pro Arg He Cys Cys 

, Leu Leu Met Phe Val Ser Tyr Leu He Gly Phe Thr Ser Ala Met He 
i65 170 175 

Leu Thr Gly Leu Met Phe Arg Leu Asn Phe Cys Asn Asn His He He 

180 185 i 9 o 

Asn Hxs Tyr Met Cys Asp He Phe Pro Val He Gin He Ser Cys Ser 

95 200 205 

Asp Thr Tyr Leu Asn Glu Leu Val Ser Thr Ala Val Val Gly Thr Gly 

215 220 
He He Leu Cys Ser Leu Leu He Leu Met Ser Tyr Ala Leu He Leu 

230 235 
Phe Asn He Leu Asn Met Ser Ser Gly Lys Gly Trp Ser Lys Ala Met 

245 25 0 255 

Gly Thr Cys Gly Ser His He He Thr Val Ser Leu Phe Tyr Gly Ser 

260 265 270 

Gly Leu Leu Ala Tyr Val Lys Pro Ser Ser Ala Glu Thr Val Gly Gin 

275 280 285 

Gly Lys Phe Phe Ser Leu Phe Tyr Thr Phe Leu Val Pro Met Leu Asn 

295 300 
Pro Leu He Tyr Ser Leu Gin Asn Lys Asp Val Lys Val Ala Val Lys 

Lys Thr Leu Lys Arg He Ser Asn Xaa Leu III Pro Leu Ala Leu His 
325 330 

Arg Thr Leu Ser 
340 



<210> 2398 
<211> 336 
<212> PRT 

<213>, Mus musculus (M171 8576195-15-1361-3546 1172-2177) 
<220> 

<221> VARIANT 

<222> (1)...<336) 

<223> Xaa = Any Amino Acid 

<400>2398 

Phe Xaa Leu Met Leu Leu Gin Met Gin His Met Lys Gin Met He Met 

10 15 
Glu Asn Asp Ser Ser Val Ser Glu Phe He Leu Met Gly Leu Thr Tyr 

25 30 
Gin Pro Glu Leu Trp Trp Pro Leu Phe Val Leu Phe Leu Val Asn Tyr 
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35 40 45 

Thr Ala Thr Val Met Gly Asn Leu Ser Leu Met Thr Leu lie Cys Leu 

50 55 60 

Asn Ser His Leu His Thr Pro Met Tyr Phe Phe lie Leu Asn Leu Ser 
65 70 75 80 

Phe lie Asp Phe Cys Tyr Ser Phe Val Phe Thr Pro Lys Met Leu Met 

85 90 95 

Glv Phe Val Ser Glu His Asn Thr lie Ser Phe Thr Gly Cys Met Thr 

100 105 HO 

Gin Leu Phe Phe Phe Cys Leu Phe Val Asn Ser Glu Cys Tyr Val Leu 

115 120 125 

Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Arg Pro Leu Leu 

130 135 140 

-tw Thr val val Met Ser Pro Arg Ala Cys Ser Leu Leu Met Leu Ala 
^45 150 155 160 

Ala His Leu Met Gly Val Ser Ser Ala Val Val His Thr Gly Cys He 

165 170 175 

He Gin Leu Arg Phe Cys Gly Ser Lys Val He Asn His Tyr Met Cys 

180 185 190 

Asp Thr Phe Pro Leu Leu Glu Leu Ser Cys Gly Ser Ser His Val Asn 

195 200 205 

Glu Leu Val Ser Ser Val Ser Val Ala Val Val Val Val He Ser Ser 

210 215 220 

Leu He He Val Ser Ser Tyr Ala Leu He Leu Val Asn Val He His 
225 230 235 240 

Leu Ser Ser Ser Lys Gly Trp Ser Lys Ala Val Ser Thr Cys Ser Ser 

245 250 255 

His He He Thr Val Ala Leu Phe Tyr Gly Phe Gly Leu Leu Ala His 

260 265 270 

He Lys Pro Ser Ser Ala Glu Ser Val Val Gin Arg Lys Phe Phe Ser 

275 280 285 

Val Val Tyr Thr Phe Val Leu Pro Leu Leu Asn Pro Leu He Tyr Ser 

290 295 300 

Ser Gly Asn Lys Asp Phe Lys Leu Leu Gly Thr He Asp Arg Leu Ala 
305 310 315 320 

Gly Ser Asn Leu Ala Ser Phe Phe Phe Leu Ser Pro Leu Leu Ser Lys 
325 330 335 

<210> 2399 
<211> 326 
< 2 1 2 > PRT 

<213> Mus musculus (M172 8576195-20-3387-5132 199-1176) 
<220> 

<221> VARIANT 

<222> (1) . . • (326) 

<223> Xaa = Any Amino Acid 

<400>2399 

He Leu Thr Asp Met Thr Xaa Glu Gly Met Ala Ser Gly Asn Asp Ser 

15 10 15 

Thr Thr Val Lys Glu Phe He Leu Leu Gly Leu Thr Gin Gin Pro Glu 

20 25 30 

Leu Gin Leu Pro Phe Phe Phe Leu Phe Leu Gly He Tyr Val Val Ser 

35 40 45 

He Val Gly Asn Leu Gly Leu He Val Leu He Val Leu Asn Pro His 

50 55 60 

Leu His Thr Pro Met Tyr Tyr Phe Leu Phe Asn Leu Ser Phe He Asp 
65 70 75 80 

Phe Cys Tyr Ser Ser Val He Thr Pro Lys Met Leu Val Gly Phe Val 
85 90 95 
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Lys Gin Asn He He Ser His Ala Glu Cys Met Thr Gin Leu Phe Phe 

100 105 no 

Phe Ala Phe Phe Val He Asp Glu Cys Cys He Leu Thr Ala Met Ser 

H5 120 125 

Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu Leu Tyr Lys Val Thr 

130 135 140 

Met Ser Tyr Gin Val Cys Phe Met Met Thr Val Ser Val Tyr Met Met 
145 150 155 160 

Gly Phe Val Gly Ala He Ala His Thr He Cys Met Leu Arg Leu Thr 

165 170 175 

Phe Cys Asp Gly Asn He He Asn His Tyr Met Cys Asp He Pro Pro 

180 185 190 

Leu Leu Lys Leu Ser Cys Thr Asn Thr Ser Val Asn Glu Leu Val Val 

195 200 205 

Phe He Val Val Gly Val Asn Val lie Gly Pro Thr Leu He He Phe 

210 215 220 

Thr Ser Tyr Thr Leu He He Phe Asn He Ser His He Arg Ser Thr 
225 2 30 235 ~ 240 

Glu Gly Arg Ser Lys Ala He Ser Thr Cys Ser Ser His He He Ala 
, , 245 250 255 

i Val Ser He Phe Phe Gly Ala Ser Ala Phe Met Tyr Leu Lys Pro Ser 

260 265 270 

Pro Val Gly Ser Val Gly Glu Asp Lys Val Ser Thr Val Phe Tyr Thr 

275 280 285 

He Val Gly Pro Met Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Lys 

2^0 295 300 

Asp Val His He Ala Leu His Lys Thr Leu Lys Lys Ser Met Leu He 
305 310 315 320 

Xaa He Glu Thr Phe Phe 
325 

<210> 2400 
<211> 337 
<212> PRT 

<213> Mus musculus (M174 8576195-24-446-3721 1969-959) 
<220> 

<221> VARIANT 

<222> (1) . . . (337) 

<223> Xaa = Any Amino Acid 

<400>2400 

Leu Leu Phe Leu Gin Arg Pro Ser Met Lys Gin Met Ala Thr Lys Asn 

1 5 10 15 

Asp Ser Ser Val Ser Glu Phe He Leu Met Gly Leu Thr Asp Gin Pro 

2 0 25 30 

Glu Leu Gin Leu Pro Leu Phe Phe Leu Phe Leu Leu Asn His Thr Val 

35 40 45 

He Val Val Gly Asn Leu Ser Leu Met Ser Leu He He Leu Asn Ser 

50 55 60 

Asn Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn Leu Ser Phe He 
65 70 75 80 

Asp Phe Cys Tyr Ser Phe Val Phe Thr Pro Lys Met Leu Met Ser Phe 

85 90 95 

Val Ser Glu Lys Asn He He Pro Phe Thr Gly Cys Met Thr Gin Leu 

100 105 no 

Phe Phe Phe Cys Phe Phe Ala His Ser Glu Ser Trp Val Leu Thr Val 

H5 120 125 

Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu Leu Tyr Lvs 

130 135 140 

Ala He Met Leu Pro Arg He Cys Cys Leu Leu Met Phe Val Ser Tyr 
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145 150 155 160 

Leu He Gly Phe Ala Ser Ala Met Val Leu Ala Gly Leu Met He Arg 

165 170 175 

Leu Asn Phe Cys Asn Asn Asn He He Asn His Tyr Met Cys Asp He 

180 185 190 

Phe Pro Val Leu Arg He Ser Cys Ser Asn Thr Tyr Leu Asn Glu Leu 

195 200 205 

Val Ser Thr Ala Val Val Gly Thr Ala He He Leu Cys Ser Leu He 

210 215 220 

He Phe He Ser Tyr Ala Met He Leu Phe Asn He Val His Met Ser 
225 230 235 240 

Ser Gly Lys Gly Trp Ser Lys Ala Leu Gly Thr Cys Gly Ser His He 

245 250 255 

no -m,^ w=i « er Phe Phe Tvr Glv Ser Gly Leu Leu Ala Tyr Val Lys 

" 260 "" " " 265 270 

Pro Ser Ser Ala Glu Thr Val Gly Gin Gly Lys Phe Phe Ser Val Phe 

275 280 285 

Tyr Thr Phe Leu Val Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg 

290 295 300 , 

Asn Lys Asp Val Lys Val Ala Val Lys Lys Thr He Lys Arg He Thr 
305 " 310 315 320 

Ser Xaa Leu Lys Gin Phe Glu Leu Val Cys Phe His Phe Leu Ser He 
325 . 330 335 

He 



<210> 2401 
<211> 325 
< 2 1 2 > PRT 

<213> Mus musculus (M175 8576195-26-1-5230 3083-4056) 
<220> 

<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 

<400>2401 , - w 

Leu Phe Ser Ser Arg Phe Ser Met lie Ser Met Leu Ala Gly Asn Gly 

1 5 10 15 

Ser Ser Val Thr Glu Phe Val Leu Ala Gly Leu Thr Asp Arg Pro Glu 

20 25 30 

Leu Gin Leu Pro Leu Phe Tyr Leu Phe Leu He He Tyr He He Thr 

35 40 45 

Val Val Gly Asn Leu Gly Leu He He Leu He Gly Leu Asn Pro His 

50 55 60 

Leu His Thr Pro Met Tyr Tyr Phe Leu Phe Asn Leu Ser Phe He Asp 
65 70 75 80 

Leu Cys Tyr Ser Ser Val Phe Ser Pro Lys Met Leu He Asn Phe Val 

85 90 95 

Ser Glu Lys Asn Ser He Ser Tyr Ala Gly Cys Met Thr Gin Leu Phe 

100 105 H0 

Leu Phe Leu Phe Phe Val He Ser Glu Cys Tyr Met Leu Thr Ser Met 

115 120 125 

Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro Leu Leu Tyr Lys Val 

130 135 140 

Thr Met Ser Pro Gin He Cys Ser Val He Ser Phe Ala Ala Tyr Gly 
145 150 155 160 

Met Gly Phe Ala Gly Ser Ser Ala His Thr Gly Cys Met Leu Arg Leu 

165 170 175 

Thr Phe Cys Asn Val Asn Val He Asn His Tyr Leu Cys Asp He Leu 
180 185 190 
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Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr Tyr Val Asn Glu Val Val 

195 200 205 

Val Leu He Val Val Gly He Asn He Thr Val Pro Ser Phe Thr He 

210 215 220 

Leu He Ser Tyr Val Phe He Leu Ala Asn He Leu Asn He Lys Ser 
225 230 235 2 40 

Thr Gin Gly Arg Ala Lys Ala Phe Ser Thr Cys Ser Ser His He Met 

245 250 255 

Ala He Ser Leu Phe Phe Gly Ser Ala Ala Phe Met Tyr Leu Lys Tyr 

260 265 270 

Ser Ser Gly Ser Met Glu Gin Gly Lys He Ser Ser Val Phe Tyr Thr 

275 280 285 

Asn Val Gly Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys 

290 295 300 

Asp Val Lys Val Ala Leu Arg Lys Ser Leu He Lys He Gin Arg Lys 
305 310 315 320 

Asp Arg Phe Xaa Leu 
325 

<210> 2402 
<211> 204 
<212> PRT 

<213> Unknown (pl24-dir-0-7 conceptual translation of range 2-613) 
<400>2402 

Phe Leu Glu Phe Ala Phe Thr Pro Ala Cys He Leu Arg Phe Pro Val 

1 5 10 15 

Thr He Val Thr Gly Asp Arg Thr He Ser Phe Ser Asn Cys Phe Phe 

20 25 30 

Phe Gin Leu Phe Phe He Phe Leu Gly Val Met Glu Phe Phe Leu Leu 

35 40 45 

Ala Pro Thr Ser Tyr Asp Cys Tyr Val Ala He Cys Arg Pro Leu His 

50 55 60 

His Ser Thr Val Met Thr Arg Gly Val Cys Thr Leu Leu Val Leu Ser 
65 70 75 80 

Ser Phe Leu Ser Thr Tyr Leu Asn Leu Phe Pro Pro Val Val Met Asp 

85 90 95 

Phe Trp Leu Asp Cys Cys Asp Pro Asn He Leu Lys His Phe He Cys 

100 105 HO 

Asp Ser Ser Ser Val Met Glu Leu Leu Cys Thr Asp Thr Arg Phe Leu 

115 120 125 

Glu Leu Met Thr Phe Pro Leu Ser Leu Val Leu Met Thr Ala Ser Tyr 

130 135 140 

Thr Ala He He Cys Ala He Leu Arg Leu Pro Tyr Ala Gin Gin Arg 
14 5 150 155 160 

Arg Lys Val Phe Ser He Cys Ser Ser His Arg Val Gly Phe Ser He 

165 170 " 175 

Thr Tyr Gly Ser Cys He Phe Met Tyr He Asn Thr Val Ala Asp Lys 

180 185 190 

Asp Arg Val Gly Val Arg Gin Gly Leu Gly Gly Pro 
195 200 

<210> 2403 
<211> 312 
<212> PRT 

<213> Unknown (OR2B8) 
<400>2403 

Met Asp Gin Lys Asn Gly Ser Ser Phe Thr Gly Phe He Leu Leu Gly 

1 5 10 15 

Phe Ser Asp Arg Pro Gin Leu Glu Leu Val Leu Phe Val Val Phe Leu 
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20 25 30 

He Phe Tyr He Phe Thr Leu Leu Gly Asn Lys Thr He He Val Leu 

35 40 45 

Ser His Leu Asp Pro His Leu His Asn Pro Met Tyr Phe Phe Phe Ser 

50 55 60 

Asn Leu Ser Phe Leu Asp Leu Cys Tyr Thr Thr Gly He Val Pro Gin 
65 70 75 80 

Leu Leu Val Asn Leu Arg Gly Ala Asp Lys Ser He Ser Tyr Gly Gly 

85 90 95 

Cys Val Val Gin Leu Tyr He Ser Leu Gly Leu Gly Ser Thr Glu Cys 

100 105 HO 

Val Leu Leu Gly Val Met Ala Phe Asp Arg Tyr Ala Ala Val Cys Arg 

115 120 125 

p r n Leu His Tvr Thr Val Val Met His Pro Cys Leu Tyr Val Leu Met 

130 135 140 

Ala Ser Thr Ser Trp Val He Gly Phe Ala Asn Ser Leu Leu Gin Thr 
145 150 155 160 

Val Leu He Leu Leu Leu Thr Leu Cys Gly Arg Asn Lys Leu Glu His 

165 170 175 

Phe Leu Cys Glu Val Pro Pro Leu Leu Lys Leu Ala Cys Val Asp Thr 

180 185 190 

Thr Met Asn Glu Ser Glu Leu Phe Phe Val Ser Val He He Leu Leu 
1 195 200 205 

Val Pro Val Ala Leu He He Phe Ser Tyr Ser Gin He Val Arg Ala 

210 215 220 

Val Val Arg He Lys Ser Ala Thr Gly Gin Arg Lys Val Phe Gly Thr 
225 230 235 240 

Cvs Gly Ser His Leu Thr Val Val Ser Leu Phe Tyr Gly Thr Ala He 

245 250 255 

Tyr Ala Tyr Leu Gin Pro Gly Asn Asn Tyr Ser Gin Asp Gin Gly Lys 

260 265 270 

Phe He Ser Leu Phe Tyr Thr He He Thr Pro Met He Asn Pro Leu 

275 280 285 

He Tyr Thr Leu Arg Asn Lys Asp Val Lys Gly Ala Leu Lys Lys Val 

290 295 300 

Leu Trp Lys Asn Tyr Asp Ser Arg 
305 310 



<210> 2404 
<211> 315 
<212> PRT 

<213> Unknown (OR12D3) 



<400>2404 
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35 
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50 
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85 
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100 
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He 
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130 135 140 

Ala Ala Trp Leu lie Ser Phe Phe Tyr Ala Leu Met His Ser Val Met 
145 150 155 i 6 o 

Thr Ala His Leu Ser Phe Cys Gly Ser Gin Lys Leu Asn His Phe Phe 

165 170 175 

Tyr Asp Val Lys Pro Leu Leu Glu Leu Ala Cys Ser Asp Thr Leu Leu 

I 80 185 190 

Asn Gin Trp Leu Leu Ser He Val Thr Gly Ser He Ser Met Gly Ala 

X95 200 205 

Phe Phe Leu Thr Leu Leu Ser Cys Phe Tyr Val He Gly Phe Leu Leu 

210 215 220 

Phe Lys Asn Arg Ser Cys Arg lie Leu His Lys Ala Leu Ser Thr Cvs 
2 ? 5 . 230 235 240 

Ala Ser His Phe Met Val Val Cys Leu Phe Tyr Gly Pro Val Gly Phe 

245 1 250 255 

Thr Tyr He Arg Pro Ala Ser Ala Thr Ser Met He Gin Asp Arg He 

260 265 270 

Met Ala He Met Tyr Ser Ala Val Thr Pro Val Leu Asn Pro Leu He 

275 280 285 

Tyr Thr Leu Arg Asn Lys Glu Val Met Met Ala Leu Lys Lys He Phe 
! 290 295 300 

Gly Arg Lys Leu Phe Lys Asp Trp Gin Gin His 
305 310 315 

<210> 2405 
<211> 115 
<212> PRT 

<213> Unknown (3273654-dir-0-5 conceptual translation of range 1-345) 
<400>2405 

Leu Phe Cys Asp Pro Ser Gin Leu Leu Asn Leu Ser Cys Ser Asn Thr 

1 5 10 15 

Phe Ser Asp Asn He Val Lys Tyr Phe Leu Gly Ala Leu Tyr Gly Leu 

20 25 3 0 

Phe Pro He Ser Gly He Leu Phe Ser Tyr Tyr Lys He He Ser Ser 

35 40 45 

He Leu Arg He Pro Ser Leu Gly Gly Lys Tyr Lys Ala Phe Ser Thr 

50 55 60 

Cys Gly Ser His Leu Ala Val Val Cys Leu Phe Leu Val Thr Ala Ser 
65 70 75 80 

Thr Val Tyr Leu Gly Ser Val Ala Ser His Ser Pro Arg Asn Asp Val 

85 90 95 

Val Ala Ser Leu Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
100 105 no 

He Cys Ser 
115 

<210> 2406 
<211>* 139 
<212> PRT 

<213> Unknown (3810857-dir-0-6 conceptual translation of range 1-417) 
<220> 

<221> VARIANT 

<222> (1) . . . (139) 

<223> Xaa = Any Amino Acid 

<400>2406 

Met Ala Xaa Asp Arg Phe Val Ala He Cys His Pro Leu Asn Tyr Thr 

1 5 10 15 

Val He Met Asn Pro Arg He Cys Gly Leu Leu Val Leu Leu Ser Trp 
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20 25 30 



He 


He 


Met 


Phe Trp Val 


Ser 


Leu 


lie 


u; c Mot - 


1_> fc. Ll 


Leu 


Met 


Lys 


Gin 






35 








40 
















Leu 


Asn 


Phe 


Ser Thr 


Ser 


Thr 


Glu 


He 


Pro His 


Phe 


Phe 


Cys 


Glu 


Leu 




50 








55 








fin 








He 


Tnr 




Leu 


Leu Arg 


Val 


Gly Arg 


Ser 


Asp Thr 


Phe 


Thr 


Gin 


Asn 


65 








70 








75 










80 


Phe 


Leu 


Tyr 


Leu Gly 


Tyr 


Cys 


Arg 


Ala 


Gly Met 


Phe 


Pro 


Val 


He Gly 






85 










90 








95 




He 


Ala 


Phe 


Ser Tyr 


Phe 


His 


He 


Val 


Ser Ala 


Leu 


Met 


Lys 


Met 


Ser 








100 








105 








110 


His 




Ser 


He 


Lys 
115 


Asn Lys 


Tyr 


Lys 


Ala 
120 


Phe 


Ser Thr 


Cys 


Gly 
125 


Ser 


Leu 


/-v. 


V 0 0. 


V J. 


Ser Met 


Phe 


TVty- 
— j — 


m \i 
— -* 


Thr Gly Leu 













130 135 



<210> 2407 
<211> 211 
<212> PRT 

<213> Unknown (p!06-dir-0-8 conceptual translation of range 2-633) 



<220> 

<221> VARIANT 

<222> (1)...(211) 

<223> Xaa = Any Amino Acid 



<400>2407 



Leu 


Val 


Asp 


Leu 


Cys 


Leu 


Val 


Thr 


1 








5 








Asn 


Leu 


Leu 


Thr 
20 


His 


Ser 


Lys 


Ala 


Gin 


Met 


Phe 
35 


Phe 


Phe 


Met 


Val 


Phe 
40 


Thr 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Phe 


Tyr 


Val 


Thr 


He 


Met 


Arg 


Pro 


Gin 


65 










70 






Ser 


Trp 


Thr 


He 


Ser 
85 


Leu 


Leu 


Asn 


Met 


Arg 


Leu 


Leu 
100 


Phe 


Cys 


Thr 


Glu 


Asp 


Leu 


Thr 


Xaa 


Val 


Leu 


Arg 


Leu 




115 










120 


Asp 


He 
130 


Leu 


Val 


Tyr 


Leu 


Leu 
135 


Thr 


Thr 


Gly 


He 


Leu 


Phe 


Ser 


Tyr 


Thr 


145 










150 






He 


Pro 


Ser Thr Gly 


Gly 


Lys 


Tyr 










165 








Tyr 


Leu 


Cys 


Val 
180 


Val 


Leu 


Leu 


Phe 


Leu 


Ser 


Ser 
195 


Ser 


Val 


Thr 


Lys 


Ser 
200 


Val 


He 


Cys 













210 



Thr 


Leu 
10 


Val 


Pro 


Lys 


Met 


Leu 
15 


Val 


He 


Ser 


Tyr 


Ala 


Gly 


Cys 


Leu 


Thr 


25 










30 


i 




Ala 


Cys 


Ser 


Asn 


Thr 
45 


Leu 


Leu 


Leu 


Val 


Ala 


He 


Tyr 
60 


His 


Pro 


Leu 


Ser 


Phe 


Cys 


Gly 
75 


Leu 


Leu 


Ala 


Leu 


Leu 
80 


Ala 


Val 
90 


Leu 


His 


Ser 


Pro 


Leu 
95 


Val 


Arg 


Glu 


He 


Pro 


Leu 


Phe 


Tyr 


His 


105 










110 






Ser 


Cys 


Thr 


Asp 


Met 
125 


Leu 


He 


Asn 


Ala 


Leu 


Leu 


Ser 
140 


He 


Phe 


Pro 


Phe 


Gin 


He 


Cys 
155 


Ser 


Ser 


He 


Val 


Lys 
160 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


170 










175 




Tyr 


Gly Thr Val 


He Gly 


Val 


Tyr 


185 










190 






Ser 


Trp 


Lys 


Ser 


Ser 


Val 


Ala 


Ser 



205 



<210> 2408 
<211> 159 
<212> PRT 

<213> Unknown (4877338-dir-0-6 conceptual translation of range 2-478) 
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<220> 

<221> VARIANT 

<222> (1)...(159) 

<223> Xaa = Any Amino Acid 

<400>2408 

lie Cys His Pro Leu Arg Tyr Thr Val Ser Met Asn Pro Arg Leu Cys 

1 5 10 15 

Val Gin Leu lie Leu Leu Ser Leu Phe lie Ser He Ala Asp Ala Leu 

20 25 30 

Leu His Ser Leu Met Val Leu Gin Leu Ser Phe Cys Thr Asp Leu Glu 

35 40 45 

He Ser Leu Phe Cys Glu Val Val Gin Val He Lys Arg Ala Cys Ser 

50 55 60 

Asp Thr Leu He Asn Asn He Leu Val Tyr Phe Ala Ala Gly He Phe 
65 70 75 80 

Ala Gly Val Pro Leu Ser Gly He He Phe Ser Tyr He Gin He Val 

85 90 95 . 

Ser Ser He Leu Xaa Met Pro Ser Ser Gly Arg Lys Xaa Lys Ala Phe 

100 105 110 

Ser Thr Cys Glu Ser His Leu Ser Val Val Ser Phe Phe Tyr Gly Thr 

115 120 125 

Ala Phe Gly Val Tyr He Ser Ser Ala Val Thr Asp Ser Ser Arg Lys 

130 135 140 

Thr Ala Val Ala Ser Leu Met Tyr Thr Val Val Thr Pro Val Met 
145 150 155 

<210> 2409 
<211> 310 
<212> PRT 

<213> Unknown (p22-dir-0-ll conceptual translation of range 1-930) 
<400>2409 

Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 

15 10 15 

He Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn 

100 105 110 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cys 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Leu Ser Val Leu Tyr Gly Leu Leu Leu Thr 
145 150 155 160 

Phe Leu Leu Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr 

165 170 175 

Leu Phe Cys Asp Met Tyr He Leu Leu Trp Leu Ala Cys Ser Asn Thr 

180 185 190 

His He He His Thr Ala Leu He Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

Thr Leu Leu Gly Phe Met Thr Thr Ser Tyr Val Arg He Val Arg Thr 
210 215 220 
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lie 


Leu 


Gin 


Met 


Pro 


Ser 


Ala 


Ser 


Lys 


Lys Tyr 


Lys Thr Phe Ser 


Thr 


225 










230 








235 




240 


Cys 


Ala 


Ser 


His 


Leu 


Gly 


Val 


Val 


Ser Leu Phe Tyr Gly Thr Leu Ala 








245 










250 


255 




Met 


Val 


Tyr 


Leu 


Gin 


Pro 


Leu 


His 


Thr 


Tyr Ser 


Met Lys Asp Ser 


Val 






260 










265 




270 




Ala 


Thr 


Val 


Met 


Tyr 


Ala 


Val 


Leu 


Thr 


Pro Met 


Met Asn Pro Phe 


lie 






275 










280 






285 




Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


His 


Gly Ala 


Pro Gly Arg Val 


Leu 


290 










295 








300 




Trp 


Arg 


Pro 


Phe 


Gin 


Arg 














305 










310 















<210> 2410 
<211> 310 
<212> PRT 

<213> Unknown (p23-dir-0-ll conceptual translation of range 1-930) 



<400>2410 



Met 


Asp 


Gly Asp 


Asn 


Gin 


Ser 


Glu 


Asn 


Ser 


c?in 


rxie 


Leu 


Leu 


Leu 


j.y 


■ 1 






5 










10 










ID 




lie 


Ser 


Glu 


Ser 


Pro 


Glu 


Gin 


Gin 


Arg 


lie 


Leu 


rne 


Trp 




riie 


Leu 








20 










25 
















Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu 


Gly 


Asn 


val 


Leu 


ne 




Leu 


r\ -L Ct 






35 










40 










A c: 








He 


Ser 


Ser 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


McL 


Tyr 


XT llK± 


rile 




Ala 




50 










55 










D U 










Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


Phe 


rllG 


val 


X I1X 


t\Z=> 1 1 


Thr 


He 


Pro 


Lys 


65 










70 










/ o 










80 


Met 


Leu 


Val 


Asn 


Phe 


Gin 


Ser 


Gin 


Asn 




Ala 


He 


Ser 


Tvr 


Ala 


Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Leu 


Val 


Ser 


Leu 


Val 


Thr 


Leu 


Asp 


Asn 






100 










105 










110 






Leu 


He 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


Thr 


Cys 


Cys 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


Val 


Leu 


Leu 




130 










135 










140 










Leu 


Ser 


Leu 


Cys 


Trp Gly Leu 


Ser 


Val 


Leu 


Tyr 


Gly 


Leu 


Leu 


Leu 


Thr 


145 










150 










155 










160 


Phe 


Leu 


Leu 


Thr 


Arg 


Val 


Thr 


Phe 


Cys 


Gly 


Pro 


Arg 


Glu 


He 


His 


Tyr 










165 










170 










175 




Leu 


Phe 


Cys 


Asp 


Met 


Tyr 


He 


Leu 


Leu 


Trp 


Leu 


Ala 


Cys 


Ser 


Asn 


Thr 






180 










185 










190 






His 


He 


He 


His 


Thr 


Ala 


Leu 


He 


Ala 


Thr 


Gly 


Cys 


Phe 


He 


Phe 


Leu 






195 










200 










205 








Thr 


Pro 


Leu 


Gly 


Phe 


Met 


Thr 


Thr 


Ser 


Tyr 


Val 


Arg 


He 


Val 


Arg 


Thr 




210 










215 










220 










He 


Leu 


Gin 


Met 


Pro 


Ser 


Ala 


Ser 


Lys 


Lys 


Tyr 


Lys 


Thr 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu Gly Val Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Ala 








245 










250 










255 




Met 


Val 


Tyr 


Leu 


Gin 


Pro 


Leu 


His 


Thr 


Tyr 


Ser 


Met 


Lys 


Asp 


Ser 


Val 






260 










265 










270 






Ala 


Thr 


Val 


Met 


Tyr 


Ala 


Val 


Leu 


Thr 


Pro 


Met 


Met 


Asn 


Pro 


Phe 


He 






275 










280 










285 








Tyr Arg 


Leu 


Arg 


Asn Lys 


Asp 


Met 


His 


Gly 


Ala 


Pro 


Gly 


Arg 


Val 


Leu 




290 










295 










300 










Trp Arg 


Pro 


Phe 


Gin 


Arg 























305 310 



<210> 2411 
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<211> 215 
<212> PRT 

<213> Unknown <pl39-dir-0-8 conceptual translation of range 2-646) 
<400>2411 

Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys Met Leu Val 

5 10 15 

Asn Phe Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn Leu He Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cys Pro Leu His 

50 55 60 

Cys Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu Leu Ser Leu 
65 70 75 80 

Cys Trp Gly Leu Ser Val Leu Tyr Gly Leu Leu Leu Thr Phe Leu Leu 



Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr Leu Phe Cys 

100 105 no 

Asp Met Tyr He Leu Leu Trp Leu Ala Cys Ser Asn Thr His He He 
115 120 125 

HlS ?™ LSU " e Ala Thr Gly Cys Phe H e ph « Leu Thr Pro Leu 

13° 135 140 

Gly Phe Met Thr Lys Ser Tyr Val Arg He Val Arg Thr He Leu Gin 

150 160 
Met Pro Ser Ala Ser Lys Lys Tyr Lys Thr Phe Ser Thr Cys Ala Ser 

165 170 i7 5 

His Leu Gly Val Val Ser Leu Phe Tyr Gly Met Leu Ala Met Val Tyr 

180 185 190 

Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val Ala Thr Val 

195 200 205 

Met Tyr Ala Val Val Thr Pro 
210 215 

<210> 2412 
<211> 312 
<212> PRT 

<213> Unknown ( P 182-dir-0-ll conceptual translation of range 1-936) 
<220> 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 

<400>2412 

Met Asp Gly Asp Asn"Gln Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 

i 5 10 15 

He Ser Glu Ser Pro Glu Gin Gin Arg He Leu Phe Trp Met Phe Leu 

70 o r- _ _ 



Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

55 60 
Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 

70 75 8 £ 

Met Leu Val Asn Pro Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

^ r 85 90 95 

Cys Leu Thr Gin Leu Xaa Phe Leu Val Ser Leu Val Thr Leu Asp Asn 

100 105 no 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cys 
115 120 



125 
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Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Leu Ser Val Leu Tyr Gly Leu Leu Leu Thr 
145 150 155 160 

Leu Leu Leu Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr 

165 170 175 

Leu Phe Cys Asp Met Tyr He Leu Leu Arg Leu Ala Cys Ser Asn Thr 

180 185 190 

His He He His Thr Val Leu Val Ala Thr Gly Cys Phe lie Phe Leu 

195 200 205 

Thr Pro Leu Gly Phe Met Thr Thr Ser Tyr Val Cys He Val Arg Thr 

210 215 220 

He Leu Gin He Pro Ser Ala Ser Lys Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Val Val Ser Leu Phe Tyr Giy Thr Leu Ala 

245 250 255 

Met Val Tyr Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Val Leu 
, 290 295 300 

Arg Arg Leu Phe Gin Arg Pro Lys 
305 310 

<210> 2413 
<211> 312 
<212> PRT 

<213> Unknown (pl84-air-0-ll conceptual translation of range 1-936) 
<220> 

<221> VARIANT 

<222> (1)..-(312) 

<223> Xaa = Any Amino Acid 

<400>2413 

Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 

1 5 10 15 

He Ser Glu Ser Pro Glu Gin Gin Arg He Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Pro Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Xaa Phe Leu Val Ser Leu Val Thr Leu Asp Asn 

100 105 HO 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val s Ala He Cys Cys 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Leu Ser Val Leu Tyr Gly Leu Leu Leu Thr 
145 150 155 160 

Leu Leu Leu Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His His 

165 170 175 

Leu Phe Cys Asp Met Tyr He Leu Leu Arg Leu Ala Cys Ser Asn Thr 

180 185 190 

His He He His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu 
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210 
lie Leu 
225 



195 






200 










205 






Leu 


Gly 


Phe Met Thr 


Thr 


Ser 


His 


Val 


Cys 


He Val 


Arn 


Thr 






215 










220 






Gin 


He 


Pro Ser Ala 


Ser 


Lys 


Lys 


Tyr 


Lys 


Ala Phe 


Ser 


Thr 


Ser 


His 


230 








235 








240 


Leu Gly Val 


Val 


Ser 


Leu 


Phe 


Tyr Gly Thr 


Leu 


AT a 
nia 






245 






250 








255 




Tyr 


Leu 


Gin Pro Leu 


His 


Thr 


Tyr 


Ser 


Met 


Lys Asp 


Ser 


Val 




260 






265 








270 






Val 


Met 


Tyr Ala Val 


Val 


Thr 


Pro 


Met 


Met 


Asn Pro 


Phe 


He 


275 






280 










285 




Leu 


Arg 


Asn Lys Asp 


Met 


His 


Gly Ala 


Leu 


Gly Arg 


Val 


Leu 






295 










300 








Leu 


Phe 


Gin Arg Pro 


Lys 

















290 
Arg Arg 

305 310 

<210> 2414 
<211> 312 
<212> PRT 

<213> Unknown (pl83-dir-0-ll conceptual translation of range 1-936) 

j 

<400>2414 

Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 

1 5 10 15 

He Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 

35 40 .45 

He Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn 

100 105 HO 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cys 

H5 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Leu Ser Val Leu Tyr Gly Leu Leu Leu Thr 
145 150 155 160 

Leu Leu Leu Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr 

165 170 175 

Leu Phe Cys Asp Met Tyr He Leu Leu Arg Leu Ala Cys Ser Asn Thr 

180 185 190 \ 

His He He His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

Thr Pro Leu Gly Phe Met Thr Thr Ser Tyr Val Cys He Val Arg Thr 

210 215 220 

He Leu Gin He Pro Ser Ala Ser Lys Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Val Val Ser Leu Phe Tyr Gly Thr Leu Ala 

24 5 250 255 

Met Val Tyr Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Val Leu 

290 295 300 

Arg Arg Leu Phe Gin Arg Pro Lys 
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305 310 

<210> 2415 
<211> 312 
<212> PRT 

<213> Unknovm (pl86-dir-0-ll conceptual translation of range 1-936) 
<400>2415 

Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 

1 5 10 15 

He Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn 

100 105 110 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cys 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Leu Ser Val Phe Tyr Gly Leu Leu Leu Thr 
145 150 155 160 

Leu Leu Leu Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr 

165 170 175 

Leu Phe Cys Asp Met Tyr lie Leu Leu Arg Leu Ala Cys Ser Asn Thr 

180 185 190 

His He He His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

Thr Pro Leu Gly Phe Met Thr Thr Ser Tyr Val Arg He Val Arg Thr 

210 215 220 

He Leu Gin He Pro Ser Ala Ser Lys Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Val Val Ser Leu Phe Tyr Gly Thr Leu Ala 

245 250 255 

Met Val Tyr Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe lie 

275 280 285 

His Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Val Leu 

290 295 300 

Arg Arg Leu Phe Gin Arg Pro Lys 
305 310 

<210> 2416 / 
<211> 215 
<212> PRT 

<213> Unknown (pl40-dir-0-8 conceptual translation of range 2-646) 
<400>2416 

Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys Met Leu Val 

X 5 10 15 

Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn Leu He Leu 
35 40 45 
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Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cys Pro Leu His 

50 55 60 

Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu Leu Ser Leu 
65 70 75 80 

Cys Trp Gly Leu Ser Val Phe Tyr Gly Leu Leu Leu Thr Leu Leu Leu 

85 90 ' 95 

Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr Phe Phe Cys 

100 105 110 

Asp Met Tyr He Leu Leu Arg Leu Ala Cys Ser Asn Thr His He He 

115 120 125 

His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu Thr Pro Leu 

130 135 140 

Gly Phe Met Thr Thr Ser Tyr Val Arg He Val Arg Thr He Leu Gin 
145 150 155 160 

He Pro Ser Ala Ser Lys Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser 

165 170 175 

His Leu Gly Val Val Ser Leu Phe Tyr Gly Thr Leu Ala Met Val Cys 

180 185 190 

Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val Ala Thr Val 

195 200 205 

iMet Tyr Ala Val Val Thr Pro 
210 215 

<210> 241.7 
<211> 215 
<212> PRT 

<213> Unknown (pl41-dir-0-8 conceptual translation of range 2-646) 
<400>2417 

Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Asn Met Leu Val 

1 5 10 15 

Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Lys Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn Leu lie Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cys Pro Leu His 

50 55 60 

Tyr Val Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu Leu Ser Leu 
65 70 75 80 

Gly Trp Gly Leu Ser Val Leu Tyr Gly Leu Leu Leu Thr Leu Leu Met 

85 90 95 

Thr Arg Val Thr Phe Cys Gly Pro Arg Glu He His Tyr Leu Phe Cys 

100 105 no 

Glu Met Tyr Val Leu Leu Arg Leu Ala Cys Ser Asn Thr His He He 

115 120 125 

His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu Thr Pro Leu 

, 130 135 140 

Gly Phe Met Thr Thr Ser Tyr Val Arg He Val Arg Thr He Leu Gin 
145 , 150 155 160 

Met Pro Ser Ala Ser Lys Lys Tyr Lys Thr Phe Ser Thr Cys Ala Ser 

165 170 ~ 175 

His Leu Gly Val Val Ser Leu Phe Tyr Gly Thr Leu Ala Met Val Tyr 

180 185 190 

Leu Gin Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val Ala Thr Val 

195 200 205 

Met Tyr Ala Val Val Thr Pro 
210 215 

<210> 2418 
<211> 312 
<212> PRT 
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<213> Unknown (pl87-dir-0-ll conceptual translation of range 1-936) 
<400>2418 



Met Asp Gly Asp 


Asn 


Gin 


Ser 


Glu 


Asn 


Ser 


Gin 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








c 
D 










10 










15 




He 


Ser 


Glu 


Ser 
20 


XT L. \J 


Glu 


Gin 


Gin 


Gin 
25 


He 


Leu 


Phe 


Trp 


Met 
30 


Phe 


Leu 


Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu 


Gly 


Asn Val 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


Ser 
50 


Ser 


Asp 


Ser 


Arg 


-3 _J 


His 


Thr 


Pro 


Met 


Tvr 
60 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


inr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


65 










*7 A 

/ V 










75 










80 


Met 


Leu 


Val 


Asn 


Phe 


Gin 


Ser 


Gin 


Asn 


Lys 
90 


Ala 


He 


Ser 


Tyr 


Ala 
95 


Glu 


Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


rne 


Leu 


V ol 


Ser 


Leu 


Val 


Thr 


Leu 


Asp 


Asn 






100 










XKJO 










110 






Leu 


He 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 

1 OA 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Cys 


Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


Ser 


Pro Gly 


Leu 


Cys 


Val 


Leu 


Leu 




130 








1 JD 










140 










Leu 


Ser 


Leu 


Cys 


Trp 


Gly 


Leu 


Ser 


vai 


Leu 


Tyr 


Gly Leu 


j-*eu 


T .oil 


Thr 


145 








150 










155 










160 


Leu 


Leu 


Met 


Asn 


Arg 
165 


Val 


Thr 


Pne 


Cys 


Gly 
170 


Pro 


Arg 


Glu 


He 


His 
17c 




Leu 


Phe 


Cys 


Glu 


Met 


Tyr 


Val 


Leu 


Leu 


Arg 


Leu 


Ala 


Cys 


Ser 


Asn 


X J IX 






180 










185 










190 






His 


He 


He 
195 


His 


Thr 


Val 


Leu 


Val 
200 


Ala 


Thr 


Gly 


Cys 


Phe 
205 


He 


Phe 


Leu 


Thr 


Pro 
210 


Leu 


Gly 


Phe 


Met 


Thr 
215 


Tnr 


Ser 


Tyr 


Val 


His 
220 


He 


Val 


Arg 


Thr 


He 


Leu 


Gin 


He 




Ser 


Ala 


Ser 


Lys 


Lys 


Tyr 


Lys 


Thr 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Gly Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr 


Leu 


Ala 








245 










250 










255 




Met 


Val 


Tyr 


Leu 


Gin 


Pro 


Leu 


His 


Thr 


Tyr 


Ser 


Met 


Lys 


Asp 


Ser 


Val 






260 










265 










270 






Ala 


Thr 


Val 
275 


Met 


Tyr 


Ala 


Val 


Val 
280 


Thr 


Pro 


Met 


Met 


Asn 
285 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


His 


Gly Val 


Leu 


Gly Arg 


Val 


Leu 


290 










295 










300 










Gly Arg 


Pro 


Phe 


Gin 


Arg 


Pro 


Lys 



















305 310 

<210> 2419 
<211> 211 
<212> PRT 

<213> Unknown <p!67-dir-0-8 conceptual translation of range 2-634) 



<400>2419 


























Val 


Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


Met 


Leu 


1 






5 










10 










15 




Asn 


Leu 


Gin 


Ser 


Gin 


Asn 


Lys 


Ala 


He 


Ser 


Tyr 


Ala Gly 


Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Leu 


Tyr 
35 


Phe 


Leu 


Val 


Ser 


Leu 
40 


Val 


Ala 


Leu 


Asp 


Asn 
45 


Leu 


He 


Leu 


Ala 


Met 
50 


Ala 


Tyr 


Asp 


Arg 


Tyr 
55 


Val 


Ala 


He 


Cys 


His 
60 


Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


Val 


Leu 


Leu 


Leu 


Cys 


Leu 


Cys 


65 










70 










75 










80 


Trp 


Ser 


Val 


Leu 


Tyr 


Gly 


Leu 


Leu 


Leu 


Thr 


Leu 


Leu 


Met 


Thr 


Thr 


Val 
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85 90 95 

Glu Met 
110 



Thr 


Phe 


Cys 


Gly 


Ser 


Arg 


Lys 


He 


His 


Tyr 


Leu 


Phe 


Cys 








100 










105 








Val 


Leu 


Leu 
115 


Arg 


Leu 


Ala 


Cys 


Ser 
120 


Asn 


Thr 


His 


He 


He 
125 


Leu 


Val 


Ala 


Thr Gly Cys 


Phe 


Phe 


Leu 


Thr 


Pro 


Leu 


Glv 




130 










135 










140 


Thr 


Ser 


Tyr 


Val 


Arg 


He 


Val 


Arg 


Thr 


lie 


Leu 


Gin 


He 


145 










150 
















Pro 


Lys 


Lys 


Tyr 


Lys 
165 


Thr 


Phe 


Ser 


Thr 


Cys 
170 


Ala 


Ser 


His 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Val 


Met 


Val 


Tyr 


Leu 


His 






180 










185 








Thr 


Tyr 


Ser 


Met 


Lys 


Asp 


Ser 


Val 


Ala 


Thr 


Val 


Met 






195 










200 










205 


Val 


Thr 
210 


Pro 





















160 

Leu Gly Val 

175 
Gin Pro Leu 
190 



<210> 2420 
<211> 210 
i <212> PRT 

<213> Unknown (pl68-dir-0-8 conceptual translation of range 2-632) 
<400>2420 

Phe Thr Asp Leu Phe Phe Val Thr Asn He Pro Lys Met Leu Val Asn 

Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly Cys Leu Thr Gin 

20 25 30 

Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn Leu He Leu Ala 

35 40 45 

Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu His Tyr Val 

50 55 - 60 

Thr Ala Met Ser Pro Gly Leu Cys Val Leu Leu Leu Cys Leu Cys Trp 
65 70 75 80 

Ser Val Leu Tyr Gly Leu Leu Leu Thr Leu Leu Met Thr Thr Val Thr 

85 90 95 

Phe Cys Gly Ser Arg Lys He His Tyr Leu Phe Cys Glu Met Tyr Val 

100 105 no 

Leu Leu Arg Leu Ala Cys Ser Asn Thr His He He His Thr Val Leu 

H5 120 125 

Val Ala Thr Gly Cys Phe Phe Leu Thr Pro Leu Gly Phe Thr Thr Thr 
130 135 140 



14U 

Ser Tyr He Arg He Val Arg Thr He Leu Gin He Pro Ser Val Pro 
145 150 155 160 

Lys Lys Tyr Lys Thr Phe Ser Thr Cys Ala Ser His Leu Gly Val Val 

165 170 175 

Ser Leu Phe Tyr Gly Thr Leu Val Met Val Tyr Leu Gin Pro Leu His 

180 185 190 

Thr Tyr Ser Met Lys Asp Ser Val Ala Thr Val Met Tyr Ala Val Val 
195 200 205 

Thr Pro 
210 

<210> 2421 
<211> 313 
<212> PRT 

<213> Unknown (pl45-dir-0-ll conceptual translation of range 1-937) 
<400>2421 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 
15 10 15 
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He Ser Glu Ser Pro Glu Gin Gin Gin Met Leu Phe Trp Met Phe Leu 

20 25 30 

Val Arg Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Thr Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn 

100 105 HO 

Leu Asn Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Arg 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met He Pro Gly Leu Cys He Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Val Phe Ser Ala Leu Tyr Gly Leu He His He 
145 150 155 160 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Gin Lys He His Tyr 

165 170 175 

Leu Phe Cys Glu Met Tyr Phe Leu Leu Arg Leu Ala Cys Ser Asn He 

180 185 190 

His Val Asn His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

He Pro Leu Gly Phe Met He Thr Ser Tyr Ala Arg He Val Arg Ala 

210 ~* 215 220 

He Leu Gin He Pro Ser Ala Thr Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Ala Val Val Ser Leu Phe Tyr Gly Thr Leu Gly 

245 250 255 

Met Val Tyr Leu Gin Pro Leu Gin Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met He Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Leu Arg 

290 295 300 

Gin Gly Lys Ala Phe Gin Lys Leu Thr 
305 310 

<210> 2422 
<211> 214 
< 2 X 2 > PRT 

<213> Unknown <3831606-dir-0-8 conceptual translation of range 2-642) 



<400>2422 
























Leu 


Val 


Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


Met 


1 






5 










10 










15 


Thr 


Asn 


Leu 


Gin 


Ser 
20 


Gin 


Asn 


Lys 


Ala 


He 
25 


Ser 


Tyr 


Thr 


Gly 


Cys 
30 


Leu 


Gin 


Leu 


Tyr 


Phe 


Leu 


Val 


Ser 


Leu 


Val 


Ala 


Leu 


Asp 


Asn 


Leu 


Asn 


Leu 






35 










40 










45 






His 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


50 








55 










60 










Tyr 
65 


Val 


Thr 


Ala 


Met 


He 
70 


Pro Gly 


Leu 


Cys 


He 
75 


Leu 


Leu 


Leu 


Ser 


Leu 
80 


Cys 


Trp 


Val 


Phe 


Ser 
85 


Ala 


Leu Tyr 


Gly 


Leu 
90 


He 


His 


He 


Leu 


Leu 
95 


Met 


Thr 


Arg 


Val 


Thr 


Phe 


Cys 


Gly 


Ser 


Gin 


Lys 


He 


His 


Tyr 


Leu 


Phe 


Cys 






100 










105 










110 






Glu 


Met 


Tyr 


Phe 


Leu 


Leu 


Arg 


Leu 


Ala 


Cys 


Ser 


Asn 


He 


His 


Val 


Asn 




115 










120 










125 
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His Thr Val Leu Val Ala Thr Gly Cys Phe lie Phe Leu He Pro Leu 

130 135 140 

Gly Phe Met lie Thr Ser Asn Ala Arg He Val Arg Ala He Leu Gin 
145 150 155 leo 

He Pro Ser Ala Thr Gly Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser 

165 170 175 

His Leu Ala Val Val Ser Leu Phe Tyr Gly Thr Leu Gly Met Val Tyr 

180 185 190 

Leu Gin Pro Leu Gin Thr Tyr Ser Met Lys Asp Ser Val Ala Thr Val 

195 200 205 

Met His Ala Val Val Thr 
210 

<210> 2423 
<211> 319 
<212> PRT 

<213> Unknown (p35-dir-0-ll conceptual translation of range 1-954) 
<400>2423 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Met Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Val Met Tyr Leu Val Thr Val Val Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Ser Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Met Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn 

100 105 HO 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Arg 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys He Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Gly Phe Ser Ala Leu Tyr Gly Leu He His He 
145 150 155 160 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Gin Lys He His Tyr 

165 170 " 175 

Leu Phe Cys Glu Met Tyr Phe Leu Leu Arg Leu Ala Cys Ser Asn He 

180 185 190 

His Val Asn His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu 

195 200 " 205 

He Pro Leu Gly Phe Met He Thr Ser Tyr Ala His He Val Arg Ala 

210 215 220 

He Leu Gin He Pro Ser Ala Thr Gly Lys Tyr Lys Ala Phe Ser Thr 
225 ■ 230 235 240 

Ser Ala Ser His Leu Ala Val Val Phe Leu Phe Tyr Gly Thr Leu Gly 

245 250 255 

Met Val Tyr Leu Gin Pro Leu His Asn Leu Gin Pro Leu Gin Thr Tyr 

260 265 270 

Ser Met Lys Asp Ser Val Ala Thr Val Met Tyr Ala Val Val Thr Pro 

275 280 285 

Met He Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Met His Gly 

290 295 300 

Ala Leu Gly Arg Leu Arg Gin Gly Lys Ala Phe Gin Lys Leu Thr 
305 310 315 

<210> 2424 
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<211> 313 
<212> PRT 

<213> Unknown (p34-dir-0-ll conceptual translation of range 1-937) 
<400>2424 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 

x 5 10 15 

Met Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Val Met Tyr Leu Val Thr Val Val Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 60 

Met Leu Val Asn Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Met Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn 

100 105 HO 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Arg 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys He Leu Leu 
! 130 135 140 

Leu Ser Leu Cys Trp Gly Phe Ser Ala Leu Tyr Gly Leu He His He 
145 150 155 160 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Gin Lys He His Tyr 

165 170 175 

Leu Phe Cys Glu Met Tyr Phe Leu Leu Arg Leu Ala Cys Ser Asn He 

180 185 190 

His Val Asn His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

He Pro Leu Gly Phe Met He Thr Ser Tyr Ala His He Val Arg Ala 

210 215 220 

He Leu Gin He Pro Ser Ala Thr Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Ala Val Val Phe Leu Phe Tyr Gly Thr Val Gly 

245 250 255 

Met Val Tyr Leu Gin Pro Leu Gin Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met He Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Leu Arg 

290 295 300 

Gin Gly Lys Ala Phe Gin Lys Leu Thr 
305 310 

<210> 2425 
<211> 313 
<212>< PRT 

<213> Unknown (p87-dir-0-ll conceptual translation of range 1-937) 



<400>2425 


























Met Asp Gly 


Asp 


Asn 


Gin 


Ser Glu Gly 


Ser 


Glu 


Phe 


Leu 


Leu Arg Gly 


1 




5 








10 










15 




He Ser Glu 


Ser 


Pro 


Glu 


Gin 


Gin Gin 


He 


Leu 


Phe 


Trp 


Met 


Phe 


Leu 




20 








25 










30 






Ser Met Tyr 


Leu 


Val 


Thr 


Val 


Leu Gly 


Asn 


Val 


Phe 


He 


He 


Leu 


Ala 


35 










40 








45 








He Ser Ser 


Asp 


Ser 


Arg 


Leu 


His Thr 


Pro 


Val 


Tyr 


Phe 


Phe 


Leu 


Ala 


50 






55 








60 










Asn Phe Ser 


Phe 


Thr 


Asp 


Leu 


Phe Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 
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65 70 75 80 

Met Pro Val Asn Leu Gin Ser Gin Asn Lys Ala lie Ser Tyr Ala Gly 

85 90 ** 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn 

100 105 110 

Leu lie Pro Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Arg 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys lie Leu Leu 

130 135 140 

Leu Ser Met Cys Trp Val Phe Ser Ala Leu Tyr Gly Leu He His He 
145 150 155 160 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Gin Lys He His Tyr 

165 170 175 

Leu Phe Cys Glu Met Tyr Phe Leu Leu Arg Leu Ala Cys Ser Asn He 

180 185 190 

His Val Asn His Thr Val Leu Val Ala Met Gly Cys Phe He Phe Leu 

195 200 205 

He Pro Leu Gly Phe Met He Thr Ser Tyr Ala Arg He Val Arg Ala 

210 215 220 

He Leu Gin He Pro Pro Ala Thr Gly Lys Tyr Lys Ala Phe Ser Thr 
|225 230 235 240 

Cys Ala Ser His Leu Ala Val Val Ser Leu Phe Tyr Gly Thr Leu Gly 

245 250 255 

He Val Tyr Leu Gin Pro Pro Gin Thr Tyr Ser Met Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Val Val Val Thr Pro Met He Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Asp Leu Gly Arg Leu Arg 

290 295 300 

Gin Gly Lys Ala Phe Gin Lys Leu Thr 
305 310 

<210> 2426 
<211> 313 
<212> PRT 

<213> Unknown (pl36-dir-0-ll conceptual translation of range 1-939) 
<400>2426 

Met Asp Gly Gly Asn Gin Ser Lys Gly Ser Glu Phe Leu Leu Leu Gly 

15 10 15 

Met Ser Glu Ser Pro Glu Gin Gin Arg He Leu Phe Trp Met Phe Leu 

20 25 " 30 

Ser Met Tyr Leu Val Thr Val Val Gly Asn Ala Leu He He Leu Ala 

35 40 45 

He Thr Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Val 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Leu Gin Ser Gin Asn Lys Ala He Ala Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn 

100 105 110 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 125 

Pro Leu His Tyr Val Thr Ala Met Ser Pro Gly Leu Cys He Leu Leu 

130 135 140 

Leu Ser Leu Cys Trp Val Phe Ser Val Leu Tyr Gly Leu He His Thr 
145 150 155 160 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Arg Lys He His Tyr 

165 170 175 

Leu Phe Cys Glu Met Tyr Val Leu Leu Gin Leu Ala Cys Ser Asn He 
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180 










185 




190 






His 


Val 

v Q -L 


Asn 


His 


Thr 


Val 


Leu 


Val 


Ala Thr Gly Cys 


Phe He 


Phe 


Leu 






195 










200 






205 






Tie 


Pro 


Leu Gly 


Phe 


Met 


He 


Thr 


Ser Tyr Ala 


Arg 


He Val 


Arg 


Ala 




210 










215 






220 








lie 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Thr 


Gly Lys Tyr 


Lys 


Ala Phe 


Ser 


Thr 


225 








230 






235 








240 


Cys 


Ala 


Ser 


His 


Leu 


Ala 


Val 


Val 


Ser Leu Phe 


Tyr 


Gly Thr 


Leu 


Gly 








245 








250 






255 




Met 


Val 


Tyr 


Leu 


Gin 


Pro 


Leu 


Gin 


Thr Tyr Ser 


Met 


Lys Asp 


Ser 


Val 






260 










265 




270 






Ala 


Thr 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr Pro Met 


Met 


Asn Pro 


Phe 


lie 






275 










280 






285 






Tyr 


Ser 


Leu 


Lys 


Asn 


Lys 


Asp 


Met 


His Gly Ala 


Leu 


Gly Arg 


Leu 


Leu 




290 










295 






300 








Gin 


Gly 


Lys 


Ala 


Phe 


Trp 


Lys 


Leu 


Thr 











305 310 

<210> 2427 
<211> 313 
<212> PRT 

<213> Unknown (pl63-dir-0-ll conceptual translation of range 1-939) 



<400>2427 



Met 


Asp 


Gly 


Gly 


Asn 


Gin 


Ser 


Glu 


Gly 


Ser 


Glu 


trie 


Leu 


Leu 


Leu 


ft! v 


1 




D 










10 










15 




Met 


Ser 


Glu 


Ser 


Pro 


Glu 


Gin 


Gin 


Arg 


He 


Leu 




Trp Met 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 
35 


Leu 


Val 


Thr 


vai 


Leu 
40 


oiy 


Asn 


Val 


Leu 


He 
45 


He 


Leu 


Ala 


He 


Ser 
50 


Ser 


Asp 


Ser 


Arg 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


Leu 
85 


Gin 


Ser 


Gin 


Asp 


Lys 
90 


Ala 


He 


Ser 


Tyr 


Ala 
95 


Gly 


Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Leu 


Leu 


Ser 


Leu 


Val 


Thr 


Leu 


Asp 


Asn 






100 










105 










110 






Leu 


He 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


lie 


Cys 


Cys 


Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


Ser 


Pro Arg 


Leu 


Cys 


lie 


Leu 


Leu 




130 










135 










140 










Leu 


Ser 


Leu 


Cys 


Trp 


Val 


Phe 


Ser 


Val 


Leu 


Tyr 


Gly 


Leu 


lie 


His 


Thr 


145 








150 










155 








His 
175 


160 


Leu 


Leu 


Met 


Thr 


Arg 
165 


Val 


Thr 


Phe 


Cys 


Gly 
170 


Ser 


Arg 


Lys 


lie 


Tyr 


Leu 


Phe 


Cys 


Glu 


Met 


Tyr 


Phe 


Leu 


Leu 


Arg 


Leu 


Ala 


Cys 


Ser 


Asn 


He 






180 










185 










190 






Gin 


He 


Asn 


His 


Thr 


Val 


Leu 


He 


Ala 


Thr Gly 


Cys 


Phe 


He 


Phe 


Leu 






195 










200 










205 








He 


Pro 


Leu 


Gly 


Phe 


Met 


He 


Thr 


Ser 


Tyr Ala 


Arg 


lie 


Val 


Arg 


Ala 




210 










215 










220 










He 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Thr 


Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Ala 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Gly 








245 










250 










255 




Met 


Val 


Tyr 


Leu 


Gin 


Pro 


Leu 


Gin 


Thr 


Tyr 


Ser 


Thr 


Lys 


Asp 


Ser 


Val 






260 










265 










270 






Ala 


Thr 


Val 
275 


Met 


Tyr 


Ala 


Val 


Val 
280 


Thr 


Pro 


Met 


Met 


Asn 
285 


Pro 


Phe 


lie 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


He 


His 


Gly Ala 


Leu 


Gly Arg 


Leu 


Leu 
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29° 295 300 

Gin Gly Lys Ala Phe Gin Lys Leu Thr 
305 310 

<210> 2428 
<211> 312 
<212> PRT 

<213> Unknown (pl8-dir-0-ll conceptual translation of range 1-936) 
<400>2428 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Met Ser Glu Ser Pro Glu Gin Gin Gin lie Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Val Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser Arg Leu His Thr Pro Val Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
t 5 70 75 80 

'Met Leu Val Asn Leu Gin Ser His Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Ala Leu Asp Asn 

100 105 no 

Leu He Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Cvs 

H5 120 125 

Pro Leu His Tyr Thr Thr Ala Met Ser Pro Lys Leu Cys He Leu Leu 

I 30 135 140 

Leu Ser Leu Cys Trp Val Leu Ser Val Leu Tyr Gly Leu He His Thr 
T 145 150 155 ifio 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Arg Lys He His Tyr 

165 170 175 

He Phe Cys Glu Met Tyr Val Leu Leu Arg Met Ala Cys Ser Asn He 

180 185 190 

Gin He Asn His Thr Val Leu He Ala Thr Gly Cys Phe He Phe Leu 

I 95 200 205 

He Pro Phe Gly Phe Val He He Ser Tyr Val Leu He He Arg Ala 

210 215 220 

He Leu Arg He Pro Ser Val Ser Lys Lys Tyr Lys Ala Phe Ser Thr 
225 2 30 235 240 

Cys Ala Ser His Leu Gly Ala Val Ser Leu Phe Tyr Gly Thr Leu Cys 

245 250 255 

Met Val Tyr Leu Lys Pro Leu His Thr Tyr Ser Val Lys Asp Ser Val 

260 265 270 

Ala Thr val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Leu Leu 

290 295 300 

Asp Lys His Phe Lys Arg Leu Thr 
305 310 

<210> 2429 
<211> 312 
<212> PRT 

<213> Unknown (p32-dir-0-ll conceptual translation of range 1-936) 
<400>2429 

Met Asp Gly Gly Asn Gin Ser Glu Gly Ser Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Met Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 
20 25 30 
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Ser 


Met 


Tyr 
35 


Leu 


Val 


Thr 


Val 


Val 
a n 


(jiy 


Asn 


vai 


Leu 


He 
45 


He 


Leu 


Ala 


He 


Asn 
50 


Ser 


Asp 


Ser 


His 


Leu 
55 


His 


x nr 


Pro 


Mot- 
net 


Tyr 
60 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


rile 


Jrne 


Val 




7\ en 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


Leu 


Gin 


Ser 


Gin 


Asn 


Lys 


Ala 


lie 


Ser Tyr Ala Gly 










85 




















3d 




Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Pne 


Leu 


val 


Ser 


Leu 


Val 


Ala 


Leu 


Asp 


Asn 






100 










105 










110 






Leu 


He 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 

120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Cys 


Pro 


Leu 
130 


His 


Tyr 


Thr 


Thr 


Ala 

135 


Met 


Ser 


Pro 


Lys 


Leu 
140 


Cys 


He 


Leu 


Leu 


Leu 


Ser 


Leu 


Cys 


Trp 


Val 


Leu 


Ser 


Val 


Leu 


Tyr 




Leu 


He 


His 


Thr 


145 








150 










155 








His 
175 


160 


He 


Leu 


Met 


Thr 


Arg 
165 


Val 


Thr 


Phe 


Cys 


Gly 
170 


Ser 


Arg 


Lys 


He 


Tyr 


He 


Phe 


Cys 


Glu 


Met 


Tyr 


Val 


Leu 


Leu 


Arg 


Met 


Ala 


Cys 


Ser 


Asn 


He 






180 










185 










190 






Gin 


He 


Asn 
195 


His 


Thr 


Val 


Leu 


He 
200 


Ala 


Thr 


Gly 


Cys 


Phe 
205 


He 


Pne 


Leu 


He 


Pro 
210 


Phe 


Gly 


Phe 


Val 


He 
215 


He 


Ser 


Tyr 


Val 


Leu 
220 


He 


He 


Arg 


Ala 


He 


Leu 


Arg 


He 


Pro 


Ser 


Val 


Ser 


Lys 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu Gly Ala Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Cys 








245 










250 










255 




Met 


Val 


Tyr 


Leu 


Lys 


Pro 


Leu 


His 


Thr 


Phe 


Ser 


Val 


Lys 


Asp 


Ser 


Val 






260 










265 










270 






Ala 


Thr 


Val 
275 


Met 


Tyr 


Ala 


Val 


Val 
280 


Thr 


Pro 


Met 


Met 


Asn 
285 


Pro 


Phe. 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


His 


Gly Ala 


Leu 


Gly Arg 


Leu 


Leu 


290 










295 










300 










Asp 


Thr 


His 


Phe 


Lys 


Arg 


Leu 


Thr 



















305 310 

<210> 2430 
<211> 312 
<212> PRT 

<213> Unknown (pl30-dir-0-ll conceptual translation of range 1-936) 



<400>2430 



Met 


Asp Gly 


Gly Asn Gin Ser Glu Gly 


Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Met 


Ser 


Glu 


Ser 
20 


Pro 


Glu 


Gin 


Gin 


Arg 
25 


He 


Leu 


Phe 


Trp 


Met 
30 


Phe 


Leu 


Ser 


Met 


Tyr 
35 


Leu 


Val 


Thr 


Val 


Val 
40 


Gly 


Asn 


Val 


Leu 


He 
45 


He 


Leu 


Ala 


He 


Ser 


Ser 


Asp 


Ser Cys 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


Leu 
85 


Gin 


Ser 


Gin 


Asn 


Lys 
90 


Ala 


He 


Ser 


Tyr 


Ala 
95 


Gly 


Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Leu 


Val 


Ser 


Leu 


Val 


Ala 


Leu 


Asp 


Asn 






100 










105 










110 






Leu 


He 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Cys 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


Ala 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


He 


Leu 


Leu 



130 13 5 140 
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Leu Ser Leu Cys Trp Val Leu Ser Val Leu Tyr Gly Leu lie His Thr 
14 5 150 155 160 

Leu Leu Met Thr Arg Val Thr Phe Cys Gly Ser Arg Lys He His Tyr 

165 170 175 

He Phe Cys Glu Met Tyr Val Leu Leu Arg Met Ala Cys Ser Asn He 

180 185 190 

Gin Thr Asn His Thr Val Leu He Ala Thr Gly Cys Phe He Phe Leu 

195 200 205 

He Pro Phe Gly Phe Val He He Ser Tyr Val Leu He He Arg Ala 

210 215 220 

He Leu Arg He Pro Ser Leu Ser Lys Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Ala Val Ser Leu Phe Tyr Gly Thr Leu Cys 

245 250 255 

Met Val Tyr Leu Lys Pro Leu His Thr Tyr Ser Val Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Leu Leu 

290 295 300 

Asp Lys His Phe Lys Arg Leu Thr 
305 310 

<210> 2431 
<211> 215 
<212> PRT 

<213> Unknown (pl43-dir-0-8 conceptual translation of range 2-646) 
<400>2431 

Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys Met Leu Val 

1 5 10 15 

Ser Leu Gin Ser Gin Asn Lys Ala He Ser Tyr Pro Gly Cys Leu Thr 

20 25 30 

Gin Leu Phe Phe Leu Val Ser Leu Val Ala Leu Asp Asn Leu He Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu His 

50 55 60 

Tyr Thr Thr Ala Met Ser Pro Lys Leu Cys He Leu Leu Leu He Leu 
65 70 75 80 

Cys Trp Ala Leu Ser He Leu Tyr Gly Leu He His Thr Leu Leu Met 

85 90 95 

Thr Arg Val Thr Phe Cys Gly Ser Arg Lys He His Tyr He Phe Cys 

100 105 HO 

Glu Met Tyr Val Leu Leu Arg Leu Ala Cys Ser Asn Thr His He Asn 

115 120 125 

His Met Met Leu He Ala Thr Gly Cys Phe Val Phe Leu Val Pro Phe 

130 135 140 

Gly Phe Met He Met Ser Tyr He Cys He Val Arg Ala He Leu Lys 
145 ' 150 155 160 

He Pro Ser Ala Ser Asn Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser 

165 170 175 

His Leu Ala Val Val Ala Leu Phe Tyr Gly Thr Leu Cys Met Val Tyr 

180 185 190 

Leu Lys Pro Leu His Thr Tyr Ser Met Lys Asp Ser Val Ala Thr Val 

195 200 205 

Met Tyr Ala Val Val Thr Pro 
210 215 

<210> 2432 
<211> 312 
<212> PRT 
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<213> Unknown (p89-dir-0-ll conceptual translation of range 1-935) 
<220> 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 

<400>2432 



i it: l. 


Arg 


Glu 


Asn 


Asn 


Gin 


Ser 


Ser 


Thr 


Leu 


Glu 


Phe 


lie 


Leu 


Leu Gly 








5 










10 










15 




V Cl-L 


Thr Gly Gin Gin Glu 


Gin 


Glu 


Asp 


Phe 


Phe 


Tyr 


He 


Leu 


Phe 


Leu 








20 










25 










30 






rue 


He 


Tyr 


Pro 


lie 


inr 


Leu 


He Gly Asn Leu 


Leu 


He 


Val 


Leu 


Ala 






35 










40 










45 




Leu 




±±e 


Cys 
50 


Ser 


Asp 


Val 


His 


Leu 
55 


His 


Asn 


Pro 


Met 


Tyr 
60 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


He 


Phe 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


His 


Leu 


Ser 


Gly 


Ser 


Lys 


Ser 


He 


Ser 


Phe 


Gly Gly 










85 










90 










? -J 




Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Met 


He 


Asp 


Leu 


Gly 


Asn 


Thr 


Asp 


Ser 






100 










105 










110 






Tyr 


Thr 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Ala 


Val 


Ala 


He 


Ser 


Arg 




115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Pro 


Arg 


Ser 


Cvs 


He 


Trp 


Leu 




130 








135 










140 










lie 


Ala 


Gly 


Ser 


Trp 


Val 


He Gly Asn Ala 


Asn 


Ala 


Leu 


Pro 


His 


Thr 


145 








150 










155 










160 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Ser 


Phe 


Xaa 


Gly Asn Gin 


Glu 


Val 


Ala 


Asn 










lOD 










170 










175 






Tyr 


Cys 


Asp 


He 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


He 




180 










185 










190 








Phe 


His 


Val 


Lys 


Met 


Met 


Tyr 


Leu Gly Val 


Gly 


He 


Phe 


Pro 


Val 




195 










200 










205 








Pro 


Leu 
210 


Leu 


Cys 


He 


He 


Val 
215 


Ser 


Tyr 


He 


Arg 


Val 
220 


Phe 


Ser 


Thr 


Val 


Phe 


Gin 


Val 


Pro 


Ser 


Thr 


Lys 


Gly Val 


Leu 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Cys 


Phe 


Val 


Tyr Gly 


Thr 


Val 


Met 


Gly 








245 










250 










255 




Met 


Tyr 


Phe 


Arg 


Pro 


Leu 


Thr 


Asn 


Tyr 


Ser 


Leu 


Lys 


Asp Ala 


Val 


He 






260 










265 










270 






Thr 


Val 


Met 


Cys 


Thr 


Ala 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 






275 








280 










285 








Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


Met 


Lys 


Ala 


Ala 


Leu 


Gin 


Lys' Leu 


Phe 


Asn 




290 








295 










300 










Lys 


Arg 


He 


Ser 


Ser 


Xaa 


Pro 


Met 


















305 










310 























<210> 2433 
<211> 312 
<212> PRT 

<213> Unknown (p88-dir-0-ll conceptual translation of range 1-936) 
<220> 

<221> VARIANT 

<222> (1)...(312) 

<223> Xaa = Any Amino Acid 

<400>2433 

Met Arg Glu Asn Asn Gin Ser Ser Thr Leu Glu Phe He Leu Leu Gly 
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15 10 15 

Val Thr Gly Gin Gin Glu Gin Glu Asp Phe Phe Tyr He Leu Phe Leu 

20 25 30 

Phe He Tyr Pro He Thr Leu He Gly Asn Leu Leu He Val Leu Ala 

35 40 45 

He Cys Ser Asp Val His Leu His Asn Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Leu Val Asp He Phe Phe Ser Ser Val Thr He Pro Lvs 
65 70 75 so 

Met Leu Ala Asn His Leu Ser Gly Ser Lys Ser He Ser Phe Gly Gly 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Met He Asp Leu Gly Asn Thr Asp Ser 

100 105 no 

Tyr Thr Leu Ala Ala Met Ala Tyr Asp Arg Ala Val Ala He Ser Arg 

115 120 125 

Pro Leu His Tyr Thr Thr He Met Ser Pro Arg Ser Cys He Trp Leu 

130 135 140 

He Ala Gly Ser Trp Val He Gly Asn Ala Asn Ala Leu Pro His Thr 
145 150 155 160 

Leu Leu Thr Ala Ser Leu Ser Phe Cys Gly Asn Gin Glu Val Ala Asn 
' 165 170 175 

Phe Tyr Cys Asp He Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp He 

180 185 190 

His Phe His Val Lys Met Met Tyr Leu Gly Val Gly He Phe Ser Val 

195 200 205 

Pro Leu Leu Cys He He Val Ser Tyr He Arg Val Phe Ser Thr Val 

210 215 220 

Phe Gin Val Pro Ser Thr Lys Gly Val Leu Lys Ala Phe Ser Thr Cys 
2 ? 5 230 235 240 

Gly Ser His Leu Thr Val Val Ser Leu Tyr Tyr Gly Thr Val Met Gly 

245 250 255 

Met Tyr Phe Arg Pro Leu Thr Asn Tyr Ser Leu Lys Asp Ala Val He 

260 265 270 

Thr Val Met Cys Thr Ala Val Thr Pro Met Leu Asn Pro Phe He Tyr 

275 280 285 

Ser Leu Arg Asn Arg Asp Met Lys Ala Ala Leu Gin Lys Leu Phe Asn 

290 295 300 

Lys Arg He Ser Ser Xaa Pro Met 
305 310 

<210> 2434 
<211> 312 
<212> PRT 

<213> Unknown (p33-dir-0-ll conceptual translation of range 1-936) 
<220> 

<221> VARIANT 

<222> (1)...{312) 

<223>. Xaa = Any Amino Acid 

<400>2434 

Met Arg Glu Asn Asn Gin Ser Ser Thr Leu Glu Phe He Leu Leu Gly 

1 5 10 15 

Val Thr Gly Gin Gin Glu Gin Glu Asp Phe Phe Tyr He Leu Phe Leu 

20 25 30 

Phe He Tyr Pro He Thr Leu He Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He Cys Ser Asp Val His Leu His Asn Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Leu Val Asp He Phe Phe Ser Ser Val Thr He Pro Lys 
65 70 75 80 
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Met Leu Ala Asn His Leu Ser Gly Ser Lys Ser He Ser Phe Gly Gly 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Met He Asp Leu Gly Asn Thr Asp Ser 

100 105 HO 

Tvr He Leu Ala Ala Met Ala Tyr Asp Arg Ala Val Ala He Ser Arg 

115 120 125 

Pro Leu His Tyr Thr Thr He Met Ser Pro Arg Ser Cys He Trp Leu 

130 135 140 

He Ala Gly Ser Trp Val He Gly Asn Ala Asn Ala Leu Pro His Thr 
X45 " 150 155 160 

Leu Leu Thr Ala Ser Leu Ser Phe Xaa Gly Asn Gin Glu Val Ala Asn 

165 170 175 

Phe Tyr Cys Asp He Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp He 
180 185 190 

His Phe His Val Lys Men wet ryi j^«u ^-jt 

195 200 205 

Pro Leu Leu Cys He He Val Ser Tyr He Arg Val Phe Ser Thr Val 

210 ~ 215 220 

Phe Gin Gly Pro Ser Thr Lys Gly Val Leu Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Val Val Ser Leu Asp Tyr Gly Thr Val Lys Gly 

245 250 255 

Lys Tyr Phe Arg Pro Leu Thr Asn Tyr Ser Leu Lys Asp Ala Val He 

260 265 270 

Thr Val Met Cys Thr Ala Val Thr Pro Met Leu Asn Pro Phe He Tyr 

275 280 285 

Ser Leu Arg Asn Arg Asp Met Lys Ala Ala Leu Gin Lys Leu Phe Asn 

290 " 295 300 

Lys Arg He Ser Ser Xaa Pro Met 
305 310 

<210> 2435 
<211> 312 
< 2 1 2 > PRT 

<213> Unknown ( P 43-dir-0-ll conceptual translation of range 1-936) 
<220> 

<221> VARIANT 

<222> (1)...(312) 

<223> Xaa = Any Amino Acid 



50 

Asn Lev 
65 



130 



Glu 


Asn 


Asn 


Gin 


Ser Ser Thr 


Leu 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


5 






10 










15 




Gly Gin Gin 


Glu 


Gin Glu Asp 


Phe 


Phe 


Tyr 


He 


Leu 


Phe 


Leu 




20 






25 










30 




Ala 


Tyr 


Pro 


He 


Thr 


Leu He Gly 


Asn 


Leu 


Leu 


He 


Val 


Leu 


35 








40 








45 






Ala 


Ser 


Asp 


Val 


Arg 


Leu His Asn 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 








55 






60 










Ser 


Leu 


Val 


Asp 
70 


He Phe Phe 


Ser 


Ser 
75 


Val 


Thr 


He 


Pro 


Lys 
80 


Ala 


Asn 


His 


Leu 


Leu Gly Ser 


Lys 


Ser 


He 


Ser 


Phe 


Gly Gly 




85 






90 










95 




Thr 


Gin 


Met 


Tyr 


Phe Met He 


Ala 


Leu 


Gly 


Asn 


Thr 


Asp 


Ser 


100 




105 










110 




His 


Leu 


Ala 


Ala 


Met 


Ala Tyr Asp 


Arg 


Ala 


Val 


Ala 


He 


Ser 


115 








120 








125 








His 


Tyr 


Thr 


Thr 


He Met Ser 


Pro 


Arg 


Ser 


Cys 


He 


Trp 


Leu 








135 






140 






His 


Thr 


Gly 


Ser 


Trp 


Val 


He Gly Asn 


Ala 


Asn 


Ala 


Leu 


Pro 
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145 










150 










155 










160 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Ser 


Phe 


Cys 


Gly Asn 


Gin 


Glu 


Val 


Ala 


Asn 










165 










170 










175 




Phe 


Tyr 


Cys 


Asp 


He 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


He 








180 










185 










190 




His 


Phe 


His 


Val 


Lys 


Met 


Met 


Tyr 


Leu 


Gly Val 


Gly 


He 


Phe 


Ser 


Val 






195 










200 










205 








Pro 


Leu 


Leu 


Cys 


He 


He 


Val 


Ser 


Tyr 


He 


Arg 


Val 


Phe 


Ser 


Thr 


Val 




210 










215 










220 










Phe 


Gin 


Val 


Pro 


Ser 


Thr 


Lys 


Gly Val 


Leu 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


TVTT* 

xyx 


T\ry 

1 jr I 


Gly 


Thr 


Val 


Met 


Gly 










245 










250 










255 


Thr 


Tyr 


Phe 


Arg 


Pro 


Leu 


Thr 


Asn 


Tyr 


Ser 


Leu 


Lys 


Asp 


Ala 


Val 


He 








260 










265 










270 






Thr 


Val 


Met 


Tyr 


Thr 


Ala 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tvr 






275 










280 










285 






Ser 


Leu 


Arg 


Asn Arg 


Asp Met 


Lys 


Ala 


Ala 


Leu 


Arg 


Lys 


Leu 


tr l It; 


Asn 




290 










295 










300 










Lys 


Arg 


He 


Ser 


Ser 


Xaa 


Pro 


Met 


















i305 










310 






















<210> 2436 




























<211> 309. 




























<212> PRT 





























<213> Unknown (pl80-dir-0-ll conceptual translation of range 1-927) 
<400>2436 

Met Arg Glu Asn Asn Gin Ser Ser Thr Leu Glu Phe He Leu Leu Gly 

15 10 15 

Val Thr Gly Gin Gin Glu Gin Glu Asp Phe Phe Tyr He Leu Phe Leu 

20 25 30 

Phe He Tyr Pro He Thr Leu He Gly Asn Leu Leu He Val Leu Ala 

35 40 45 

He Cys Ser Asp Val His Leu His Asn Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Leu Val Asp He Phe Phe Ser Ser Val Thr He Pro Lys 
65 70 75 80 

Met Leu Ala Asn His Leu Leu Gly Ser Lys Ser He Ser Phe Gly Gly 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Met He Ala Leu Gly Asn Thr Asp Ser 

100 105 HO 

Tyr He Leu Ala Ala Met Ala Tyr Asp Arg Ala Val Ala He Ser Arg 

115 120 125 

Pro Leu His Tyr Thr Thr He Met Ser Pro Arg Ser Cys He Trp Leu 

130 135 140 

lie Ala Gly Ser Trp Val He Gly Asn Ala Asn Ala Leu Pro His Thr 
14 5 150 155 160 

Leu Leu Thr Ala Ser Leu Ser Phe Cys Gly Asn Gin Glu Val Ala Asn 

165 170 175 

Phe Tyr Cys Asp He Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp He 

180 185 190 

His Phe His Val Lys Met Met Tyr Leu Gly Val Gly He Phe Ser Val 

195 200 205 

Pro Leu Leu Cys He He Val Ser Tyr He Arg Val Phe Ser Thr Val 

210 215 220 

Phe Gin Val Pro Ser Thr Lys Gly Val Leu Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Val Val Ser Leu Tyr Tyr Gly Thr Val Met Gly 

245 250 255 

Met Tyr Phe Arg Pro Leu Thr Asn Tyr Ser Leu Lys Asp Ala Val He 
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260 265 270 

Thr Val Met Tyr Thr Ala Val Thr Pro Met Leu Asn Pro Phe lie Tyr 

275 280 285 

Ser Leu Arg Asn Arg Asp Val Lys Ala Ala Leu Arg Lys Leu Phe Asn 

290 ~ 295 300 

Lys Arg lie Ser Ser 
305 

<210> 2437 
<211> 309 
<212> PRT 

<213> Unknown (p204-dir-0-ll conceptual translation of range 1-927) 
<400>2437 



Met 


JL»ys 


Lys 


giu 


Asn 


bin 


OCX 


rile 


Asn 


Leu 


Asp 


Phe 


lie 


Leu 


Leu 


Gly 


1 




5 










10 










15 




Val 


Thr 


Ser 


Gin 


Gin 


blU 


in 


Asn 


A en 
noil 


Val 


Phe 


Phe 


Val 


He 
30 


Phe 


Leu 


Cys 


lie 


Tyr 


Pro 


lie 


xnr 


Leu 


i nr 


l3l jf 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 




35 










40 










45 








lie 


Cys 
50 


Ala 


Asp 


lie 


Arg 


Leu 


HIS 


Asn 


Pro 


Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


val 


Asp 


lie 


lie 


rile 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










"7 A 










75 










80 


Val 


Leu 


Ala 


Asn 


His 


Leu 


L*eu 


Giy 


Ser 


Lys 


Phe 


He 


Ser 


Phe 


oiy 


Glv 










Q C 










90 








Ala 


95 




Cys 


Leu 


Met 


Gin 


Met 


Tyr 


rne 




lie 


Ala 


Leu 


Ala 


Lys 


Asp 


Ser 






100 










105 










110 






Tyr 


Thr 


Leu 


Ala 


Aia 


Mat- 
wet 


Ala 


Tyr 




Arg 


Ala 


Val 


Ala 


He 


Ser 


Cvs 




1 1 c 
J.J.D 










120 










125 








Pro 


L6U 


HI a 




Thr 


Thr 


lie 


Met 


Ser 


Pro 


Arg 


Ser 


Cys 


He 


Leu 


Leu 




130 








135 










140 










lie 


Ala 


Gly 


Ser 


Trp 


Val 


He 


Gly 


Asn 


Thr 


Ser 


Ala 


Leu 


Pro 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Ser 


Phe 


Cys 


Gly Asn 


Gin 


Glu 


Val 


Ala 


Asn 










165 










170 










175 




Phe 


Tyr 


Cys 


Asp 
180 


He 


Met 


Pro 


Leu 


Leu 
185 


Lys 


Leu 


Ser 


Cys 


Ser 
190 


Asp 


Val 


His 


Phe 


Asn 


Val 


Lys 


Met 


Met 


Tyr 


Leu 


Gly Val 


Gly Val 


Phe 


Ser 


Leu 






195 










200 










205 








Pro 


Leu 
210 


Leu 


Cys 


He 


He 


Val 
215 


Ser 


Tyr 


Val 


Gin 


Val 

220 


Phe 


Ser 


Thr 


Val 


Phe 


Gin 


Val 


Pro 


Ser 


Thr 


Lys 


Ser 


Leu 


Phe 


Lys 


Ala 


Phe 


Cys 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Phe 


Leu 


Tyr 


Tyr 


Gly Thr Thr 


Met 


Gly 








245 










250 










255 




Met 


Tyr 


Phe 


Arg 


Pro 


Leu 


Thr 


Ser 


Tyr 


Ser 


Pro 


Lys 


Asp 


Ala 


Val 


He 






260 










265 










270 






Thr 


Val 


Met 
275 


Tyr 


Val 


Ala 


Val 


Thr 
280 


Pro 


Ala 


Leu 


Asn 


Pro 
285 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Trp Asp Met 


Lys 


Ala 


Ala 


Leu 


Gin 


Lys 


Leu 


Phe 


Ser 




290 










295 










300 










Lys 


Arg 


He 


Ser 


Ser 

























305 



<210> 2438 
<211> 214 
<212> PRT 

<213> Unknown (pl79-dir-0-8 conceptual translation of range 2-643) 
<400>2438 
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Leu 


Val 


Asp 


He 


Phe 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asn 


His 


Leu 


Leu 
20 


Gly 


Ser 


Lys 


Ala 


He 
25 


Ser 


Phe 


Gly 


Gly 


Cys 
30 


Met 


Ala 


Gin 


Met 


Tyr 
35 


Phe 


Met 


He 


Ser 


Leu 
40 


Gly 


Asn 

• 


Thr 


Asp 


Ser 
45 


Tyr 


He 


Leu 


Ala 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Ala 


Val 


Ala 


He 


Ser 
60 


Arg 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


Met 


Ser 


Pro 


Gin 


Leu 


Cys 


Val 


Leu 


Leu 


Val 


Ala 


Gly 


65 










70 










75 










80 


Ser 


Trp 


Val 


He 


Ala 
85 


Asn 


Ala 


Asn 


Ala 


Leu 
90 


Pro 


His 


Thr 


Leu 


Leu 
95 


Thr 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly Asn 


Lys 


Asp 


Val 


Ala 


Asn 


Phe 


Tyr 


Cys 








100 










105 










110 






Asp 


He 


Thr 
115 


Pro 


Leu 


Leu 


Gin 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


He 
125 


Arg 


Phe 


Asn 


Val 


Lys 


Met 


Met 


Tyr 


Leu 


Gly Val 


Gly 


Val 


Phe 


Ser 


Val 


Pro 


Leu 


Leu 




130 










135 










140 










Cys 


He 


He 


He 


Ser 


Tyr 


Val 


Arg 


Val 


Phe 


Ser 


Thr 


Val 


Leu 


Arg 


Val 


145 










150 










155 










160 


Pro 


Ser 


Thr 


Lys 


Gly 
165 


Phe 


Leu 


Lys 


Ala 


Leu 
170 


Ser 


Thr 


Cvs 


Gly 


Ser 
175 


His 


Leu 


Thr 


Val 


Val 
180 


Ser 


Leu 


Tyr 


Tyr 


Gly 
185 


Thr 


Val 


Met 


Gly 


Met 
190 


Tyr 


Phe 


Arg 


Pro 


Leu 
195 


Thr 


Ser 


Tyr 


Ser 


Leu 
200 


Lys 


His 


Ala 


Leu 


He 
205 


Thr 


Val 


Met 


Tyr 


Thr 
210 


Ala 


Val 


Thr 


Pro 























<210> 2439 
<211> 214 
<212> PRT 

<213> Unknown (pl91-dir-0-8 conceptual translation of range 2-643) 
<400>2439 

Leu Val Asp He Phe Phe Ser Ser Val Thr He Pro Lys Met Leu Ala 

15 10 15 

Asn His Leu Leu Gly Ser Lys Ala He Ser Phe Gly Gly Cys Met Ala 

20 25 30 

Gin Met Tyr Phe Met He Gly Leu Ala Asn Thr Asp Ser Tyr He Leu 

35 40 45 

Ala Ala Met Ala Tyr Asp Arg Ala Val Ala He Ser Arg Pro Leu His 

50 55 60 

Tyr Ala Thr He Met Ser Pro Gin Leu Cys Val Leu Leu Val Ala Gly 
65 70 75 80 

Ser Trp Val He Ala Asn Ala Asn Ala Leu Pro His Thr Leu Leu Thr 

85 90 95 

Ala Arg Leu Ser Phe Cys Gly Asn Lys Asp Val Ala Asn Phe Tyr Cys 

100 105 110 

Asp He Thr Pro Leu Leu Gin Leu Ser Cys Ser Asp He Arg Phe Asn 

115 120 125 

Val Lys Met Met Tyr Leu Gly Val Gly Val Phe Ser Val Pro Leu Leu 

130 135 140 

Cys He He He Ser Tyr Val Arg Val Phe Ser Thr Val Leu Arg Val 
145 150 155 160 

Pro Ser Thr Lys Gly Phe Leu Lys Ala Leu Ser Thr Cys Gly Ser His 

165 170 ' 175 

Leu Thr Val Val Ser Leu Tyr Tyr Gly Thr Val Met Gly Met Tyr Phe 

180 185 190 

Arg Pro Leu Thr Ser Tyr Ser Leu Lys His Ala Leu He Thr Val Met 
195 200 205 
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Tyr Thr Ala Val Thr Pro 
210 

<210> 2440 
<211> 222 
<212> PRT 

<213> Unknown (3983387-dir-0-8 conceptual translation of range 1-666) 



<400>2440 



Ala 


Asn 


Leu 


Ser 


Phe 


Val 


Asp 


Val 


Cys 


Phe 


Thr 


Thr 


Asn 


Leu 


He 


Pro 


1 








5 










10 










15 




Arg 


Leu 


Leu 


Ala 
20 


Gly 


His 


Val 


Ala 


Gly 
25 


Thr 


Arg 


Thr 


He 


Ser 
30 


Tyr 


Val 


His 


Cys 


Leu 
35 


Thr 


Gin 


Thr 


Tyr 


Phe 
40 


Leu 


He 


Ser 


Phe 


Ala 
45 


Asn 


Val 


Asp 


Thr 


Phe 
50 


Leu 


Leu 


Ala 


Ala 


Met 
55 


Ala 


Leu 


Asp 


Arg 


Phe 
60 


Val 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


Gin 


Tyr 


His 


Thr 


He 


He 


Thr 


Pro 


Gin 


Leu 


Cys 


Val 


Gly 


65 










70 










75 










80 


Leu 


Ala 


Ala 


Val 


Val 
85 


Trp 


Met 


Cys 


Ser 


Ala 
90 


Leu 


He 


Ser 


Leu 


Met 
95 


His 


Thr 


Leu 


Leu 


Met 
100 


Ser 


Arg 


Leu 


Ser 


Phe 
105 


Cys 


Ser 


Ser 


He 


Pro 
110 


Glu 


He 


Ser 


His 


Phe 
115 


Tyr 


Cys 


Asp 


Ala 


Tyr 
120 


Leu 


Leu 


Met 


Lys 


Leu 
125 


Ala 


Cys 


Ser 


Asp 


Thr 
130 


Arg 


Val 


Asn 


Gin 


Leu 
135 


Val 


Phe 


Leu 


Gly 


Ala 
140 


Val 


Val 


Leu 


Phe 


Val 


Ala 


Pro 


Cys 


He 


Leu 


He 


Val 


Val 


Ser 


Tyr 


Val 


Arg 


He 


Thr 


Met 


145 










150 










155 










160 


Val 


Val 


Leu 


Gin 


He 
165 


Pro 


Ser 


Ala 


Lys 


Gly 
170 


Arg 


His 


Lys 


Thr 


Phe 
175 


Ser 


Thr 


Cys 


Ser 


Ser 
180 


His 


Leu 


Ser 


Val 


Val 
185 


Thr 


Leu 


Phe 


Tyr 


Gly 
190 


Thr 


Val 


Leu 


Gly 


He 
195 


Tyr 


He 


Arg 


Pro 


Pro 
200 


Asp 


Ser 


Phe 


Ser 


Thr 
205 


Gin 


Asp 


Thr 


Val 


Ala 
210 


Thr 


He 


Met 


Tyr 


Thr 
215 


Val 


Val 


Thr 


Pro 


Met 
220 


Leu 


Asn 







<210> 2441 
<211> 314 
<212> PRT 

<213> Unknown (205837-dir-O-ll conceptual translation of range 1-942) 



<400>2441 



Met 


Thr 


Arg 


Arg 


Asn 


Gin 


Thr 


Ala 


He 


Ser 


Gin 


Phe 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Pro 


Phe 


Pro 


Pro 


Glu 


Tyr 


Gin 


His 


Leu 


Phe 


Tyr 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 






Ala 


Met 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 


Leu 


He 


He 


He 


He 


Leu 






35 










40 










45 








He 


Leu 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ala 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 


Gly 










85 










90 










95 




Cys 


Leu 


Ala 


Gin 


He 


Tyr 


Phe 


Phe 


Leu 


Phe 


Phe 


Gly 


Asp 


Leu 


Gly 


Asn 








100 










105 










110 






Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


Leu 
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130 










135 






Val 


Val 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


145 










150 








Leu 


Leu 


Met 


Ala 


Arg 
165 


Leu 


Ser 


Phe 


Cvs 


Tyr 


Phe 


Cys 


Asp 
180 


Met 


Ser 


Thr 


Leu 


Leu 
185 


His 


Asp Asn 


Glu 


Leu 


Ala 


He 


Phe 


He 






195 










200 




Leu 


Pro 
210 


Phe 


Leu 


Leu 


He 


He 
215 


Val 


Ser 


He 


Phe 


Lys 


Val 


Pro 


Ser 


Ser 


Gin 


Ser 


225 










230 








Cys 


Gly 


Ser 


His 


Leu 
245 


Ser 


Val 


Val 


Ser 


Gly 


Leu 


Tyr 


Leu 
260 


Cys 


Pro 


Ser 


Ala 


Asn 
265 


Val 


Met 


Ser 
275 


Leu 


Met 


Tyr 


Thr 


Met 
280 


Val 


He 

i 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Arg 
295 


Asp 


He 


Met 


Cys 


Lys 


Lys 


Gin 


He 


Pro 


Ser 


Phe 



305 310 



PCTAJS00/27582 

140 



Phe 


His Ala 


Met 


Leu 


His 


Thr 




155 








160 


Glu Asp Ser 


Val 


He 


Pro 


His 


170 








175 




Lys 


Val Ala 


Cys 


Ser 


Asp 


Thr 








190 






Leu 


Glv Glv 


Pro 


He 


Val 


Val 
vox 






205 








Tvr 


Ala Attt 


He 


Val 


Ser 


Ser 




4* & \3 










He 


His Lys 


Ala 


Phe 


Ser 


Thr 




235 








*± \j 


Leu 


Phe Tyr 






Val 


lie 


250 








255 




Asn 


Ser Thr 


Val 


Lys 


Glu 


Thr 








270 






Thr 


Pro Met 


Leu 


Asn 


Pro 


Phe 






285 








Lys 


Asp Ala 


Leu 


Glu 


Lys 


He 




300 










Leu 













<210> 2442 
<211> 221 
<212> PRT 

<213> Unknown ( 376963 0-dir-0-8 conceptual translation of range 1-663) 
<400>2442 

Leu Asn Leu Ser Phe Ala Asp Leu Cys Phe Ser Ser Val Thr Met Pro 

15 10 15 

Lys Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Pro Tyr Ala 

20 25 30 

Gly Cys Leu Ala Gin He Tyr Phe Phe Leu Phe Phe Gly Asp Leu Gly 

35 40 45 

Asn Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

50 55 60 

Phe Pro Leu His. Tyr Met Ser He Met Ser Pro Lys Leu Cys Val Ser 
65 70 75 80 

Leu Val Val Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His 

85 90 95 

Thr Leu Leu Met Ala Arg Leu Ser Phe Arg Glu Asp Ser Val He Pro 

100 105 110 

His Tyr Phe Cys Asp Met Ser Thr Leu Leu Lys Val Ala Cys Pro Asp 

115 120 125 

Thr His Asp Asn Glu Leu Ala He Phe He Leu Gly Gly Pro He Val 

130 135 140 

Val Leu Pro Phe Leu Leu He He Val Ser Tyr Ala Arg He Val Ser 
145 150 155 160 

Ser He Phe Lys Val Pro Ser Ser Gin Ser He His Lys Ala Phe Ser 

165 170 ~ 175 

Thr Cys Gly Ser His Leu Ser Val Val Ser Leu He Tyr Gly Thr Val 

180 185 190 

lie Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr Val Lys Glu 

195 200 205 

Thr Val Met Ser Leu Met Tyr Thr Met Val Thr Pro Met 
210 215 220 



<210> 2443 
<211> 314 
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<212> PRT 

<213> Unknown (1504111-dir-0-ll conceptual translation of range 1-942) 



<400>2443 



I'iC L. 


X XXX 


Glu 




Asn 


Gin 


Thr 


Val 


He 


Ser 


Gin 


Phe 


Leu 


Leu 


Leu Gly 


1 






5 










10 










15 




Leu 


Pro 


He 


Pro 


Pro 


Glu 


His 


Gin 


His 


Val 


Phe 


Tyr 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 








Met 


xyx 


Leu 


Thr 


Thr 


Val 


Leu 


Gly Asn 


Leu 


He 


He 


lie 


He 


Leu 






35 










40 










45 








Tip 

X xe 


Leu 


T .rji > 
ucu 


Asp 


Ser 


His 


Leu 


His 


X XXX 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 












55 










60 










Asn 




Cor 

OCX 


Phe 


Ser 


Asp Leu Cys 


T>V\ 

rne 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 












70 










75 










80 


Leu 


Leu 


win 


Asn 




Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 


Gly 










85 




















95 




Cys 


Leu 


ber 


bin 


Tic, 


Tyr 


Phe 


Phe 


Leu 


Pne 


Phe 


Gly Asp 


Leu 


Gly Asn 






1 nn 










10b 










110 






Pne 


Leu 


Leu 


Ufa 1 

vai 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tvr 


Val 


Ala 
r\ A. d 


He 


Cys. 


Phe 






I 1 c 

II J 










120 










125 








Pro 


Leu 


His 


Tyr 




Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


Leu 




13 0 










135 










140 










vai 


vai 


T nn 

Leu 


Cat* 


Trp 


vai 


Leu 


i nr 


Thr 


Tit*, ~ 

Pne 


His 


Ala 


Met 


Leu 


His 


Thr 


145 








150 










155 










160 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Glu 


Asp 


Asn 


Val 


He 


Pro 


His 










lOO 










1/0 










175 




Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


.... 

Leu 


Lys 


Leu 


Ala 


Cys 


Ser Asp 


Thr 






ioU 










185 










190 






Arg 


Val 


Asn 


Glu 


vai 


Val 


He 


Phe 


He 


Val 


Val 


Ser 


Leu 


Phe 


Leu 


Val 




A 17 D 










200 










205 








Leu 


Pro 


13 Via 

riie 


M. J- a 


Leu 


He 


lie 


Met 


Ser 


Tyr 


Val 


Arg 


He 


Val 


Ser 


Ser 




210 










215 










220 










lie 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Gin 


Gly 


He 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 


He 






245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 


Thr 




260 










265 










270 






Val 


Met 


Ser 


Leu 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


He 


Lys 


Gly Ala 


Met 


Glu 


Arg 


He 




290 










295 










300 










Phe 


Cys 


Lys 


Arg 


Lys 


He 


Gin 


Leu 


Asn 


Leu 















305 310 



<210> 2444 
<211> 221 
<212> PRT 

<213> Unknown (3769633-dir-0-8 conceptual translation of range 1-663) 



<400>2444 




























Ser Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


1 






5 










10 










15 




Lys Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 




20 










25 










30 






Gly Cys 


Leu 


Ser 


Gin 


He 


Tyr 


Phe 


Phe 


Leu 


Phe 


Phe Gly Asp 


Leu 


Gly 


35 










40 










45 








Asn Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


' 50 










55 










60 










Phe Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


65 






70 










75 










80 
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Leu 


Val 


Val 


Leu 


Ser 
85 


Trp 


Val 


Leu 


Thr 


Thr 
90 


Phe 


His 


Ala 


Met 


Leu 
95 


His 


Thr 


Leu 


Leu 


Met 
100 


Ala 


Arg 


Leu 


Ser 


Phe 
105 


Cys 


Glu 


Asp 


Asn 


Val 
110 


He 


Pro 


His 


Phe 


Phe 
115 


Cys 


Asp 


Thr 


Ser 


Ala 
120 


Leu 


Leu 


Lys 


Leu 


Ala 
125 


Cys 


Ser 


Asp 


Thr 


Arg 
130 


Val 


Asn 


Glu 


Val 


Val 
135 


He 


Phe 


He 


Val 


Val 
140 


Ser 


Leu 


Phe 


Leu 


Val 


Leu 


Pro 


Phe 


Ala 


Leu 


He 


He 


Met 


Ser 


Tyr 


Val 


Arc* 


He 


Val 


Ser 


145 










150 










155 










160 


Ser 


He 


Leu 


Lvs 


Val 
165 


Pro 


Ser 


Ser 


Gin 


Glv 
170 


He 


Tvr 


Glu 


Ala 


Phe 
175 


Ser 


Thr 


Cys 


Gly 


Ser 
180 


His 


Leu 


Ser 


Val 


Val 
185 


Ser 


Leu 


Phe 


Tyr 


Gly 
190 


Thr 


Val 


He 


Gly 


Leu 
195 


Tyr 


Leu 


Cys 


Pro 


Ser 
200 


Ser 


Asn 


Asn 


Ser 


Thr 
205 


Val 


Lys 


Glu 


Thr 


Val 
210 


Met 


Ser 


Leu 


Met 


Tyr 
215 


Thr 


Val 


Val 


Thr 


Pro 
220 


Met 









<210> 2445 
!<211> 221 
<212> PRT 

<213> Unknown (3769632-dir-0-8 conceptual translation of range 1-663) 



<400>2445 




























Gly Asn Met 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


1 




5 










10 










15 




Lys Leu Leu 


Gin 
20 


Asn 


Met 


Gin 


Ser 


Gin 
25 


Val 


Pro 


Ser 


He 


Pro 
30 


Tyr 


Val 


Gly Cys Leu 


Ser 


Gin 


He 


Tyr 


Phe 


Phe 


Leu 


Phe 


Phe Gly Asp 


Leu 


Gly 


35 










40 










45 








Asn Phe Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


Thr 


Cys 


50 








55 










60 










Phe Pro Leu 


His Tyr Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


65 






70 










75 










80 


Leu Val Val 


Leu 


Ser 
85 


Trp 


Val 


Arg 


Thr 


Thr 
90 


Phe 


His 


Ala 


Met 


Leu 
95 


His 


Thr Leu Leu 


Met 
100 


Ala 


Arg 


Leu 


Ser 


Phe 
105 


Cys 


Glu 


Asp 


Asn 


Val 
110 


He 


Pro 


His Phe Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


115 










120 










125 








Thr Arg Val 


Asn 


Glu 


Val 


Val 


He 


Phe 


He 


Val 


Val 


Ser 


Leu 


Phe 


Leu 


130 








135 










140 










Val Leu Pro 


Phe 


Ala 


Leu 


He 


He 


Met 


Ser 


Tyr 


Val 


Arg 


He 


Val 


Ser 


145 






150 










155 










160 


Ser He Leu 

i 


Lys 


Val 
165 


Pro 


Ser 


Ser 


Gin 


Gly 
170 


He 


Tyr 


Lys 


Ala 


Phe 
175 


Ser 


Thr Cys Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 




180 










185 










190 






He Gly Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 


195 










200 










205 








Thr Val Met 


Ser 


Leu 


Met 


Tyr 


Thr 


Ala 


Val 


Thr 


Pro 


Met 








210 








215 










220 











<210> 2446 
<211> 157 
<212> PRT 

<213> Unknown <902347-dir-0-6 conceptual translation of range 2-472) 
<400>2446 

He Cys Phe Pro Leu His Tyr Met Ser He Met Ser Pro Ser Leu Cys 
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1 








5 










10 










15 




Val 


Ser 


Leu 


Val 
20 


Leu 


Leu 


Ser 


Trp 


Val 
25 


Leu 


Thr 


Thr 


Phe 


His 
30 


Ala 


Met 


Leu 


His 


Thr 
35 


Leu 


Leu 


Met 


Ala 


Arg 
40 


Leu 


Ser 


Phe 


Cys 


Glu 
45 


Asp 


Asn 


Val 


He 


Pro 
5Q 


His 


Phe 


Phe 


Cys 


Asp 
55 


Met 


Ser 


Ala 


Leu 


Leu 
60 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Val 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Val 


Thr 


Gly 


Gly 


Leu 


65 








70 










75 










80 


He 


His 


Val 


He 


Pro 
85 


Leu 


Val 


Leu 


He 


Leu 
90 


Val 


Ser 


Tyr 


Ala 


Gin 
95 


He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ala 


Arg Gly 


He 


Arg 


Lys 


Ala 








100 










105 










110 






Phe 


Ser 


Thr 
115 


Cys 


Gly 


Ser 


His 


Leu 
120 


Ser 


Val 


Val 


Ser 


Leu 
125 


Phe 


Tyr 


Gly 


Thr 


He 
130 


He 


Gly 


Leu 


Tyr 


Leu 
135 


Cys 


Pro 


Ser 


Ala 


Asp 
140 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 


Thr 


Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 








145 










150 










155 













<210> 2447 
<211> 157 
<212> PRT 

<213> Unknown ( 902682-dir-0-6 conceptual translation of range 2-472) 
<400>2447 



He 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Ser 


Leu 


Cys 


1 








5 










10 










15 




Val 


Ser 


Leu 


Val 
20 


Leu 


Leu 


Ser 


Trp 


Val 
25 


Leu 


Thr 


Thr 


Phe 


His 
30 


Ala 


Met 


Leu 


His 


Thr 
35 


Leu 


Leu 


Met 


Ala 


Arg 
40 


Leu 


Ser 


Phe 


Cys 


Glu 
45 


Asp 


Asn 


Val 


He 


Pro 
50 


His 


Phe 


Phe 


Cys 


Asp 
55 


Met 


Ser 


Ala 


Leu 


Leu 
60 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Val 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Val 


Thr 


Gly 


Gly 


Leu 


65 








70 










75 










80 


He 


Leu 


Val 


He 


Pro 
85 


Phe 


Val 


Leu 


He 


Leu 
90 


Val 


Ser 


Tyr 


Ala 


Gin 
95 


He 


Val 


Ser 


Ser 


He 
100 


Leu 


Lys 


Val 


Pro 


Ser 
105 


Ala 


Arg 


Gly 


He 


Arg 
110 


Lys 


Ala 


Phe 


Ser 


Thr 
115 


Cys 


Gly 


Ser 


His 


Leu 
120 


Ser 


Val 


Val 


Ser 


Leu 
125 


Phe 


Tyr 


Gly 


Thr 


He 


He 


Gly Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asp 


Asn 


Ser 


Thr 


Val 




130 










135 










140 










Lys 


Glu 


Thr 


Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 









145 150 155 



<210> 2448 
<211>^221 
<212> PRT 

<213> Unknown (3769627-dir-0-8 conceptual translation of range 1-663) 



<400>2448 

Gly Asn He Ser Phe Ser Asp Leu 

1 5 
Lys Leu Leu Gin Asn Met Gin Ser 
20 

Gly Cys Leu Thr Gin Leu Tyr Phe 

35 40 
Ser Phe Leu Leu Glu Ala Met Ala 
50 55 



Cys Phe Ser Ser Val Thr Met Pro 

10 15 
Gin Val Pro Ser He Pro Tyr Ala 
25 30 
Tyr Leu Tyr Phe Ala Asp Leu Glu 
45 

Tyr Asp Arg Tyr Val Ala Thr Cys 
60 
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Phe 


Pro 


Leu 


His 


Tvr 


Met 


Ser 


lie 


Met 


Ser 


Pro 


Lys 


Leu 




v dl 


Oci 


65 










70 










75 








80 


Leu 


Val 


Val 


Leu 


Ser 
85 


Tro 


Val 


Leu 


Thr 


Thr 
90 


Phe 


His 


Ala 


Met 


Leu 
95 


His 


Thr 


Leu 


Leu 


Met 
100 


Ala 


Ara 


Leu 


Ser 


Phe 
105 


Cvs 


Ala 


Asp 


Asn 


Met 
110 


lie 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


lie 


Ser 


Pro 


Leu 


Leu 


Lvs 


Leu 


Ser 




Ser 


no 






115 










120 










125 






Thr 


His 
130 


Val 


Asn 


Glu 


Leu 


Val 
135 


lie 


Phe 


Val 


Met 


Glv 
140 


Glv 


Leu 


vox 


Tip 
lie 


Val 


lie 


Pro 


Phe 


Val 


Leu 


lie 


lie 


Val 


Ser 


TVr 


Ala 


Arg 


Val 
vox 


Val 
val 


Ala 


145 










150 










155 










160 


Ser 


lie 


Leu 


Lvs 


Val 


Pro 


Ser 


Val 


Arg Gly 


lie 


His 




Tip 

lie 


rne 


oer 










165 










170 










175 




Thr 


Cys 


Gly 


Ser 
180 


His 


Leu 


Ser 


Val 


Val 
185 


Ser 


Leu 


Phe 


Tyr 


Gly 
190 


Thr 


He 


lie 


Gly 


Leu 
195 


Tyr 


Leu 


Cys 


Pro 


Ser 
200 


Ala 


Asn 


Asn 


Ser 


Thr 
205 


Val 


Lys 


Glu 


Thr 


Val 
210 


Met 


Ala 


Met 


Met 


Tyr 
215 


Thr 


Val 


Val 


Thr 


Pro 
220 


Met 









<210> 2449 
<211> 221 
<212> PRT 

<213> Unknown (3769629-dir-0-8 conceptual translation of range 1-663) 
<220> 

<221> VARIANT 

<222> (1)...(221) 

<223> Xaa = Any Amino Acid 

<400>2449 

Ser Asn He Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro 

1 5 10 15 

Lys Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Pro Tyr Ala 

20 25 30 

Gly Cys Leu Thr Gin Leu Tyr Phe Tyr Leu Tyr Phe Ala Asp Leu Glu 

35 40 45 

Ser Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala Val Cys 

50 55 60 

Phe Pro Leu His Tyr Met Ser lie Met Ser Pro Lys Leu Cys Val Ser 
65 70 75 80 

Leu Val Val Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His 

85 90 95 

Thr Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Met He Pro 

100 105 110 . 

His Phe Phe Cys Asp He Ser Pro Leu Leu Lys Leu Ser Cys Ser Asp 

115 120 125 

Arg His Val Asn Glu Leu Val He Phe Val Met Gly Gly Leu Val He 

130 135 140 

Val He Pro Phe Val Leu He He Val Ser Xaa Ala Arg Val Val Ala 
145 150 155 160 

Ser He Leu Lys Val Pro Ser Val Arg Gly He His Lys He Phe Ser 

165 170 175 

Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr He 

180 185 190 

He Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr Val Lys Glu 

195 200 205 

Thr Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met 
210 215 220 
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<210> 2450 
<211> 314 
<212> PRT 

<213> Unknown (205845-dir-0-ll conceptual translation of range 1-942) 



<400>2450 



Met 


Thr 


Glu 


Glu 


Asn 


Gin 


Thr 


Val 


He 


Ser 


Gin 


Phe 


Leu 


Leu 


Leu 


Phe 


1 








5 










10 










15 




Leu 


Pro 


He 


Pro 


Ser 


Glu 


His 


Gin 


His 


Val 


Phe 


Tyr 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Thr 


Thr 


Val 


Leu 


Gly 


Asn 


Leu 


He 


He 


He 


He 


Leu 






35 










40 










45 








lie 


His 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Pro 


Phe 


Ala 


Gly 










85* 










90 










95 






Leu 


Thr 


Gin 


Leu 


Tvr 


Phe 


Tyr 


Leu 


Tyr 


Phe 


Ala 


Asp 


Leu 


Glu 


Ser 






100 










105 










110 






Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 








'Pro 


Leu 


His 


TVr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


Leu 




130 










135 










140 










veil 


VCt -L 


Ij6U 


Ser 




Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


145 








150 










155 










160 


Leu 


Leu 


Mp t- 
1 lfc£ L. 


Ala 


Ar g 


Leu 


Ser 


Phe 


Cvs 


Ala 


Asp 


Asn 


Met 


He 


Pro 


His 










165 










170 










175 






Phe 


Cys 


Asp 


He 


Ser 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 






180 










185 










190 






His 


Val 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Val 


Met 


Gly 


Gly 


Leu 


Val 


He 


Val 






195 










200 










205 








lie 


Pro 


Phe 


Val 


Leu 


He 


He 


Val 


Ser 


Tyr 


Ala 


Arg 


Val 


Val 


Ala 


Ser 




210 










215 










220 










He 


Leu 


Lys 


Val 


Pro 


Ser 


Val 


Arg 


Gly 


He 


His 


Lys 


He 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 


He 






245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 


Thr 






260 










265 










270 






Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg Asp Met 


Lys 


Glu 


Ala 


Leu 


He 


Arg 


Val 




290 










295 










300 










Leu 


Cys 


Lys 


Lys 


Lys 


He 


Thr 


Phe 


Cys 


Leu 















305 310 



<210> 2451 
<211> «192 
<212> PRT 

<213> Unknown (2921663-dir-l-7 conceptual translation of range 101-676) 
<400>2451 

Met Tyr Phe Phe Leu Tyr Phe Thr Asp Leu Glu Ser Phe Leu Leu Val 

1 ^ 5 10 15 

Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Met His Tyr 

20 25 30 

Thr Ala He Cys Phe Leu Leu His Tyr Thr Ala He Met Ser Pro Met 

35 40 45 

Leu Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu Thr Thr Phe His 
50 55 60 
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Ala 


Met 


Leu 


His 


Thr 


Leu 


Leu 


Met 


Ala 


Arg 


Ton 




* lie 


Cys 


Ala 


Asp 


65 










70 










75 










80 


Asn 


Val 


He 


Pro 


His 
85 


Phe 


Phe 




sp 


tic £. 

on 


Ser 


Ala 
Aid 


Leu 


Leu 


Lys 

Q C 

3D 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Arg 


Val 


Asn 


Glu 


r PY*T"» 
1 IP 


Val 


X J. c 




Tift 

j. j.e 


ner. 


1 « w 

v?xy 








100 










105 










llv 




Gly 


Leu 


He 


Leu 


Val 


He 


Pro 


Phe 


Leu 


T .on 


Tip 
lie 


Leu 




Ser 


Tyr 


Ala 






115 










120 










125 






Arg 


He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 






lie 


Cys 




130 










135 










140 








Lys 


Ala 


Phe 


Ser 


Thr 


Cys Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


145 










150 










155 










160 


Tyr Gly 


Thr 


Val 


He 


Gly Leu 


Tyr 


Leu 


Cys 


Ser 


Ser 


Ala 


Asn 


Ser 


Ser 










165 










170 










175 




Thr 


Leu 


Lys 


Asp 
180 


Thr 


Val 


Met 


Ala 


Met 
185 


Met 


Tyr 


Thr 


Val 


Val 
190 


Thr 


Pro 



<210> 2452 
<211> 323 
<212> PRT 

i<213> Unknown (p25-dir-0-ll conceptual translation of range 1-969) 
<400>2452 

Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro He Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu He He Val Leu 

35 40 45 

He Arg Leu Asp Ser His Leu His Thr Pro Val Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Tyr Phe Ser Asp Leu Glu Ser 

100 105 HO 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Met His Tyr Thr Ala He Cys Phe Leu Leu His Tyr Thr Ala He 

130 135 140 

Met Ser Pro Met Leu Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu 
145 150 155 160 

Thr Thr Phe His Ala Met Leu His Thr Leu Leu Met Ala Arg Leu Cys 

165 170 175 

Phe Cys Ala Asp Asn Val lie Pro His Phe Phe Cys Asp Met Ser Ala 

180 185 190 

Leu Leu Lys Leu Ala Cys Ser Asp Thr Arg Val Asn Glu Trp Val He 

195 200 205 

Phe He Met Gly Gly Leu He Leu Val He Pro Phe Leu Leu He Leu 

210 215 220 

Gly Ser Tyr Ala Arg He Val Ser Ser He Leu Lys Val Pro Ser Ser 
225 230 235 240 

Lys Gly He Cys Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val 

245 250 255 

Val Ser Leu Phe Tyr Gly Thr Val He Gly Leu Tyr Leu Cys Pro Ser 

260 265 270 

Ala Asn Ser Ser Thr Leu Lys Asp Thr Val Met Ala Met Met Tyr Thr 

275 280 285 

Val Val Thr Pro Met Leu Thr Pro Phe He Tyr Ser Leu Arg Asn Arg 
290 295 300 
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Asp Met Lys Gly Ala Leu Glu Arg Val lie Cys Lys Arg Lys Asn Pro 
305 ^ 310 315 320 

Phe Leu Leu 



<210> 2453 
<211> 314 
<212> PRT 

<213> Unknown (pl81-dir-0-ll conceptual translation of range 1-942) 



<400>2453 



Met 


Met 


Glu 


Gin 


Asn 


Gin 


Thr 


Ser 


Thr 


Ser 


Asp 


Pne 


Leu 


Leu 


Leu 




1 








5 










10 










ID 




Leu 


Pro 


He 


Gin 
20 


Pro 


Glu 


Gin 


Gin 


Asn 
25 


Leu 


Cys 


Tyr 


Ala 


Leu 
30 


Phe 


Leu 


Ala 


Met 


Tyr 
35 


Leu 


Thr 


Thr 


Leu 


Leu 
40 


Gly 


Asn 


Leu 


Leu 


He 
45 


lie 


val 


Leu 


He 


Arg 
50 


Leu 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Val 


Tyr 
60 


Leu 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 
85 


Gin 


Ser 


Gin 


Asn 


Pro 
90 


Ser 


He 


Pro 


Tyr 


Ala 
95 


Asp 


Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


Tyr 


Phe 


Ser 


Asp 


Leu 


Glu 


Ser 






100 










105 










110 






Phe 


Leu 


Leu 
115 


Val 


Ala 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


lie 


Cys 


Pne 


Pro 


Leu 


His 


Tyr 


Thr 


Ala 


He 


Met 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ser 


Val 




13 0 








135 










140 










Val 


Ala 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


HIS 


Tnr 


145 








150 










155 










lou 


Leu 


Leu 


Met 


Ala 


Arg 
165 


Leu 


Cys 


Phe 


Cys 


Ala 
170 


Asp 


Asn 


Val 


He 


Pro 
175 


His 


Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 






180 










185 










190 






Arg 


Val 


Asn 


Glu 


Trp 


Val 


He 


Phe 


He 


Met Gly 


Gly 


Leu 


He 


Val 


Val 




195 










200 










205 








He 


Pro 
210 


Phe 


Leu 


Leu 


He 


Leu 
215 


Gly 


Ser 


Tyr 


Ala 


Arg 
220 


He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr 


Val 


He 






245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Ser 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 






260 










265 










270 






Val 


Met 


Ala 
275 


Met 


Met 


Tyr 


Thr 


Val 
280 


Val 


Thr 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu Arg Asn Arg Asp 


Met 


Lys 


Gly 


Ala 


Leu 


Glu 


Arg 


Val 




290 










295 










300 










He 


Cys 


Lys 


Arg 


Lys 


Asn 


Pro 


Phe 


Leu 


He 















305 310 



<210> 2454 
<211> 149 
<212> PRT 

<213> Unknown (pl66-dir-0-6 conceptual translation of range 2-448) 
<400>2454 

Phe Ser Asp Leu Cys Phe Ser Ser Val Thr He Pro Lys Leu Leu Gin 

1 5 10 15 

Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Val Asp Cys Leu Thr 
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20 25 30 

Gin Met Tyr Phe Phe Leu Phe Phe Gly Asp Leu Glu Ser Phe Leu Leu 

35 40 45 

Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe Pro Leu His 

50 55 60 

Tyr Thr Ala lie Met Ser Pro Met Leu Cys Leu Ala Leu Val Ala Leu 
65 70 75 80 

Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr Leu Leu Met 

85 90 95 

Ala Arg Leu Cys Phe Cys Ala Asp Asn Val Val Pro His Phe Phe Cys 

100 105 110 

Asp Met Pro Ala Leu. Leu Lys Leu Ala Cys Ser Asp Thr Arg Val Asn 

115 120 125 

Glu Ser Gly lie Phe lie Thr Gly Gly Leu lie Leu Gly lie Pro Phe 

130 135 140 

Leu Leu lie Leu Gly 
145 

<210> 2455 
<211> 314 
i <212> PRT 

<213> Unknown <pl7-dir-0-ll conceptual translation of range 1-942) 
<400>2455 

Met Met Gly Gin Asn Gin Thr Ser lie Ser Asp Phe Leu Leu Leu Gly 

15 10 15 

Leu Pro lie Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu lie lie Val Leu 

35 40 45 

lie Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr lie Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser lie Pro Tyr Ala Asp 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Leu Phe Gly Asp Leu Glu Ser 

100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe 

115 120 125 

Pro Leu His Tyr Thr Ala lie Met Ser Pro Met Leu Cys Leu Ala Leu 

130 135 140 

Val Ala Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asp Asn Val lie Pro His 

165 170 175 

Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Phe Ser Asp Thr 

180 185 190 

Arg Val Asn Glu Trp Val lie Phe lie Met Gly Gly Leu lie Leu Val 

195 200 205 

He Pro Phe Leu Leu He Leu Gly Ser Tyr Ala Arg He Val Ser Ser 

210 215 220 

lie Leu Lys Val Pro Ser Ser Lys Gly He Cys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val He 

245 250 255 

Gly Leu Tyr Leu Cys Ser Ser Ala Asn Ser Ser Thr Leu Lys Asp Thr 

260 265 270 

Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp Met Lys Gly Ala Leu Ser Arg Val 
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290 295 300 

lie His Gin Lys Lys Thr Phe Phe Ser Leu 
305 310 

<210> 2456 
<211> 314 
<212> PRT 

<213> Unknown (p90-dir-0-ll conceptual translation of range 1-942) 



<400>2456 





wee 


Ay 


Kj ±11 


Asn 


ril n 

V3j.Il 


X I IX 


OCX 


He 


Ser 


Asp 


Phe 


Leu 


Leu 


Leu 


Glv 


1 








b 










i n 

J. KJ 














Leu 


Pro 


lie 


lain 


Fro 


IjlU 


bin 


(-* "I y, 

bin 


Asn 


Leu 


Cys 


Tyr 


r\JLCL 


Leu 


true? 


Leu 


































Ala 


Met 


Tyr 


Leu 


inr 


i nr 


Leu 


Leu 


biy 


Asn 


Leu 


Leu 


lie 


Tip 

lie 


Val 


Leu 


































lie 


Arg 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Leu 


pne 


Leu 


Ser 




50 










b b 










oU 










Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Pne 


Ser 


Ser 


Val 


Thr 


lie 


Pro 


Lys 


65 










70 










*7 C 
/ b 










q n 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Asn 


Gin 


Asp 


Pro 


Ser 


lie 


Pro 


Tyr 


A 1 — » 

Ala 


Asp 










85 










90 










o c 

9b 




Cys 


Leu 


Thr 


Gin 


Met 


His 


Phe 


Phe 


Leu 


Leu 


Phe 


Gly 


Asp 


Leu 


Glu 


Ser 








100 










105 










11U 






Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Pne 






115 










120 










1 o c 








Pro 


Leu 


His 


Tyr 


Thr 


Ala 


He 


Met 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ser 


Val 




130 










135 










140 










Val 


Ala 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


» i _ 

Ala 


Met 


Leu 


His 


Thr 


145 










150 










ICC 

lbb 










lou 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Cys 


Pne 


Cys 


Ala 


ASP 


Asn 


vai 


lie 


Pro 


nlS 










ID J 










170 
x / \J 










175 




Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 








180 










185 










190 






Arg 


Val 


Asn 


Glu 


Trp 


Val 


He 


Phe 


He 


Met 


Gly 


Gly 


Leu 


He 


Val 


Val 






195 










200 










205 








He 


Pro 


Phe 


Leu 


Leu 


He 


Leu 


Gly 


Ser 


Tyr 


Ala 


Arg 


He 


Val 


Ser 


Ser 




210 










215 










220 










He 


Leu 


Lys 


Val 


Pro 


Ser 


Phe 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 


He 










245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Ser 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 








260 










265 










270 






Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


Met 


Lys 


Gly 


Ala 


Leu 


Glu 


Arg 


Val 




290 










295 










300 










He 


Cys 


Lys 


Arg 


Lys 


Asn 


Pro 


Phe 


Leu 


Leu 
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<210> 2457 
<211> 314 
<212> PRT 

<213> Unknown (pl75-dir-0-ll conceptual translation of range 1-942) 



<400>2457 

Met Met Gly Gin Asn Gin Thr Ser 

1 5 
Leu Pro He Gin Pro Glu Gin Gin 
20 



He Ser Asp Phe Leu Leu Leu Gly 

10 15 
Asn Leu Cys Tyr Ala Leu Phe Leu 
25 30 
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Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu He He Val Leu 

35 40 45 

He Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr He Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Leu Phe Gly Asp Leu Glu Ser 

100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Leu His Tyr Thr Ala He Met Ser Pro Met Leu Cys Leu Ser Val 

130 135 140 

Val Ala Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asp Asn Val He Pro His 

165 170 175 

Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp Thr 

180 185 ^ 190 

Arg Val Asn Glu Trp Val He Phe He Met Gly Gly Leu He Leu Val 

195 200 205 

He Pro Phe Leu Leu He Leu Gly Ser Tyr Ala Arg He Val Ser Ser 

210 215 220 

He Leu Lys Val Pro Ser Ser Lys Gly He Cys Lys Ala Leu Ser Thr 
225 2 30 235 " 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val He 

245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Ala Asn Ser Ser Thr Leu Lys Asp Thr 

260 265 270 

Val Met Ala Met He Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp Met Lys Gly Ala Leu Ser Arg Val 

290 295 300 

He His Gin Lys Lys Thr Phe Phe Ser Leu 
305 310 

<210> 2458 
<211> 314 
<212> PRT 

<213> Unknown <pl70-dir-0-ll conceptual translation of range 1-942) 
<400>2458 

Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 

1 5 10 15 

Leu Pro He Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu He He Val Leu 

- 35 40 45 

He Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr He Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Phe Leu Leu Phe Gly Asp Leu Glu Ser 

100 105 110 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Leu His Tyr Thr Ala He Met Ser Pro Met Leu Cys Leu Ser Leu 
130 135 140 
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Val 


Ala 


Leu 


Ser 


Trp 


Val 


Leu 


145 










150 




Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Cys 










165 






Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 








180 








ArO 


Val 


Asn 


Glu 


Trp 


Val 


He 






195 










He 


Pro 


Phe 


Leu 


Leu 


He 


Leu 




210 










215 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


225 










230 




Cvs 


Gly 


Ser 


His 


Leu 


Ser 


Val 










245 






Gly 


Leu 


Tyr 


Leu 


Cys 


pro 


Ser 








260 








Val 


Met 


Ala 


Met 


Met 


Tyr 


Thr 






275 










He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 




290 










295 


lie 


Cys 


Lys 


Arg 


Lys 


Asn 


Pro 



305 310 

<210> 2459 
<211> 314 
<212> PRT 

<213> Unknown (p31~dir-0-ll 



<400>2459 



Met 


Met 


Gly 


Gin 


Asn 


Gin 


Thr 


1 








5 






Leu 


Pro 


He 


Gin 
20 


Pro 


Glu 


Gin 


Ala 


Met 


Tyr 
35 


Leu 


Thr 


Thr 


Leu 


He 


Arg 
50 


Leu 


Asp 


Ser 


His 


Leu 
55 


Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


65 










70 




Leu 


Leu 


Gin 


Asn 


Met 
85 


Gin 


Asn 


Cys 


Leu 


Thr 


Gin 
100 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 
115 


Val 


Ala 


Met 


Ala 


Ala 


Leu 
130 


His 


Tyr 


Thr 


Ala 


He 
135 


Val 


Ala 


Leu 


Ser 


Trp 


Val 


Leu 


145 










150 




Leu 


Leu 


Met 


Ala 


Arg 
165 


Leu 


Cys 


Phe 


Phe 


Cys 


Asp 
180 


Met 


Ser 


Ala 


Arg 


Val 


Asn 
195 


Glu 


Trp 


Val 


He 


He 


Pro 
210 


Phe 


Leu 


Leu 


He 


Leu 
215 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


225 










230 




Cys 


Gly 


Ser 


His 


Leu 
245 


Ser 


Val 
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Thr 


Thr 


Phe 


His Ala 


Met 


Leu 


His 


Thr 








155 








160 


Phe 


Cys 


Ala 


Asp Asn 


Val 


He 


Pro 


His 






170 








175 




Leu 


Leu 


Lys 


Leu Ala 


Cys 


Ser 


Asp 


Thr 




185 








190 






Phe 


He 


Met 


Gly Gly 


Leu 


He 


Val 


Val 


200 








205 








Gly 


Ser 


Tyr 


Ala Arg 


He 


Val 


Ser 


Ser 








220 










Lys 


Gly 


He Cys Lys 


Ala 


Phe 


Ser 


Thr 






235 








240 


Val 


Ser 


Leu 


Phe Tyr Gly Thr 


He 


He 






250 








255 




Ala 


Asn 


Ser 


Ser Thr 


Leu 


Lys 


Glu 


Thr 




265 








270 






Val 


Val 


Thr 


Pro Met 


Leu 


Asn 


Pro 


Phe 


280 








285 








Asp 


Met 


Lys 


Gly Ala Leu Glu 


Arg 


Val 








300 










Phe 


Leu 


Leu 













conceptual translation of range 1-942) 



Ser 


He 


Ser 


Asp 


Phe 


Leu 


Leu 


Leu 


Gly 






10 










15 




Gin 


Asn 


Leu 


Cys 


Tyr 


Ala 


Leu 


Phe 


Leu 




25 










30 






Leu 


Gly Asn 


Leu 


Leu 


He 


He 


Val 


Leu 


40 










45 








His 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 










60 










Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 






75 










80 


Gin 


Asp 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 


Asp 






90 










95 




Phe 


Leu 


Leu 


Phe 


Gly 


Asp 


Leu 


Glu 


Ser 




105 










110 






Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 


120 










125 








Met 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ser 


Leu 










140 










Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 








155 










160 


Phe 


Cys 


Ala 


Asp 


Asn 


Val 


He 


Pro 


His 




170 










175 




Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 




185 










190 






Phe 


He 


Met 


Gly 


Gly 


Leu 


He 


Val 


Val 


200 










205 








Gly 


Ser 


Tyr 


Ala 


Arg 


He 


Val 


Ser 


Ser 










220 










Lys 


Gly 


He 


Cys 


Lys 


Ala 


Phe 


Ser 


Thr 








235 










240 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr 


Val 


He 






250 










255 
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Gly Leu Tyr Leu Cys Pro Ser Ala Asn Ser Ser Thr Leu Lys Glu Thr 

260 265 270 

Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Gly Asp Met Lys Gly Ala Leu Ser Arg Val 

290 295 300 

He His Gin Lys Lys Thr Phe Phe Ser Leu 
305 310 

<210> 2460 
<211> 324 
<212> PRT 

<213> Unknown ( 890-dir-5-12 conceptual translation of range 642-1613) 
<220> 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 

<400>2460 

! Arg Gin Ser Met Thr Glu Lys Asn Gin Thr Val Val Ser Glu Phe Val 
15 10 15 

Leu Leu Gly Leu Pro He Asp Pro Asp Gin Arg Asp Leu Phe Tyr Ala 

20 25 30 

Leu Phe Leu Ala Met Tyr Val Thr Thr He Leu Gly Asn Leu Leu He 

35 40 45 

He Val Leu He Gin Leu Asp Ser His Leu His Thr Pro Met Tyr Leu 

50 55 60. 

Phe Leu Ser Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr 
65 70 75 80 

Met Pro Lys Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Pro 

85 90 95 

Tyr Ala Gly Cys Leu Thr Gin Met Tyr Phe Phe Leu Phe Phe Gly Asp 

100 105 110 

Leu Glu Ser Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala 

115 120 ~* 125 

He Cys Phe Pro Leu His Tyr Thr Thr He Met Ser Pro Lys Leu Cys 

130 135 140 

Phe Ser Leu Leu Val Leu Ser Trp Val Leu Thr Met Phe His Ala Val 
145 150 155 160 

Leu His Thr Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asn Thr He 

165 170 175 

Pro His Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser 

180 185 190 

Asp Thr Gin Val Asn Glu Leu Val He Phe He Met Gly Gly Leu He 

195 200 205 

Leu Val He Pro Phe Leu Leu He He Thr Ser Tyr Ala Arg He Val 

210 215 220 

Ser Ser He Leu Lys Val Pro Ser Ala He Gly He Cys Lys Val Phe 
225 230 235 240 

Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr 

245 250 " 255 

Val He Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr Val Lys 

260 265 270 

Glu Thr He Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn 

275 280 285 

Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Gly Ala Leu Arg 

290 295 300 

Arg Val He Cys Arg Lys Lys He Thr Phe Ser Val Xaa Trp Xaa His 
305 310 315 320 

Leu He Leu Leu 
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<210> 2461 
<211> 162 
<212> PRT 

<213> Unknown (4877306-dir-0-6 conceptual translation of range 2-487) 



<400>2461 




























val 


Ala 


x±e 


Cys 


Pne 


Pro 


Leu 


rllS 


Tyr 


Thr 


Thr 


IXC 


Met 


Ser 


Pro Arg 


1 






5 










10 










15 




Leu 


Cys 


Leu 


Phe 


Leu 


Val 


Leu 


Leu 


Pro 


Trp 


He 


ucu 




Thr 


Phe 


His 






20 










ZD 
















Ala 


net 


Leu 


His 


Thr 


Leu 


Leu 


Met 


Ala 


Arg Leu 


HIS 


13 Via 


<_ys 


Glu 


Asp 






J D 




















45 








Asn 


Val 
50 


He 


Pro 


His 


Phe 


Phe 
55 


Cys 


Asp 


Ser 


Ser 


AT a 
r\JL a 

60 


T.on 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Arg 


Val 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Phe 


Val 


Gly 


65 






70 










75 










80 


Gly 


Leu 


He 


He 


He 


He 


Pro 


Phe 


Leu 


Leu 


He 


He 


Met 


Ser 


Tyr, 


Ala 








85 










90 










95 




Arg 


He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ala 


Lys 


Gly 


He 


Cys 






100 










105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Phe 




115 










120 










125 


His 






Tyr 


Gly 


Thr 


He 


He 


Gly Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Ser 


130 










135 










140 










Thr 


Val 


Lys 


Glu 


Thr 


Val 


Met 


Ser 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Ala 


Pro 


145 








150 










155 










160 


Met 


Leu 































<210> 2462 
<211> 216 
<212> PRT 

<213> Unknown (pl94-dir-0-8 conceptual translation of range 2-649) 



<400>2462 



Phe 


Thr 


Asp 


Leu 


Cys 


Phe 


Ser 


Thr 


Val 


Thr 


Met 


Pro 


Asn 


Phe 


Leu 


Gin 


1 






5 










10 










15 




Asn 


Met 


Gin 


Ser 
20 


Gin 


Val 


Ser 


Ser 


He 
25 


Pro 


Tyr 


Ala 


Gly 


Cys 
30 


Leu 


Ala 


Gin 


Met 


Tyr 
35 


Phe 


Phe 


Leu 


Phe 


Phe 
40 


Gly 


Asp 


Val 


Glu 


Ser 
45 


Leu 


Leu 


Leu 


Val 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Arg 


He 


Met 


Ser 


Pro 


Asn 


Leu 


Cys 


Val 


Ser 


Met 


Val 


Leu 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Ala 


Leu 


Thr 
85 


Thr 


Leu 


Cys 


Ala 


Met 
90 


Leu 


His 


Thr 


Leu 


Leu 
95 


Leu 


Thr 


Arg 


Leu 


Ser 


Phe 


Cys 


Lys 


Asn 


Asn 


Val 


He 


Pro 


His 


Phe 


Phe 


Cys 






100 










105 










110 






Asp 


Leu 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


He 


His 


He 


Asn 




115 










120 










125 








Glu 


Leu 
130 


Met 


He 


Met 


He 


He 
135 


Gly 


Ala 


Leu 


Val 


Val 
140 


He 


Leu 


Pro 


Phe 


Leu 


Leu 


He 


He 


Val 


Ser 


Tyr 


Ala 


His 


He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Thr 


Arg 
165 


Gly 


He 


His 


Lys 


Val 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Ser 


Val 


He 


Val 


Leu 


Tyr 



180 185 190 
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Leu Cys Pro Ser Ser Asn Asn Ser Thr Val Lys Asp Thr Val Met Ser 

195 200 205 

Met Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2463 
<211> 157 
<212> PRT 

<213> Unknown (902674-dir-0-6 conceptual translation of range 2-472) 
<400>2463 



He Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Arg 


He 


Met 


Ser 


Pro Asn 


Leu 


Cys 


1 






5 










10 








15 




Val Ser 


Met 


Val 


Leu 


Leu 


Ser 


Trp Ala 


Leu 


Thr 


Thr 


Leu Cys 


Ala 


Met 






20 










25 








30 






Leu Arg 


Thr 


Leu 


Leu 


Leu 


Thr 


Arg 


Leu 


Ser 


Phe 


Cys 


Lys Asn 


Asn 


Val 




35 










40 










45 






He Pro 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


Ser 


Ala 


Leu 


Leu 


Lys Leu 


Ala 


Cys 


50 










55 










60 








Ser Asp 


He 


His 


He 


Asn 


Glu 


Leu 


Met 


He 


Met 


He 


He Gly 


Ala 


Leu 


j65 








70 










75 








80 


Val Val 


He 


Leu 


Pro 


Phe 


Leu 


Leu 


He 


He 


Val 


Ser 


Tyr Ala 


His 


He 








85 










90 








95 




Val Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Thr 


Arg 


Gly 


He His 


Lys 


Val 






100 










105 








110 






Phe Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu Phe 


Tyr 


Gly 




115 










120 










125 






Ser Val 


lie 


Val 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Asn 


Asn Ser 


Thr 


Val 


130 










135 










140 








Lys Asp 


Thr 


Val 


Met 


Ser 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 






145 








150 










155 











<210> 2464 
<211> 216 
<212> PRT 

<213> Unknown (pl97-dir-0-8 conceptual translation of range 2-649) 
<220> 

<221> VARIANT 

<222> (1)...(216) 

<223> Xaa = Any Amino Acid 



<400>2464 



Phe 


Thr 


Asp Leu 


Xaa 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


Leu 


Leu 


Gin 


1 








5 










10 










15 




Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 


Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Leu 


Leu 


Phe 


Phe 


Gly Asp 


Leu 


Glu 


Ser 


Phe 


Leu 


Leu 






35 










40 










45 








Val 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


He 


Met 


Ser 


Pro 


Arg 


Leu 


Cys 


Val 


Ser 


Leu 


Val 


Leu 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Leu 


Leu 


Thr 
85 


Met 


Ser 


His 


Ser 


Met 
90 


Leu 


His 


Thr 


Leu 


Leu 
95 


Leu 


Thr 


Arg 


Leu 


Ser 


Phe 


Cys 


Glu 


Asn 


Asn 


Val 


He 


Pro 


His 


Phe 


Phe 


Cys 








100 










105 










110 




Asp 


Leu 


Ser 
115 


Ala 


Leu 


Leu 


Lys 


Leu 
120 


Ala 


Cys 


Ser 


Asp 


He 
125 


His 


He 


Asn 


Glu 


Leu 


Val 


He 


Leu 


He 


He Gly 


Gly Leu Val 


Val 


He 


Leu 


Pro 


Phe 




130 










135 










140 
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Leu Leu He Thr Val 
145 

Val Pro Ser Thr Gin 
165 

His Leu Ser Val Val 
180 

Leu Cys Pro Ser Ala 
195 

Met Met Tyr Thr Val 
210 



Ser Tyr Ala Arg He He 
150 155 
Gly He His Lys Val Phe 
170 

Ser Leu Phe Tyr Gly Thr 
185 

Asn Asn Ser Thr Leu Lys 
200 

Val Thr Pro 
215 



Ser Ser He Leu Lys 
160 

Ser Thr Cys Gly Ser 
175 

He He Gly Leu Tyr 
190 

Asp Thr Val Met Ser 
205 



<210> 2465 
<211> 216 
<212> PRT 

<213> Unknown <pl95-dir-0-8 conceptual translation of range 2-650) 



<400>2465 



Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


Leu 


Leu 


Leu 


1 






5 










10 










15 




Asn 


Met 


Gin 


Ser 
20 


Gin 


He 


Pro 


Ser 


He 
25 


Ser 


Tyr 


Ala 


Ser 


cys 
30 


Leu 


Ala 


Gin 


Met 


Tyr 
35 


Phe 


Phe 


Leu 


Phe 


Phe 
40 


Gly 


Ala 


Leu 


Glu 


Asn 
45 


Phe 


Leu 


Leu 


Val 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


He 


Met 


Ser 


Pro 


Arg 


Leu 


Cys 


Val 


Ser 


Met 


Val 


Val 


Met 


65 










70 










75 










80 


Cys 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


Asp 


Ala 


Met 


Leu 


His 


Thr 


Leu 


Leu 


Met 








85 










90 










95 




Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Glu 


Asp 


Asn 
105 


Val 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Met 


Ser 
115 


Ala 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


His 


Val 


Asn 


Glu 


Val 


Val 


He 


Phe 


He 


He Gly 


Gly 


Leu 


Gly 


Val 


Val 


Leu 


Pro 


Phe 




130 










135 










140 










Leu 


Leu 


He 


Thr 


Val 


Ser 


Tyr Ala 


Arg 


He 


He 


Ser 


Ser 


He 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Thr 


Gin Gly 


He 


Gin 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ser 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


He 


He 


Gly 
190 


Leu 


Tyr 


Leu 


Gly 


Pro 


Ser 


Ala 


Tyr 


Tyr 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 


Val 


Met 


Ser 




195 










200 










205 








Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2466 
<211> 157 
<212> C PRT 

<213> Unknown ( 902672-dir-0-6 conceptual translation of range 2-472) 



<400>2466 



He 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


He 


Met 


Ser 


Pro 


Arg 


Leu 


Cys 


1 








5 










10 










15 




Val 


Ser 


Met 


Val 


Val 


Met 


Cys 


Arg 


Val 


Leu 


Thr 


Thr 


Phe 


Asp 


Ala 


Met 








20 










25 










30 






Leu 


His 


Thr 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Glu 


Asp 


Asn 


Val 






35 










40 










45 








He 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 




50 










55 










60 










Ser 


Asp 


Thr 


His 


Val 


Asn 


Glu 


Val 


Val 


He 


Phe 


He 


He 


Gly 


Gly 


Leu 
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65 70 75 80 

Gly Val Val Leu Pro Phe Leu Leu lie Thr Val Ser Tyr Ala Arg lie 

85 90 95 

lie Ser Ser lie Leu Lys Val Pro Ser Thr Gin Gly lie Gin Lys Val 

100 105 110 

Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly 

115 120 125 

Thr lie lie Gly Leu Tyr Leu Gly Pro Ser Ala Tyr Tyr Ser Thr Leu 

130 135 140 

Lys Asp Thr Val Met Ser Met Met Tyr Thr Val Val Thr 
145 150 155 

<210> 2467 
<211> 216 
<212> PRT 

<213> Unknown (pl96-dir-0-8 conceptual translation of range 2-649) 
<400>2467 

Phe Ser Asp Phe Cys Phe Ser Ser Val Thr lie Pro Lys Leu Leu Gin 

1 5 .10 15 

Asn Met Gin Ser Gin Val Pro Ser lie Pro Tyr Ala Gly Cys Leu Ala 

20 25 30 

Gin Met Tyr Phe Phe Leu Leu Phe Ala Asp Leu Glu Ser Phe Leu Leu 

35 40 45 

Val Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Phe Pro Leu His 

50 55 60 

Tyr Thr Ser lie Met Ser Pro Lys Leu Cys Leu Cys Leu Val Ala Leu 
65 70 75 80 

Ser Trp Leu Leu Thr Thr Val lie Ser Leu Ser His Thr Leu Leu Met 

85 90 95 » 

Ala Arg Leu Ser Phe Cys Ala Asn Asn Val lie Pro His Phe Phe Cys 

100 105 110 

Asp Met Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp lie Gin lie Asn 

115 120 125 

Lys Leu Met lie Phe lie Leu Gly Gly Leu Val lie lie Val Pro Phe 

130 135 140 

Leu Leu lie Phe Ser Ser Tyr Ala Arg lie Val Ser Ser lie Leu Lys 
145 150 155 160 

Val Pro Ser Ser Arg Ser lie Arg Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr lie lie Gly Leu Tyr 

180 185 190 

Leu Cys Pro Ser Ala Asn Asn Ser Thr lie Lys Glu Thr Val Met Ala 

195 200 205 

Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2468 
<211>, 216 
<212> PRT 

<213> Unknown (p91-dir-0-8 conceptual translation of range 2-649) 
<400>2468 

Phe Ser Asp Met Cys Phe Ser Ser Val Ser lie Pro Lys Leu Leu Val 

15 10 15 

Asn Met Gin Ser Lys Lys Pro Ala He Pro Tyr Ala Gly Cys Leu Ser 

20 25 30 

Gin Met Tyr Phe Phe Leu Phe Phe Ala Asp Leu Glu Ser Phe Leu Leu 

35 40 45 

Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu His 
50 55 60 
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Tyr lie Val lie Met Ser Pro Lys Leu Cys 
65 70 

Ser Trp Val Leu Thr Ala Phe His Ala Leu 

85 90 
Ser Arg Leu Ser Phe Cys Ala Asn Asn Val 

100 105 
Asp Met Ser Ala Leu Leu Lys Leu Ala Cys 

115 120 
Glu Leu Val lie Phe Val Thr Gly Gly Leu 

130 135 
Leu Leu lie lie Thr Ser Tyr Ala His lie 
145 150 

Val Pro Ser Val Arg Gly lie Arg Lys Ala 
165 170 
His Leu Ser Val Val Ser Leu Phe Tyr Gly 

180 185 
Leu Cys Pro Ser Thr Asn Asn Ser Thr Val 

195 200 
lie Met Tyr Thr Val Val Thr Pro 
210 215 

,<210> 2469 
<211> 314 
<212> PRT 

<213> Unknown (p29-dir-0-ll conceptual translation of range 1-942) 



<400>2469 



Met 


Met 


Lys 


Lys 


Asn 


Gin 


Thr 


Met 


He 


Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 






5 










10 










15 




Leu 


Pro 


He 


Gin 


Pro 


Glu 


Gin 


Arg 


Asn 


Leu 


Phe 


Tyr 


Ala 


Leu 


Phe 


Leu 








20 










25 










30 






Ala 


Val 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


Val 


He 


Val 


Leu 






35 










40 










45 








He 


Arg 


Leu 


Asp 


Ser 


His 


Leu 


His 


Met 


Pro 


Met 


Tyr 


Leu 


Cys 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Asn 


Pro 


Ser 


He 


Pro 


Phe 


Ala 


Asp 










85 










90 










95 




Cys 


Leu 


Ala 


Gin 


Met 


Tyr 


Phe 


His 


Leu 


Phe 


Tyr 


Gly Val 


Leu 


Glu 


Ser 






100 










105 










110 






Phe 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Tyr 


His 


Cys 


Tyr 


Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Pro 


Lys 


Cys 


Cys 


Leu 


Gly 


Leu 




130 










135 










140 










Leu 


Thr 


Leu 


Ser 


Trp 


Leu 


Leu 


Thr 


Thr 


Ala 


His 


Ala 


Thr 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Glu 


Asn 


Val 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Thr 


Ser 


Thr 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asn 


Thr 








180 










185 










190 






Gin 


Val 


Asn 


Gly 


Trp 


Val 


Met 


Phe 


Phe 


Met 


Gly 


Gly 


Leu 


He 


Leu 


Val 






195 










200 










205 








He 


Pro 


Phe 


Leu 


Leu 


Leu 


He 


Met 


Ser 


Cys 


Ala 


Arg 


He 


Val 


Ser 


Thr 




210 










215 










220 










He 


Leu 


Arg 


Val 


Pro 


Ser 


Thr 


Gly 


Gly 


He 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Pro 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr 


He 


He 






245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Leu 


Thr 


Asn 


His 


Asn 


Thr 


Val 


Lys 


Asp 


Thr 




260 










265 










270 







Ser Ser Leu 
75 

Leu His Thr 

He Pro His 

Ser Asp Thr 
125 

He Leu Val 

140 
He Ser Ser 
155 

Phe Ser Thr 
Thr Val He 
Lys Glu Thr 



Val Val Leu 
80 

Leu Leu Met 
95 

Phe Phe Cys 
110 

Gin Pro Asn 

Val Pro Phe 

He Leu Arg 
160 

Cys Gly Ser 

175 
Gly Leu Tyr 
190 

Val Met Ser 
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Val Met Ala Val Met Tyr Thr Gly Val Thr His Met Leu Asn Pro Phe 

275 280 285 

lie Tyr Ser Leu Arg Asn Arg Asp Met Arg Gly Thr Leu Gly Arg Val 

290 295 300 

Phe Ser Thr Lys Lys lie Phe Leu Ser Leu 
305 310 

<210> 2470 
<211> 314 
<212> PRT 

<213> Unknown (pl32-dir-0-ll conceptual translation of range 1-942) 
<400>2470 

Met Thr Lys Lys Asn Gin Thr Met lie Ser Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Leu Pro lie Gin Pro Glu Gin Gin Asn Leu Phe Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu lie lie Val Leu 

35 40 45 

lie Arg Leu Asp Ser His Leu His Thr Pro Val Tyr Leu Cys Leu Ser 
i 50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Asn Pro Ser lie Pro Phe Ala Asp 

85 90 95 

Cys Leu Ala Gin Met Tyr Phe His Leu Phe Tyr Gly Val Leu Glu Ser 

100 105 110 

Phe Leu Leu Val Val Met Ala Tyr His Cys Tyr Val Ala lie Cys Phe 

115 120 125 

Pro Leu Gin Tyr Thr Thr lie Met Ser Ser Lys Gly Cys Leu Ala Leu 

130 135 140 

Leu Thr Leu Ser Trp Leu Leu Thr Thr Ala His Ala Arg Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Val He Pro His 

165 170 175 

Phe Phe Cys Asp Thr Ser Thr Leu Leu Lys Leu Ala Cys Ser Asp Thr 

180 185 190 

Gin Val Asn Gly Trp Val Met Phe Phe Thr Gly Gly Leu He Leu Val 

195 200 205 

He Pro Phe Leu Leu Leu He Met Ser Tyr Ala Arg He Leu Ser Thr 

210 215 220 

He Leu Arg Val Pro Cys Ala Gly Gly He Gin Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Pro His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr He He 

245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Thr Asn His Asn Thr Val Lys Asp Thr 

260 265 270 

Val Met Ala Val Met Tyr Thr Gly Val Thr His Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp Met Arg Gly Asn Pro Gly Gin Ser 

290 295 300 

Leu Gin His Lys Glu Asn Phe Phe Val Phe 
305 310 

<210> 2471 
<211> 310 
<212> PRT 

<213> Unknown ( 20583 l-dir-0-11 conceptual translation of range 1-930) 
<400>2471 

Met Asn Asn Gin Thr Phe He Thr Gin Phe Leu Leu Leu Gly Leu Pro 
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lie 


Pro 


Glu 


Glu 


His 


Gin 


His 


Leu 


Phe 


Tyr 


Ala 


Leu 


Phe 


Leu 


Val 


Met 








20 










25 










30 






Tyr 


Leu 


Thr 


Thr 


He 


Leu 


Gly Asn 


Leu 


Leu 


He 


He 


Val 


Leu 


Val 


Gin 






35 










40 










45 








Leu 


Asp 


Ser 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ser 


Asn 


Leu 




50 










55 










60 










Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


Leu 


Leu 


65 










70 










75 










80 


Gin 


Asn 


Met 


Arg 


Ser 


Gin Asp 


Thr 


Ser 


He 


Pro 


Tyr 


Gly Gly 


Cys 


Leu 










85 










90 










95 




Ala 


Gin 


Thr 


Tyr 


Phe 


Phe 


Met 


Val 


Phe 


Gly 


Asp 


Met 


Glu 


Ser 


Phe 


Leu 








100 










105 










110 






Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Thr 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Thr 


Cys 


Leu 


Val 


Leu 




130 










135 










140 










Leu 


Leu 


Trp 


Met 


Leu 


Thr 


Thr 


Ser 


His 


Ala 


Met 


Met 


His 


Thr 


Leu 


Leu 


145 










150 










155 










160 


Ala 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Glu 


Asn 


Asn 


Val 


Val 


Leu 


Asn 


Phe 


Phe 










165 










170 










175 




Cys 


Asp 


Leu 


Phe 


Val 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Tyr 


He 








180 










185 










190 






Asn 


Glu 


Leu 


Met 


He 


Phe 


He 


Met 


Ser 


Thr 


Leu 


Leu 


He 


He 


He 


Pro 






195 










200 










205 








Phe 


Phe 


Leu 


lie 


Val 


Met 


Ser 


Tyr 


Ala 


Arg 


He 


He 


Ser 


Ser 


He 


Leu 




210 










215 










220 










Lvs 


Val 


Pro 


Ser 


Thr 


Gin Gly 


He 


Cys 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Gly 


225 










230 










235 










240 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 


He 


Gly 


Leu 










245 










250 










255 




Tyr 


Leu 


Cys 


Pro 


Ala 


Gly Asn Asn 


Ser 


Thr 


Val 


Lys 


Glu 


Met 


Val 


Met 








260 










265 










270 






Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 






275 










280 










285 








Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


Met 


Lys 


Arg 


Ala 


Leu 


He 


Arg 


Val 


He 


Cys 




290 










295 










300 










Ser 


Met 


Lys 


lie 


Thr 


Leu 
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<210> 2472 
<211> 221 
<212> PRT 

<213> Unknown (3769635-dir-0-8 conceptual translation of range 1-663) 



<400>2472 
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Asn 


Met 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Leu 
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Lys 


Leu 


Leu 


Gin 
20 


Asn 


He 


Gin 


Ser 


Gin 
25 


Val 


Pro 


Ser 


He 


Ser 
30 


Tyr 


Ala 


Gly 


Cys 


Leu 
35 


Thr 


Gin 


He 


Phe 


Phe 
40 


Phe 


Leu 


Leu 


Phe 


Gly 
45 


Tyr 


Leu 


Gly 


Asn 


Phe 
50 


Leu 


Leu 


Val 


Ala 


Met 
55 


Ala 


Tyr 


Asp 


Arg 


Tyr 
60 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Asn 


He 


Met 


Ser 


His 


Lys 


Leu 


Cys 


Thr 


Cys 


65 










70 










75 










80 


Leu 


Leu 


Leu 


Val 


Phe 
85 


Trp 


He 


Met 


Thr 


Ser 
90 


Ser 


His 


Ala 


Met 


Val 
95 


His 


Thr 


Leu 


Leu 


Ala 
100 


Ala 


Arg 


Leu 


Ser 


Phe 
105 


Cys 


Glu 


Asn 


Asn 


Val 
110 


Leu 


Leu 


Asn 


Phe 


Phe 


Cys 


Asp 


Leu 


Phe 


Val 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 
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115 










120 










125 








Thr 


*■ J *■ 

130 


Val 


Asn 


Glu 


Leu 


Mot- 
net. 

IIS 

X J J 


lie 


MIS 


Tift 

lie 


wee 


uiy 
1 AO 


vai 


lie 


T 1 a 

lie 


He 


Val 


He 


pro 


Jr lie 


val 


Leu 


Tl <=» 

j. le 


Vdl 


lie 


Ser 


Tyr 


Ma 

Aia 


i>ys 


lie 


He 


Ser 


145 










150 










155 










160 


Ser 


He 




T .vc 


vox 

165 


Pro 


Ser 


l nr 


r*i r» 
bin 


ber 
170 


x ie 


HIS 


i_.ys 


val 


Pne 
175 


Ser 


Thr 


Cys 


Gly 


Ser 
180 


His 


Leu 


Ser 


Val 


Val 
185 


Ser 


Leu 


Phe 


Tyr 


Gly 
190 


Thr 


He 


lie Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Gly 


Asp 


Asn 


Phe 


Ser 


Leu 


Lys 


Gly 






195 










200 










205 






Ser 


Ala 
210 


Met 


Ala 


Met 


Met 


Tyr 
215 


Thr 


Val 


Val 


Thr 


Pro 
220 


Met 









<210> 2473 
<211> 221 
<212> PRT 

<213> Unknown (3769637-dir-0-8 conceptual translation of range 1-663) 
<400>2473 

iGly Asn Met Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro 

15 10 15 

Lys Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Ser Tyr Ala 

20 25 30 

Gly Cys Leu Thr Gin Leu Tyr Phe Phe Met Val Phe Ala Asp Met Glu 

35 40 45 

Ser Phe Leu Leu Val Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

50 55 60 

Phe Pro Leu His Tyr Thr Thr He Met Ser Thr Lys Val Cys Ala Ser 
65 70 75 80 

Leu Leu He Leu Leu Trp Met Leu Thr Thr Ser His Ala Leu Leu His 

85 90 95 

Thr Leu Leu Met Ala Arg Leu Ser Phe Cys Glu Lys Asn Val He Leu 

100 105 110 

His Phe Phe Cys Asp He Thr Ala Leu Leu Lys Leu Ser Cys Ser Asp 

115 120 125 

Thr Tyr Val Asn Glu Met Met Met His He Leu Gly Gly Leu He Ser 

130 135 140 

Val He Pro Phe Leu Phe He Val Met Ser Tyr Val Arg He Phe Phe 
145 150 155 160 

Ser He Leu Lys Phe Pro Ser He Gin Asp He His Lys Val Phe Ser 

165 170 175 

Thr Cys Gly Ser His Leu Ser Val Val Thr Leu Phe Tyr Gly Thr He 

180 185 190 

Phe Gly Leu Tyr Leu Cys Pro Ser Gly Asn Asn Ser Thr Val Lys Glu 

195 200 205 

lie Ala Met Ala Met Met Tyr Thr Val Val Thr Pro Met 
210 215 220 

<210> 2474 
<211> 221 
<212> PRT 

<213> Unknown (3769639-dir-0-8 conceptual translation of range 1-663) 
<220> 

<221> VARIANT 

<222> (1)...(221) 

<223> Xaa = Any Amino Acid 

<400>2474 

Gly Asn Phe Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro 
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Ala 
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Met 
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^Xle 
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T .1^1 i 

i-J t- Ll 
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Val 


Met 


Ala 


Tvr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 
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55 










60 










rne 


Pro 


Leu 


nib 




X 1 li. 


Thr 


lie 


Met 


Ser 


X 11X7 


Lvs 


Val 


Cys 


Ala 


Ser 












70 










/ J 










80 


Leu 


Leu 


lie 


Lgu 


Leu 

ft c: 


Xaa 


Met 


Leu 


Thr 


l nr 


Ser 


His 


Ala 


Pro 


Leu 
95 


His 


inr 


Leu 


Leu 


wee 
100 


Ala. 




Leu 


Pro 


Phe 
105 


Tyr 


r»i ii 
V7iu 


Lys 


Asn 


Val 
110 


He 


Leu 


HIS 


pne 


Pne 
115 


Cys 


Asp 


vai 


Thr 


nld 

120 




Leu 


Lys 


Leu 


Ser 
125 


Cys 


Ser 


Asp 


l nr 


Tyr 


vai 


Asn 


V3J.U 


Mof 


Fie U 


Mot- 
lie i_ 


xyx 


He 


Leu 


Gly Gly 


Leu 


He 


Ser 
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-L _) _> 
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Tip 

lie 


Val 




Ser 
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Val 
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He 


Phe 


Phe 


145 










150 










155 
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Ser 


Tie. 
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Leu 


Lys 


rne 


Pro 


Ser 


Tip 
lie 


Gin 


Asp 


He 


His 


Lys 


Val 


Phe 


Ser 
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170 










175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly Thr 


He 




180 










185 
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Phe 


Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Gly 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 




195 
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Ala 
210 


Met 


Ala 


Met 


Met 
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Thr 


Val 


Val 


Thr 


Pro 
220 


Met 









<210> 2475 
<211> 312 
<212> PRT 

<213> Unknown (205843-dir-0-ll conceptual translation of range 1-936) 



<400>2475 
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Glu 
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Leu 
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Leu 


Phe 


Leu 


Ser 
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Ser 
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Met 
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Met 


Glu 


Ser 








100 










105 










110 






Phe 


Leu 


Leu 


Val 


Val 


Met 


Ala 
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He 
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Phe 
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Met 
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305 310 

<210> 2476 
<211> 216 
<212> PRT 

<213> Unknown (pl98-dir-0-8 conceptual translation of range 2-649) 



<400>2476 
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<210> 2477 
<211> 236 
<212> PRT 

<213> Unknown <3810822-dir-0-8 conceptual translation of range 1-708) 
<400>2477 

Pro Met Tyr Leu Phe Leu Gly Asn Leu Ser Phe Ser Asp Leu Cys Phe 

15 10 15 

Ser Ser Val Thr Met Pro Lys Leu Leu Gin Asn Met Gin Ser Gin Asp 

20 25 30 

Thr Ser He Thr Tyr Val Gly Cys Leu Thr Gin Ser Val Leu Phe Leu 
35 40 45 
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Ala 
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Ser 
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Ala 
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Cys 
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Tyr 


Ser 


Lys 


Glu 


Ala 
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Met 
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Val 
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Pro 


Met 
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Leu 


Arg 


Asn 










225 
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<210> 2478 
<211> 216 
<212> PRT 

<213> Unknown (OST044-dir-0-8 conceptual translation of range 2-649) 
<400>2478 

Leu Ala Asp He Ser Phe Ser Ser Val Thr Val Pro Lys Met Leu Met 

15 10 15 

Asp Met Arg Thr Lys Tyr Lys Ser He Leu Tyr Glu Glu Cys He Ser 

20 25 30 

Gin Met Tyr Phe Phe He Phe Phe Thr Asp Leu Asp Ser Phe Leu He 

35 40 45 

Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu His 

50 55 60 

Tyr Thr Val He Met Arg Glu Glu Leu Cys Val Phe Leu Val Ala Val 
65 70 75 80 

Ser Trp He Leu Ser Cys Ala Ser Ser Leu Ser His Thr Leu Leu Leu 

85 90 95 

Thr Arg Leu Ser Phe Cys Ala Ala Asn Thr He Pro His Val Phe Cys 

100 105 110 

Asp Leu Ala Ala Leu Leu Lys Leu Ser Cys Ser Asp He Phe Leu Asn 

115 120 125 

Glu Leu Val Met Phe Thr Val Gly Val Val Val He Thr Leu Pro Phe 

130 135 140 

Met Cys He Leu Val Ser Tyr Gly Tyr He Gly Ala Thr He Leu Arg 
145 150 155 160 

Val Pro Ser Thr Lys Gly He His Lys Ala Leu Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ser Val Val Ser Leu Tyr Tyr Gly Ser He Phe Gly Gin Tyr 

180 185 190 

Leu Phe Pro Thr Val Ser Ser Ser He Asp Lys Asp Val He Val Ala 

195 200 205 

Leu Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2479 
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<211> 216 
<212> PRT 

<213> Unknown (hgl52-dir-0-8 conceptual translation of range 1-648) 



<400>2479 
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Ala 


Ala 
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Val 
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Val 
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Val 


Val 


Val 


He 


Thr 
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Pro 


Phe 
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Met 
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Val 


Ser 
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Gly 
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Gly 


Ala 
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Leu 


Arg 
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155 
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Gly 
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His 
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Ala 


Leu 


Ser 


Thr 


Cys 


Gly 
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175 
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Leu 


Ser 


Val 


Val 


Ser 


Leu 


Tyr 


Tyr 


Gly 


Ser 


He 


Phe 


Gly Gin 


Tyr 








180 










185 
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Val 


Ser 
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Val 
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Val 


Ala 
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Met 


Tyr 


Thr 


Val 


Val 
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Pro 



















210 215 

<210> 2480 
<211> 112 
<212> PRT 

<213> Unknown (1142973-dir-0-5 conceptual translation of range 1-336) 



<400>2480 
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He 
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He 
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He 
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He 


Gly 
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90 
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Thr 


He 


Leu 


Gin 


Val 


Pro 


Thr 


Thr 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Leu 


Ser 



100 105 110 



<210> 2481 
<211> 216 
<212> PRT 

<213> Unknown <hg32-dir-0-8 conceptual translation of range 1-648) 
<400>2481 
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Leu 
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Arg 
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His 
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Gly 
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Ala 
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85 










90 










95 




Ala 


Gin 


Leu 


Ser 


Phe 


Cvs 
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Tyr 


Phe 


Cys 








100 
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Asp 


Leu 


Glv 


Ala 


Leu 


Leu 


Lvs 


Leu 


Ser 


Cvs 


Ser 


Asp 


Thr 


Ser 


Leu 


Asn 
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Gin 


Leu 


Ala 


He 
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Thr 


Ala 


Ala 


Leu 
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Ala 


He 


Met 


Leu 


Pro 


Phe 




130 
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140 










Leu 


Cys 


He 


Leu 


Val 


Ser 


Tvr 


Glv 


His 


He 


Glv 


Val 


Thr 


lie 


Leu 


Gin 


145 










150 










155 










160 


He 


Pro 


Ser 


Thr 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ser 


Val 


Val 


Thr 


He 


Tyr 


Tyr 


Arg 


Thr 


He 


He 


Gly 


Leu 


Tyr 








180 










185 
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Pro 
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Asn 
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He 


Ala 


Ser 
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Pro 
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<210> 2482 
<211> 223 
<212> PRT 

<213> Unknown (3983375-dir-0-8 conceptual translation of range 1-669) 



<400>2482 
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Met 
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Cys 


Gly 


Ser 
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Val 


Val 
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Gly 
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Ala 
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Gly 
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Val lie Val Ala Val Leu Tyr Thr Val Val Thr Pro Met Leu Asn 
210 215 220 

<210> 2483 
<211> 176 
<212> PRT 

<213> Unknown (3273636-dir-0-7 conceptual translation of range 4-531) 



<400>2483 
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<210> 2484 
<211> 222 
<212> PRT 

<213> Unknown <4877296-dir-0-8 conceptual translation of range 2-667) 



<400>2484 




























Ser 


His 


Leu 


Ala 


Leu 


Thr 


Asp 


He 


Ser 


Phe 


Ser 


Ser 


Val 


Thr 


Leu 


Pro 


1 








5 










10 










15 




Lys 


Met 


Leu 


Met 
20 


Asn 


Met 


Gin 


Thr 


Arg 
25 


Cys 


Gin 


Ala 


He 


Thr 
30 


Tyr 


Ala 


Gly Cys 


He 


Ser 


Gin 


Val 


Tyr 


Cys 


Phe 


He 


Phe 


Phe 


Gly 


Cys 


Leu 


Asp 






35 










40 










45 








Ser 


Phe 
50 


Leu 


Leu 


Ala 


Val 


Met 
55 


Ala 


Tyr 


Asp 


Arg 


Tyr 
60 


Val 


Ala 


Val 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Ala 


He 


Met 


Arg 


Asp 


Glu 


Leu 


Cys 


Val 


He 


65 










70 










75 










80 


Leu 


Val 


Ala 


Gly Arg 


Trp 


Leu 


Ala 


Ala 


Cys 


Ala 


Gin 


Ala 


Leu 


Leu 


His 










85 










90 










95 




Thr 


Leu 


Leu 


Val 


Asp 


Gin 


Leu 


Thr 


Leu 


Cys 


Ala 


Gly Thr 


Val 


He 


Pro 








100 










105 










110 






His 


Phe 


Phe 
115 


Cys 


Asp 


Leu 


Ala 


Val 
120 


Val 


Leu 


Lys 


Ser 


Ser 
125 


Cys 


Ser 


Asp 


Thr 


Ser 
130 


Leu 


Asn 


Glu 


Leu 


Leu 
135 


He 


Leu 


Thr 


Glu 


Gly 
140 


Gly 


Leu 


He 


Phe 


Thr 


Leu 


Pro 


Leu Gly Gly He 


Leu Gly 


Ser 


Tyr 


He 


Arg 


Met 


Ala 


Ala 


145 










150 










155 










160 


He 


He 


Leu 


Lys 


Val 
165 


Pro 


Ser 


Phe 


Thr 


Arg 
170 


He 


Phe 


Lys 


Ala 


Leu 
175 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Phe 


Val 


Val 


Phe 


Leu 


Tyr 


Tyr 


Gly 


Thr 


He 



1509 

BNSDOCID: <WO Ol Z71 58A2J_> 



WO 01/27158 



PCT/USOO/27582 



180 185 190 

Ala Gly Val Tyr Tyr Phe Pro Ser Ser Gly Asn Ser Lys Val Lys Asp 

195 200 205 

lie Val Ala Ser Leu Met Tyr Met Val Val Thr Pro Met Leu 
210 215 220 

<210> 2485 
<211> 173 
<212> PRT 

<213> Unknown (3273660-dir-0-7 conceptual translation of range 1-519) 



<400>2485 
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<210> 2486 
<211> 135 
<212> PRT 

<213> Unknown (3273658-dir-0-6 conceptual translation of range 1-405) 
<400>2486 
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Leu 


Asn 


Pro 


Phe 


He 


Cys 


Ser 





















130 135 



<210> 2487 
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<211> 176 
<212> PRT 

<213> Unknown (3273 646-dir-0-7 conceptual translation of range 1-528) 



<400>2487 



Gin 


Ala 


Leu 


Ala 


Tyr 


Asp Arg 


Phe 


Leu 


Ala 


Val 


Cys 


His 


Pro 


Leu 


His 


1 








5 








10 










15 




Tyr Ala 


He 


Phe 


Met 


Arg Glu 


Arg 


Leu 


Cys 


He 


Phe 


Leu 


Leu 


Ala 


Glv 








20 








25 










30 




Ser 


Trp 


Leu 


Leu 


Ser Gly Ala 


Ser 


Ala 


Leu 


Thr 


His 


Thr 


Leu 


Leu 


Val 






35 " 








40 










45 








Val 


Gin 


Leu 


Ser 


Phe 


Cys Ala 


Asp Asn 


He 


He 


Leu 


His 


Phe 


Phe 






50 








55 










60 








Asp 


Leu 


Val 


Pro 


Leu 


Leu Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Ser 


Leu 


Asn 


65 










70 








75 










80 


Glu 


Leu 


Val 


He 


Phe 


Thr Val 


Gly 


Ser 


Val 


Gly 


Leu 


Val 


Phe 


Pro 


Leu 










85 








90 










95 




Ser Gly 


He 


Leu 


Val 


Ser Tyr 


Gly Arg 


He 


Gly 


Leu 


Ser 


He 


Leu 


Arg 








100 








105 










110 






Val 


Pro 


Ser 


Thr 


Lys 


Gly Val 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 






115 








120 










125 








His 


Leu 


Ser 


Val 


Val 


Ser Leu 


Phe 


Tyr 


Gly 


Thr 


He 


Met 


Ala 


Val 


Tyr 




130 








135 










140 








Phe 


Ser 


Ser 


Ser 


Ser 


Gly Gin 


Ser 


His 


Glu 


Lys 


Asp 


He 


He 


Ala 


Ser 


145 










150 








155 










160 


Met 


Met 


Tyr 


Thr 


Val 


Val Thr 


Pro 


Met 


Val 


Asn 


Pro 


Val 


He 


Cys 


Ser 



165 170 175 



<210> 2488 
<211> 313 
<212> PRT 

<213> Unknown (205815-dir-0-ll conceptual translation of range 1-939) 
<400>2488 

Met Ser Ser Thr Asn Gin Ser Ser Val Thr Glu Phe Leu Leu Leu Gly 

15 10 15 

Leu Ser Arg Gin Pro Gin Gin Gin Gin Leu Leu Phe Leu Leu Phe Leu 

20 25 30 

He Met Tyr Leu Ala Thr Val Leu Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He Gly Thr Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Val Asp Val Cys Phe Ser Ser Thr Thr Val Pro Lys 
65 70 75 80 

Val Leu Ala Asn His He Leu Gly Ser Gin Ala He Ser Phe Ser Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Ala Val Phe Gly Asn Met Asp Asn 

100 105 110 

Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His 

115 120 125 

Pro Leu His Tyr Thr Thr Lys Met Thr Arg Gin Leu Cys Val Leu Leu 

130 135 140 

Val Val Gly Ser Trp Val Val Ala Asn Met Asn Cys Leu Leu His He 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Met He Pro His 

165 170 175 

Phe Phe Cys Asp Gly Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr 

180 185 190 

His Leu Asn Glu Leu Met He Leu Thr Glu Gly Ala Val Val Met Val 

195 200 205 

Thr Pro Phe Val Cys He Leu He Ser Tyr He His He Thr Cys Ala 
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210 215 
Val Leu Arg Val Ser Ser Pro Arg 
225 230 
Cys Gly Ser His Leu Ala Val Val 
245 

Ala Val Tyr Phe Asn Pro Ser Ser 
260 

Ala Ala Ala Val Met Tyr Ala Val 
275 280 
lie Tyr Ser Leu Arg Asn Ser Asp 

290 295 
Leu Ala Met Arg Phe Pro Ser Lys 
305 310 



220 

Gly Gly Trp Lys Ser Phe Ser Thr 
235 240 
Cys Leu Phe Tyr Gly Thr Val He 

250 255 
Ser His Leu Ala Gly Arg Asp Met 
265 270 
Val Thr Pro Met Leu Asn Pro Phe 
285 

Met Lys Ala Ala Leu Arg Lys Val 
300 

Gin 



<210> 2489 
<211> 216 
<212> PRT 

<213> Unknown (hg91-dir-0-8 conceptual translation of range 1-648) 



<400>2489 



Phe 


Val 


Asp 


Val 


Cys 


Phe 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Val 


Leu 


Ala 


1 






5 










10 










15 




Asn 


His 


He 


Leu 
20 


Gly 


Ser 


Gin 


Ala 


He 
25 


Ser 


Phe 


Ser 


Gly 


Cys 
30 


Leu 


Thr 


Gin 


Leu 


Tyr 
35 


Phe 


Leu 


Ala 


Val 


Cys 
40 


Gly 


Asn 


Met 


Asp 


Asn 
45 


Phe 


Leu 


Leu 


Gly 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


50 










55 










60 










Tyr 


Thr 


Thr 


Lys 


Met 


Thr 


Arg 


Gin 


Leu 


Cys 


Val 


Leu 


Leu 


Val 


Val 


Gly 


65 










70 










75 










80 


Ser 


Trp 


Val 


Val 


Ala 


Asn 


Met 


Asn 


Cys 


Leu 


Leu 


His 


He 


Leu 


Leu 


Met 








85 










90 










95 




Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Ala 


Asp 


Asn 
105 


Met 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Gly 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


Asn 


115 










120 










125 








Glu 


Leu 
130 


Met 


He 


Leu 


Thr 


Glu 
135 


Gly 


Ala 


Val 


Val 


Met 
140 


Val 


Thr 


Pro 


Phe 


Val 


Cys 


He 


Leu 


He 


Ser 


Tyr 


He 


His 


He 


Thr 


Cys 


Ala 


Val 


Leu 


Arg 


145 








150 










155 










160 


Val 


Ser 


Ser 


Pro 


Arg 


Gly Gly Trp 


Lys 


Ser 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 
180 


Val 


Cys 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


Val 


He 


Ala 
190 


Val 


Tyr 


Phe 


Asn 


Pro 
195 


Ser 


Ser 


Ser 


His 


Leu 
200 


Ala 


Gly 


Arg 


Asp 


Met 
205 


Ala 


Ala 


Ala 


Val 


Met 


Tyr 


Pro 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2490 
<211> 157 
<212> PRT 

<213> Unknown (902718-dir-0-6 conceptual translation of range 2-472.) 



<400>2490 

He Cys His Pro Leu Gin Tyr Thr 

1 5 
Ala Leu Leu Val Val Gly Ser Trp 
20 

Leu His He Leu Leu Met Ala Pro 
35 40 



Thr Lys Met Thr His Gin Leu Cys 

10 15 
Val Val Ala Asn Leu Asn Cys Leu 
25 30 
Leu Ser Phe Cys Ala Asp Asn He 
45 
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lie Pro His 


Phe 


Phe 




Asp 




1 11X7 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


50 








55 










60 








Qf*T" Aso Thr* 

•JCl ±111, 


His 


Levi 


Asn 




Leu 




He 


Leu 


Thr 


Glu 


Gly 


Ala 


Val 


65 






70 










75 








80 


lie He Va 1 


Thr 


Pro 


Phe 


Val 






Leu 


He 


Ser 


Tyr 


lie 


His 


Val 






85 










90 










95 




Thr Cys Ala 


Val 


Leu 


Arg 


Val 


Ser 


Ser 


Pro Arg 


Gly Gly 


Trp 


Lys 


Ala 




100 










105 










110 






Phe Ser Thr 


Arg 


Gly 


Ser 


His 


Pro 


Ala 


Val 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly 


113 










120 










125 




mr lie lie 


Ala 


Glu 


Tyr 


Phe 


Ser 


Ser 


Ser 


Ser 


Pro 


His 


Ser 


Ala 


Gly 


130 








135 










140 








Arg Asp Met 


Ala 


Gly Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 








145 






150 










155 












<210> 2491 




























<211> 221 




























<212> PRT 





























<213> Unknown (3769625-dir-0-8 conceptual translation of range 1-663) 
i <400>2491 

Ser Asn Leu Ser Phe Val Asp Val Cys Phe Ser Ser Thr Thr Ala Pro 

1 5 10 15 

Ser Val Leu Ala Asn His He Leu Gly Ser Gin Lys He Ser Phe Ser 

20 25 30 

Gly Cys Leu Thr Gin Leu Tyr Phe Leu Cys He Phe Gly Asp Met Asp 

35 40 45 

Asn Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 

50 55 60 

His Pro Leu Arg Tyr Thr Thr Lys Met Thr His Gin Val Cys Ala Leu 
65 70 75 80 

Leu Val Met Gly Ser Trp Val Val Ala Asn Met Asn Cys Leu Leu His 

85 90 95 

lie Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Ser He lie Pro 

100 105 110 

His Phe Phe Cys Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp 

115 120 125 

Thr His Leu Asn Glu Leu Met He Leu Thr Glu Gly Ala Val Val Met 

130 135 140 

Val Thr Pro Phe Val Cys He Leu lie Ser Tyr He His He Thr Trp 
145 150 155 160 

Ala Val Leu Arg Val Ser Ser Pro Arg Gly Gly Trp Lys Ala Phe Ser 

165 170 175 

Thr Cys Gly Ser His Leu Thr Val Val Cys Leu Leu Tyr Gly Thr Val 

180 185 190 

He Thr Val Tyr Phe Asn Pro Ser Thr Ser Tyr Ser Ala Gly Arg Asp 

195 200 205 

Thr Ala Ala Ala Val Met Tyr Thr Val Val Thr Pro Met 
210 215 220 

<210> 2492 
<211> 221 
<212> PRT 

<213> Unknown (3769644-dir-0-8 conceptual translation of range 1-663) 
<400>2492 

Thr Asn Leu Ser Phe Val Asp Val Cys Phe Ser Ser Ser Thr Val Pro 

15 10 15 

Lys Val Leu Ala Asn His He Leu Gly Ser Gin Glu He Ser Phe Ser 

20 25 30 

Gly Cys Leu Thr Gin Met Tyr Phe Leu Ser Val Phe Ala Asp Met Asp 
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40 








45 








Asn 


rfie 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tvr 


Asp 


Arg 


Phe Val 


Ala 


lie 


Cys 




jU 










55 










60 








HIS 


Pro 


Leu 


HIS 


Tyr 


Thr 


Glu 


Lys 


Met 


Thr 


Arg 


Gin Leu 


Cys 


Ala 


Leu 










70 










75 








80 


Leu 


va jl 


vai 


ox u 




Tit - * 


Val 


Ala 


Ala 


Asn 


Leu 


Asn Ala 


Leu 


Leu 


His 










ft 










90 








95 




Thr 


Leu 


Leu 


Met 


Ala 


A T*fT 




Ser 


Phe 


Cvs 


Gly Asp Asn 


lie 


He 


Pro 








100 










105 








110 






His 


Pne 


Pne 


Cys 


Asp 


/\Xcl 


1 ill. 


Pro 


T .on 


Leu 


Lys 


Leu Ser 


Cvs 


Ser 


Asp 






115 










120 








125 








Thr 


His 


Leu 


Asn 


vjIu 


Leu 




Tip 
x ic 


Leu 


Thr 


Val 


Ala Gly 


Leu 


He 


Leu 




130 










1 ^R 










140 








Leu 


Ala 


Pro 


Fne 


v ax 


Cys 


Tip 
lie 


Leu 


Met 


Ser 


Tyr 


lie Leu 


lie 


Ala 


Cys 


i 44 D 










150 










155 








160 


Ala 


Val 


Val 


Arg 


Val 


Ser 


Ser 


Thr 


Gly 


Gly Arg 


Trp Lys 


Ala 


Phe 


Ser 








165 










170 








175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Cys 


Leu 


Phe Tyr 


Gly 


Thr 


He 




180 










185 








190 






lie 


Ala 


Val 


Tyr 


Phe 


Asn 


Pro 


Ala 


Ser 


Ser 


His 


Ser Ala 


Gly Arg 


Asp 






195 








200 








205 








Met 


Ala 


Ser 


Ala 


Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro Met 









210 215 220 



<210> 2493 
<211> 327 
<212> PRT 

<213> Unknown (2808536-dir-0-ll conceptual translation of range 16-996) 
<220> 

<221> VARIANT 

<222> (1).. .(327) 

<223> Xaa = Any Amino Acid 



<400>2493 



Val 


Cys 


Phe 


Xaa 


He 


His 


Cys 


Leu 


Leu 


Cys 


Ser 


Trp Val 


Gin 


Thr 


Tyr 


1 






5 










10 










15 




Glu 


Arg 


Asp 


Lys 


Pro 


Val 


Ser 


Val 


Ser 


Glu 


Phe 


Leu 


Leu 


Leu Gly 


Leu 






20 










25 










30 






Ser 


Arg 


Gin 


Pro 


Gin 


Gin 


Gin 


His 


Leu 


Leu 


Phe 


Val 


Phe 


Phe 


Leu 


Ser 




35 










40 










45 








Met 


Tyr 
50 


Leu 


Ala 


Thr 


Val 


Leu 
55 


Gly 


Asn 


Leu 


Leu 


He 
60 


He 


Leu 


Ala 


He 


Ser 


He 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


65 








70 










75 










80 


Met 


Ser 


Phe 


Val 


Asp 
85 


Asn 


Cys 


Phe 


Ser 


Thr 
90 


Thr 


Val 


Pro 


Lys 


Met 
95 


Leu 


Ala 


Asn 


His 


He 


Leu 


Arg 


Thr 


Gin 


Thr 


He 


Ser 


Phe 


Ser 


Gly Cys 


Leu 








100 










105 










110 






Met 


Gin 


Met 
115 


Tyr 


Phe 


He 


Ser 


Glu 
120 


Leu 


Ala 


Asp 


Met 


Asp 
125 


Asn 


Phe 


Leu 


Leu 


Ala 
130 


Val 


Met 


Ala 


Tyr 


Asp 
135 


Arg 


Phe 


Val 


Ala 


Val 
140 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Thr 


Ala 


Lys 


Met 


He 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Thr 


145 








150 










155 










160 


Gly 


Ser 


Trp 


Val 


Val 


Ala 


Asn 


Ser 


Asn 


Ala 


Leu 


Leu 


His 


Thr 


Leu 


Leu 






165 










170 










175 




Met 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Asp 


Asn 


Thr 


He 


Pro 


His 


He 


Phe 






180 










185 










190 






Cys 


Asp 


Val 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


195 










200 










205 
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Ser 


Glu 


Val 


Met 


lie 


Leu 


Thr 


Glu 


Ala 




Leu 


Val 


rpl_ „ 

inr 


Ti- 
ne 


Thr 


Pro 


Phe 


210 










215 










220 








Leu 


Cys 


Leu 


Leu 


Ala 




Tyr Met 


nis 


He 


Thr 


cys 


Val 


Val 


Leu 


225 










230 










235 








240 


Arg 


Val 


Pro 


Ser 


Thr 


Lvs 


Gl v 


Arg 


Trp 


Lys 


Ala 


Phe 


oer 


Thr 


Cys 


Gly 


Ser 


His 






245 










250 












Leu 


Ala 


Val 


Val 


Leu 


Leu 


Phe 


Tyr 


Gly Thr 


-L±e 


Met 


Ser 


Pro 








260 










265 










270 






Tvx 


Phe 


Arg 
275 


•i in 






oer 


His 
280 


Ser 


Ala 


Gin 


Arg 


Asp 
285 


He 


Ala 


Ala 


Ala 


Val 


Arg 


Phe 


Thr 


Val 


Val 


Thr 


Pro 


Val 


Met 


Asn 


Pro 


Leu 


He 


Tyr 




290 










295 










300 








Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


He 


Lys 


Gly Ala 


Leu 


Val 


Lys 


Val 


Val 


Ala 


305 










310 










315 








320 


Val 


Lys 


Phe 


Phe 


Ser 
325 


Val 


Gin 



















<210> 2494 
<211> 312 
<212> PRT 

<213> Unknown ( 2370144-dir-0-ll conceptual translation of range 1-936) 
<400>2494 

Met Ser Gly Thr Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Leu Ser Arg Gin Pro Gin Gin Gin His Leu Leu Phe Val Phe Phe Leu 

20 25 30 

Ser Met Tyr Leu Ala Thr Val Leu Gly Asn Leu Leu He He Leu Ser 

35 40 45 

Val Ser He Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Val Asp He Cys Phe Ser Phe Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Ala Asn His lie Leu Glu Thr Gin Thr He Ser Phe Cys Gly 

85 90 95 

Cys Leu Thr Gin Met Tyr Phe Val Phe Met Phe Val Asp Met Asp Asn 

100 105 no 

Phe Leu Leu Ala Val Met Ala Tyr Asp His Phe Val Ala Val Cys His 

115 120 125 

Pro Leu His Tyr Thr Ala Lys Met Thr His Gin Leu Cys Ala Leu Leu 

130 135 140 

Val Ala Gly Leu Trp Val Val Ala Asn Leu Asn Val Leu Leu His Thr 
145 150 155 160 

Leu Leu Met Ala Pro Leu Ser Phe Cys Ala Asp Asn Ala He Thr His 

165 170 175 

Phe Phe Cys Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser Asn Thr 

180 185 190 

His Leu Asn Glu Val He He Leu Ser Glu Gly Ala Leu Val Met He 

195 200 205 

Thr Pro Phe Leu Cys He Leu Ala Ser Tyr Met His He Thr Cys Thr 

210 215 220 

Val Leu Lys Val Pro Ser Thr Lys Gly Arg Trp Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ala Val Val Leu Leu Phe Tyr Ser Thr He He 

245 250 255 

Ala Val Tyr Phe Asn Pro Leu Ser Ser His Ser Ala Glu Lys Asp Thr 

260 265 270 

Met Ala Thr Val Leu Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Tyr Leu Lys Gly Ala Leu Lys Lys Val 
290 295 300 
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He Gly Arg Val Val Phe Ser Val 
305 310 

<210> 2495 
<211> 216 
< 2 1 2 > PRT 

<213> Unknown <29216S9-dir-0-8 conceptual translation of range 2-649) 

<400>2495 ... 
Phe Val Asp He Cys Phe Ser Phe Thr Thr Val Pro Lys Met Leu Ala 

1 5 10 15 

Asn His He Leu Glu Thr Gin Thr He Ser Phe Cys Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Val Phe Met Phe Val Asp Met Asp Asn Phe Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp His Phe Val Ala Val Cys His Pro Leu His 

50 55 60 

Tvr Thr Ala Lys Val Thr His Gin Leu Cys Ala Leu Leu Val Ala Gly 
65 70 75 80 

Leu Trp Val Val Ala Asn Leu Asn Val Leu Leu His Thr Leu Leu Met 

85 90 95 

Ala Pro Leu Ser Phe Cys Ala Asp Asn Ala He Thr His Phe Phe Cys 
i 100 105 HO 

Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His Leu Asn 

115 120 125 

Glu Val He He Leu Ser Glu Gly Ala Leu Val Met He Thr Pro Phe 

130 135 140 

Leu Cys He Leu Ala Ser Tyr Met His He Thr Cys Thr Val Leu Lys 
145 150 155 160 

Val Pro Ser Thr Lys Gly Arg Trp Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ala Val Val Leu Leu Phe Tyr Ser Thr He He Ala Val Tyr 

180 185 190 

Phe Asn Pro Leu Ser Ser His Ser Ala Glu Lys Asp Thr Met Ala Thr 

195 200 205 

Val Leu Tyr Thr Val Val Thr Pro 
210 215 

<210> 2496 
<211> 216 
< 2 1 2 > PRT 

<213> Unknown ( 292 1657-dir-0-8 conceptual translation of range 2-649) 



50 

Tyr Thi 
65 



Asp 


He 


Cys 


Phe 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 




5 










10 










15 




He 


Leu 
20 


Glu 


Thr 


Gin 


Thr 


He 
25 


Ser 


Phe 


Cys 


Gly 


Cys 
30 


Leu 


Thr 


Tyr 


Phe 


Val 


Phe 


Met 


Phe 


Val 


Asp 


Met 


Asp 


Tyr 


Phe 


Leu 


Leu 


35 










40 










45 






His 


Met 


Ala 


Tyr 


Asp 


His 


Phe 


Val 


Ala 


Val 


Cys 


His 


Pro 


Leu 








55 










60 








Gly 


Ala 


Lys 


Met 


Thr 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 






70 










75 










80 


Val 


Val 


Ala 


Asn 


Leu 


Asn 


Val 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 






85 










90 










95 


Cys 


Leu 


Ser 


Phe 


Cys 


Ala 


Asp 


Asn 


Ala 


He 


Thr 


His 


Phe 


Phe 




100 








105 










110 






Thr 


Pro 


Leu 


Leu 


Glu 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


Asn 


115 










120 










125 






Phe 


He 


He 


Leu 


Ser 


Glu 


Gly 


Ala 


Leu 


Val 


Met 


He 


Thr 


Pro 
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130 135 140 

Leu Cys He Leu Ala Ser Tyr Met His lie Thr Cys Thr Val Leu Lys 
145 150 155 160 

Val Pro Ser Thr Lys Gly Arg Trp Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ala Val Val Leu Leu Phe Tyr Ser Thr He He Ala Val Tyr 

180 185 190 

Phe Asn Pro Leu Ser Ser His Ser Ala Glu Lys Asp Thr Met Ala Thr 

195 200 205 

Val Leu Tyr Thr Val Val Thr Pro 
210 215 

<210> 2497 
<211> 216 
<212> PRT 

<213> Unknown < 2921653-air-0-8 conceptual translation of range 2-649) 
<400>2497 

Phe Val Asp He Cys Phe Ser Ser Thr Thr Val Pro Lys Met Leu Ala 
15 10 15 

i Asn His He Leu Glu Thr Gin Thr He Ser Leu Cys Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Val Phe Met Phe Val Asp Met Asp Asn Phe Leu Leu 

3.5 40 45 

Ala Val Met Ala Tyr Asp His Phe Val Ala Val Cys His Pro Leu His 

50 55 60 

Tyr Thr Ala Lys Met Thr His Gin Leu Cys Ala Leu Leu Val Ala Gly 
65 70 75 80 

Leu Trp Val Val Ala Asn Leu Asn Val Leu Leu His Thr Leu Leu Met 

85 90 95 

Ala Pro Leu Ser Phe Cys Ala Asp Asn Ala He Thr His Phe Phe Cys 

100 105 110 

Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His Leu Asn 

115 120 125 

Glu Val He He Leu Ser Glu Gly Ala Leu Val Met He Thr Pro Phe 

130 135 140 

Leu Cys He Leu Ala Ser Tyr Met His He Thr Cys Thr Val Leu Lys 
145 150 155 160 

Val Pro Ser Thr Lys Gly Arg Trp Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ala Val Val Leu Leu Phe Tyr Ser Thr He He Ala Val Tyr 

180 185 190 

Phe Asn Pro Leu Ser Ser His Ser Ala Glu Lys Asp Thr Met Pro Thr 

195 200 205 

Val Leu Tyr Thr Val Val Thr Pro 
210 215 

<210> 2498 
<211>« 216 
<212> PRT 

<213> Unknown (2921655-dir-0-8 conceptual translation of range 2-649) 
<400>2498 

Phe Val Asp He Cys Phe Ser Phe Thr Thr Val Pro Lys Met Leu Ala 

15 10 15 

Asn His He Leu Glu Thr Gin Thr He Ser Phe Cys Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Val Phe Thr Phe Val Asp Met Asp. Asn Phe Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp His Phe Val Ala Glu Cys His Pro Leu His 
50 55 60 
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Tyr 


Thr 


Ala 


Lys 


Met 


Thr 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Gly 


65 










70 










75 










80 


Leu 


Trp 


Val 


Val 


Ala 


Asn 


Leu 


Asn 


Val 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 








85 










90 










95 




Ala 


Pro 


Leu 


Ser 
100 


Phe 


Cys 


Ala 


Asp 


Asn 
105 


Ala 


He 


Thr 


His 


Phe 
110 


Phe 


Cys 


Asp 


Val 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


Leu 


Asn 




115 










120 










125 








Glu 


Val 
130 


lie 


lie 


Leu 


Ser 


Glu 
135 


Gly 


Ala 


Leu 


Val 


Met 
140 


He 


Thr 


Pro 


Phe 


Leu 


Cys 


lie 


Leu 


Ala 


Ser 


Tyr 


Met 


His 


He 


Thr 


Cys 


Thr 


Val 


Leu 


Lys 


145 








150 










155 










160 


Val 


Pro 


Ser 


Thr 


Lys 
165 


Gly 


Arg 


Trp 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Ala 


Val 
180 


Val 


Leu 


Leu 


Phe 


Tyr 
185 


Ser 


Thr 


He 


He 


Ala 
190 


Val 


Tyr 


Phe 


Asn 


Pro 
195 


Leu 


Ser 


Ser 


His 


Ser 
200 


Ala 


Glu 


Lys 


Asp 


Thr 
205 


Met 


Ala 


Thr 


Val 


Leu 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2499 
<211> 216 
<212> PRT 

<213> Unknown (2921651-dir-0-8 conceptual translation of range 2-649) 



<400>2499 



Phe 


Val 


Asp 


He 


Cys 


Phe 


Ser 


Phe 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asp 


His 


He 


Leu 


Glu 


Thr 


Gin 


Thr 


He 


Ser 


Phe 


Cys 


Gly 


Cys 


Leu 


Thr 






20 










25 










30 






Gin 


Met 


Tyr 
35 


Phe 


Val 


Phe 


Met 


Phe 
40 


Val 


Asp 


Met 


Asp 


Asn 
45 


Phe 


Leu 


Leu 


Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


His 
55 


Phe 


Val 


Ala 


Val 


Cys 
60 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Ala 


Arg 


Met 


Thr 


His 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Gly 


65 










70 










75 










80 


Leu 


Trp 


Val 


Val 


Ala 
85 


Asn 


Leu 


Asn 


Val 


Leu 
90 


Leu 


His 


Thr 


Leu 


Leu 
95 


Met 


Ala 


Pro 


Leu 


Ser 
100 


Phe 


Tyr 


Ala 


Asp 


Asn 
105 


Ala 


He 


Thr 


His 


Phe 
110 


Phe 


Cys 


Asp 


Val 


Thr 
115 


Pro 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


His 


Leu 


Asn 


Glu 


Val 
130 


He 


He 


Leu 


Ser 


Glu 
135 


Gly 


Ala 


Leu 


Val 


Met 
140 


He 


Thr 


Pro 


Phe 


Leu 


Cys 


He 


Leu 


Ala 


Ser 


Tyr 


Met 


His 


He 


Thr 


Cys 


Thr 


Val 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Thr 


Lys 


Gly Arg 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 




< 






165 










170 










175 




His 


Leu 


Ala 


Val 
180 


Val 


Leu 


Leu 


Phe 


Tyr 
185 


Ser 


Thr 


He 


He 


Ala 
190 


Val 


Tyr 


Phe 


Asn 


Pro 
195 


Leu 


Ser 


Ser 


His 


Ser 
200 


Ala 


Glu 


Lys 


Asp 


Thr 
205 


He 


Ala 


Thr 


Val 


Leu 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2500 
<211> 216 
<212> PRT 

<213> Unknown (2921692-dir-0-8 conceptual translation of range 2-649) 
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<400>2500 

Phe Val Asp He Cys Phe Ser Cys Thr Thr Val Pro Lys Met Leu Ala 

15 10 15 

Asn His He Leu Glu Thr Gin Thr He Ser Phe Cys Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Val Phe Met Phe Val Asp Thr Asp Asn Phe Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp His Phe Val Ala Val Cys His Pro Leu His 

50 55 60 

Tyr Thr Ala Lys Met Thr His Gin Leu Cys Ala Leu Leu Val Ala Gly 
65 70 75 80 

Leu Trp Val Val Ala Asn Leu Asn Val Leu Leu His Thr Leu Leu Met 

85 90 95 

Ala Pro Leu Ser Phe Cys Ala Asp Asn Ala He Thr His Phe Phe Cys 

100 105 110 

Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His Leu Asn 

115 120 125 

Glu Val He He Leu Ser Glu Gly Ala Leu Val Met He Thr Pro Phe 

130 135 140 

Leu Cys Asn Leu Ala Ser Tyr Met His lie Thr Cys Thr Gly Leu Lys 
145 150 155 160 

Gly Pro Ser Thr Lys Gly Afg Trp Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ala Val Gly Leu Leu Phe Tyr Ser Thr He Thr Ala Val Tyr 

180 185 190 

Phe Asn Pro Leu Ser Ser His Ser Ala Ala Lys Asp Thr Met Ala Thr 

195 200 205 

Val Leu Tyr Thr Val Val Thr Pro 
210 215 

<210> 2501 
<211> 224 
<212> PRT 

<213> Unknown (4 8773 4 2 - di r - 0 - 8 conceptual translation of range 2-673) 
<220> 

<221> VARIANT 

<222> (1) . . . (224) 

<223> Xaa = Any Amino Acid 

<400>2501 

Cys Asn Leu Ser Phe Gly Asp He Cys Phe Ser Ser Thr Thr Val Pro 

1 5 10 15 

Lys Met Leu Ala Asn His He Leu Arg Lys Gin Thr He Pro Phe Ser 

20 25 30 

Arg Cys Leu Ala Gin Met Tyr Phe Val Phe Thr Phe Met Asp Met Asp 

35 40 45 

Asn Phe Leu Leu Ala Met Met Ala Tyr Asp His Phe Val Ala Val Cys 

50 55 60 

His Pro Leu His Tyr Tyr Ala Lys Met Thr His Gin Leu Cys Ala Leu 
65 70 75 80 

Leu Val Thr Gly Ser Trp Val He Ala Asn Leu Asp Met Leu Leu His 

85 90 95 

Thr Leu Leu Met Ala Xaa Leu Ser Phe Cys Ala Asp Asn Ala He Pro 

100 105 110 

His Phe Phe Cys Asp Val Thr Thr Leu Leu Lys Leu Ser Cys Ser Asp 

115 120 125 

Thr His Leu Ser Glu Val Met He Leu Thr Glu Ala Arg Pro Val Met 

130 135 140 

Ser Thr Pro Phe Val Cys He Leu Val Ser Tyr He Leu He Asn Cys 
145 150 155 160 
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Ala Val Leu Arg Val Gin Ser Thr Lys Gly Arg Trp Lys Thr Phe Ser 

165 170 175 

Thr Cys Gly Ser His Leu Ala Met Val Phe Leu Phe Tyr Gly Thr Met 

180 185 190 

He Phe Leu Tyr Phe Asn Pro Leu Ser Ser His Ser Ala Glu He Asp 

195 200 205 

He Ala Ala Ala Ala Met Arg Cys Leu Tyr Met Val Thr Pro Met Leu 
210 215 220 

<210> 2502 
<211> 216 
<212> PRT 

<213> Unknown (pl05-dir-0-8 conceptual translation of range 2-649) ■ 



<400>2502 




























Leu 


Val 


Asp 


Phe 


Cys 


Phe 


Thr 


Ser 


Ala 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Leu 


1 






5 










10 




• 






lb 




Asn 


He 


His 


Arg 
20 


Gin 


He 


Gin 


Ser 


He 
25 


Ser 


His 


Glu 


Gly 


Cys 
30 


Leu 


Thr 


Cj j.n 


.L-Le 


Tyr 
35 


Phe 


Cys 


He 


Leu 


Leu 
a n 


Ala 


Asn 


Met 


Asp 


Asn 
45 


rue 


Leu 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


Gin 




50 










55 










60 










Tyr 


Thr 


Thr 


He 


Met 


Ser 


Leu 


Gin 


Leu 


Cys 


Cys 


Leu 


Met 


Leu 


Ala 


Gly 


65 










70 










75 










80 


Ser 


Trp 


Leu 


He 


Ala 


Asn 


Phe 


His 


Ser 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 








85 










90 










95 




Ala 


Arg 


Leu 


Asp 


Phe 


Cys 


Ala 


Lys 


Asn 


Val 


Met 


Pro 


Tyr 


Phe 


Phe 


Cys 






100 










105 










110 






Asp 


Leu 


Val 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Arg 


Leu 


Asn 




115 










120 










125 








Gin 


Leu 
130 


Met 


He 


Leu 


Leu 


Val 
135 


Gly 


Gly 


Leu 


He 


Val 
140 


Leu 


He 


Pro 


Phe 


Leu 


Cys 


He 


Leu 


He 


Ser 


Tyr 


Thr 


His 


He 


Val 


Ser 


Val 


Val 


Leu 


Lys 


145 








150 










155 










160 


Val 


Pro 


Ser 


Ala 


Leu 


Gly Lys 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 


Val 


He 


Leu 


Phe 


Tyr 


Gly Thr 


He 


Thr 


Gly 


Val 


Tyr 








180 










185 










190 






Leu 


Asn 


Pro 
195 


Ser 


Ser 


Ser 


His 


Ser 
200 


Ala 


Glu 


Lys 


Asp 


Ser 
205 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Met 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2503 
<211> 216 
<212> PRT 

<213> Unknown (pllO-dir-0-8 conceptual translation of range 2-649) 



<400>2503 


























He 


Phe 


Val 


Asp 


Leu 


Cys 


Gin 


Ala 


Ser 


Thr 


Thr 


Met 


Pro 


Lys 


Met 


Leu 


1 






5 










10 










15 




Asn 


He 


Leu 


Thr 


His 


Ser 


Lys 


Ala 


He 


Pro 


Tyr 


Ala 


Gly 


Cys 


Leu 


He 








20 










25 










30 






Gin 


Met 


Tyr 


Ser 


Phe 


His 


Leu 


Phe 


Gly 


Thr 


Met 


Asp 


Ser 


Phe 


Leu 


Leu 






35 










40 










45 








Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 




50 










55 










60 










Tyr 


Ala 


Thr 


He 


Met 


Ser 


Pro 


Arg 


Leu 


Cys 


He 


Leu 


Leu 


Val 


Gly Gly 


65 










70 










75 










80 


Pro 


Trp 


Gly 


Thr 


Thr 


Asn 


Leu 


Gin 


Ser 


Val 


Val 


His 


Thr 


Ser 


Leu 


Met 
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85 90 95 

Ala Lys Leu Thr Phe Cys Ala Asp Asn Lys lie Pro His Phe Phe Cys 

100 105 110 

Asp Leu Met Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His lie Asn 

115 120 125 

Glu Leu Val Val Leu Val Phe Gly lie Phe Met Gly lie Ser Pro Leu 

130 135 . 140 

Val Cys He Leu Leu Ser Tyr He Cys He Phe Cys Ala Val Leu Gin 
145 150 155 160 

Val Pro Ser Ala Glu Gly Lys Arg Lys Ala Phe Ser Thr Arg Gly Ser 

165 170 175 

His Leu Thr Val Val Leu Leu Phe Tyr Gly Thr He Phe Ala Val Tyr 

180 185 190 

Leu Gin Pro Ser Gly Pro Thr Ser Pro Glu Lys Asp Lys Ala Ala Ala 

195 200 205 

Val Met Cys Ala Val Val He Pro 
210 215 

<210> 2504 
<211> 216 
<212> PRT 

<213> Unknown (p94-air-0-8 conceptual translation of range 2-649) 
<400>2504 

Phe Val Asp Leu Cys Gin Ala Ser Thr Thr Met Pro Lys Met Leu He 

1 5 10 ^ 15 

Asn He Leu Thr His Ser Lys Ala He Pro Tyr Ala Gly Cys Leu He 

20 25 30 

Gin Met Tyr Ser Phe His Leu Phe Gly Thr Met Asp Ser Phe Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Phe His Pro Leu Arg 

50 55 60 

Tyr Ala Thr He Met Ser Pro Arg Leu Cys He Leu Leu Val Gly Gly 
65 70 75 80 

Pro Trp Gly Thr Thr Asn Leu Gin Ser Val Val His Thr Ser Leu Met 

85 90 95 

Ala Lys Leu Thr Phe Cys Ala Asp Asn Lys He Pro His Phe Phe Cys 

100 105 110 

Asp Leu Met Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His He Asn 

115 120 125 

Glu Leu Val Val Leu Val Phe Gly He Phe Met Gly He Ser Pro Leu 

130 135 140 

Val Cys He Leu Leu Ser Tyr He Cys He Phe Cys Ala Val Leu Gin 
145 150 155 160 

Val Pro Ser Ala Glu Gly Lys Arg Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 " 175 

His Leu Thr Val Val Leu Val Phe Tyr Gly Thr He Phe Ala Val Tyr 

180 185 190 

Val Gin Pro Ser Gly Pro Thr Ser Pro Glu Lys Asp Lys Ala Ala Ala 

195 200 205 

Val Met Cys Ala Val Val He Pro 
210 215 

<210> 2505 
<211> 169 
<212> PRT 

<213> Unknown (4877330-dir-0-7 conceptual translation of range 3-509) 
<400>2505 

Asn Leu Ser Leu Val Asp Val Phe Leu Ser Ser Thr Thr Val Pro Lys 
15 10 15 
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Met. 


Leu 


vai 


Asn 


Leu 


Trp Thr Gin 


Pro 


Ser 


His 


Pro 


Ser 


Vai 


Cys 


Leu 








20 










25 










30 






Ala 


Gin 


Met 


riXS 


7\ 1 
rtlu 


rae 


MXS 


Leu 


Phe 


Glv 


Thr 


He 


Asp 


Ser 


Phe 


Leu 


























45 






Leu 


Leu 


Ala 


vai 


we t. 


TV 1 

nla 


± ±e 


Asp 


Arg 


Phe 


Met 


Ala 


He 


Vai 


His 


Arg 


50 










c c 
d b 










60 






Vai 


Gly 


Cys 


Tyr 


Leu 


nla 


lie 


Met 


Ser 


Pro 


Arcr 


Vai 


Trp 


Gly 


Leu 


Leu 


65 








70 










75 










80 


Glu 


Pro 


Trp 


Gin 


Tip 

lie 


Thr 


Asn 


Leu 


Gin 


Ser 


Leu 


Vai 


His 


Thr 


Cys 


Leu 
















90 










95 






AT a 


Gin 


Leu 


Thr 


Phe 


Cys 


Ala 


Gly 


Ser 


Glu 


He 


Pro 


His 


Phe 


Phe 








100 










105 










110 


His 


Thr 


Cys 


Asp 


Leu 


Tip 


Pro 


Leu 


Pro 


Lys 


Leu 


Ser 


Ser 


Ser 


Asp 


Thr 


115 










120 










125 








Asn 


Glu 
130 


Pro 


Vai 


He 


Phe 


Pro 
135 


Phe 


Gly 


He 


He 


Leu 
140 


Gly 


He 


Ser 


Ser 


Leu 


Ala 


Cys 


lie 


Leu 


Phe 


Ser 


Tyr 


Thr 


Ser 


He 


Phe 


Gin 


Ala 


Vai 


Phe 


145 








150 










155 










160 


Lys 


lie 


Leu 


Ser 


Ala 
165 


Gin 


Vai 


Lys 


Trp 

















,<210> 2506 
<211> 315 
< 2 1 2 > PRT 

<213> Unknown ( 3184261-dir-59-13 conceptual translation of range 6034-6978) 
<400>2506 

Met Glu Pro Glu Lys Gin Thr Glu He Ser Glu Phe Phe Leu Gin Gly 

x 5 10 15 

Leu Ser Glu Lys Pro Glu His Gin Thr Leu Leu Phe Thr Met Phe Leu 

20 25 30 

Ser Thr Tyr Leu Vai Thr lie He Gly Asn Ala Leu He He Leu Ala 

35 40 45 

He He Thr Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 

50 55 60 

Asn Leu Ser Leu Vai Asp Thr Leu Leu Ser Ser Thr Thr Vai Pro Lys 
65 70 75 80 

Met Leu Ala Asn He Gin Ala Gin Ser Arg Ala He Pro Phe Vai Gly 

85 90 95 

Cys Leu Thr Gin Met Tyr Ala Phe His Leu Phe Gly Thr Met Asp Ser 

100 105 HO 

Phe Leu Leu Ala Vai Met Ala He Asp Arg Phe Vai Ala He Vai His 

115 120 125 

Pro Gin Arg Tyr Leu Vai Leu Met Cys Ser Pro Vai Cys Gly Leu Leu 

130 135 140 

Leu Gly Ala Ser Trp Met He Thr Asn Leu Gin Ser Leu He His Thr 
145 150 155 160 

Cys Leu Met Ala Gin Leu Thr Phe Cys Ala Gly Ser Glu He Ser His 

165 170 175 

Phe Phe Cys Asp Leu Met Pro Leu Leu Lys Leu Ser Gly Ser Asp Thr 

180 185 190 

His Thr Asn Glu Leu Vai He Phe Ala Phe Gly He Vai Vai Gly Thr 

195 200 205 

Ser Pro Phe Ser Cys He Leu Leu Ser Tyr He Arg He Phe Trp Thr 

210 215 220 

Vai Phe Lys He Pro Ser Thr Arg Gly Lys Trp Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Leu His Leu Thr Vai Vai Ser Leu Ser Tyr Gly Thr He Phe 

245 250 255 

Ala Vai Tyr Leu Gin Pro Thr Ser Pro Ser Ser Ser Gin Lys Asp Lys 
260 265 270 
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Ala Ala Ala Leu Met Cys Gly Val Phe He Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser He Arg Asn Lys Asp Met Lys Ala Ala Leu Gly Lys Leu 

290 295 300 

He Gly Lys Val Ala Val Pro Cys Pro Arg Pro 
305 310 315 

<210> 2507 
<211> 216 
<212> PRT 

<213> Unknown (p97-dir-0-8 conceptual translation of range 2-649) 
<400>2507 

Leu Val Asp He Cys Phe Thr Ser Thr Thr He Pro Lys Met Leu Ala 

1 5 10 15 

Asn His Val Ser Gly Asn Lys Ala He Pro Tyr Ala Gly Cys Arg Thr 

20 25 30 

Gin Val Phe Phe Phe He Trp Phe Pro Gly Val Asp Ser He Leu Leu 

35 40 45 

Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ala Pro Leu His 
! 50 55 60 

Tyr Ser Met He Met Thr Pro Lys Val Cys Ala Phe Leu He Val Val 
65 70 75 80 

Ser Trp Phe Gly Ala Tyr Ala He Ala Leu He His Thr Val Leu Leu 

85 90 95 

Thr His Leu Ser Phe Cys Gly His Ser Glu He Pro His Phe Phe Cys 

100 105 110 

Asp Leu Ser Pro Leu Leu Lys Leu Ala Cys Ser Asp Thr Phe He Asn 

115 120 125 

Asn Leu Met Val Asn Thr Val Gly Ala Leu Thr He He He Pro Phe 

130 135 140 

lie Gly He Leu He Ser Tyr Thr Gin He Phe Met Thr Val Leu Arg 
145 150 155 160 

He Pro Ser Thr Val Gly Lys Trp Lys Ala Phe Ser Thr Cys Ser Ser 

165 170 175 

His He Thr Val Val Ser Leu Phe Tyr Gly Thr Leu He Gly Val Tyr 

180 185 190 

Phe Ser Pro Thr Thr Thr His Thr Ala Gin Gin Asp Thr Ala Ala Ala 

195 200 205 

Ala Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2508 
<211> 216 
<212> PRT 

<213> Unknown (p99-dir-0-8 conceptual translation of range 2-649) 



<400>2508 




























Leu 


Val 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asn 


His 


Val 


Ser 


Gly Asn 


Lys 


Met 


He 


Pro 


Tyr 


Pro Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Val 


Phe 


Phe 


Phe 


He 


Trp 


Phe 


Ala 


Gly 


He 


Asp 


Ser 


Phe 


Leu 


Leu 






35 










40 










45 








Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Ala 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Ser 


Thr 


Val 


Met 


Thr 


Leu 


Arg 


Val 


Cys 


Val 


Leu 


Leu 


Leu 


Met 


Val 


65 










70 










75 










80 


Ser 


Trp 


Phe 


Ser 


Ala 


Phe 


He 


Asn 


Ala 


Leu 


Thr 


His 


Ala 


Ala 


Leu 


Leu 










85 










90 










95 




Thr 


Pro 


Leu 


Ser 


Phe 


Cys 


Gly His 


Asn 


Glu 


He 


Pro 


His 


Phe 


Phe 


Cys 
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100 










105 










110 






Asp 


Leu 


Ser 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 


He 


Asn 




115 










120 










125 








Asp 


Leu 
130 


Met 


Val 


Tyr 


Thr 


Val 
135 


Gly 


Ala 


Leu 


Pro 


He 
140 


He 


Thr 


Pro 


Phe 


He 


Gly 


He 


Leu 


He 


Ser 


Tyr 


Thr 


Arg 


He 


Phe 


Met 


Ala 


Val 


Leu 


Arg 


145 








150 










155 










160 


Val 


Pro 


Ser 


Ala 


Gly Gly Lys 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


Leu 


He 


Gly 
190 


Val 


Tyr 


Phe 


Ser 


Pro 
195 


Thr 


Ser 


Thr 


Arg 


Thr 
200 


Ala 


Gin 


Glu 


Asp 


Thr 
205 


Val 


Ala 


Ala 


Val 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 



















<210> 2509 
<211> 216 
<212> PRT 

<213> Unknown (p96-dir-0-8 conceptual translation of range 2-649) 



<400>2509 




























Leu 


Val 


Asp 


Leu 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Asn 


1 






5 










10 










15 




Asn 


Tyr 


He 


Ser 


Gin 


Asn 


Arg 


Thr 


He 


Ser 


Tyr 


Ala 


Gly 


Cys 


Leu 


Thr 






20 










25 










30 






Gin 


Val 


Phe 
35 


Phe 


Phe 


Leu 


Trp 


Phe 
40 


Ala 


Gly 


Met 


Asp 


Ser 
45 


Val 


Leu 


Leu 


Thr 


Thr 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Ala 


Ser 


Leu 


His 


Tyr 


Ser 


Thr 


Val 


Met 


Thr 


Pro 


Lys 


He 


Cys 


Ala 


Leu 


Leu 


Val 


Gly Val 


65 










70 










75 










80 


Ser 


Trp 


Phe 


Trp 


Ala 
85 


Tyr 


Asn 


Asn 


Ala 


Leu 
90 


He 


His 


Thr 


Val 


Leu 
95 


Leu 


Thr 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly His 


Asn 


Glu 


He 


Pro 


His 


Phe 


Phe 


Cys 






100 










105 










110 






Asp 


Leu 


Ser 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 


He 


Asn 




115 










120 










125 








Asp 


Leu 


Met 


He Tyr 


Thr 


Val 


Gly 


Ala 


Leu 


Thr 


He 


He 


Leu 


Pro 


Phe 


130 










135 










140 










He 


Gly 


He 


Met 


He 


Ser 


Tyr 


Val 


His 


He 


Phe 


Met 


Ala 


Val 


Leu 


Lys 


145 








150 










155 










160 


He 


Ser 


Ser 


Val 


Ser 


Gly Lys 


Gin 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 


Val 


Cys 


Leu 


Phe 


Tyr 


Gly 


Thr 


He 


He Gly 


Val 


Tyr 








180 










185 










190 






Phe 


Ser 


Pro 


Thr 


Ser 


Thr 


His 


Thr 


Ala 


Gin 


Gin Asp 


Thr 


Ala 


Ala 


Thr 






195 










200 










205 








Val 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 



















<210> 2510 
<211> 216 
<212> PRT 

<213> Unknown (p92-dir-0-8 conceptual translation of range 2-649) 
<400>2510 

Leu Phe Asp He Cys Phe Thr Ser Thr Thr He Pro Lys Met Leu Val 

15 10 15 

Asn His He Ser Lys Asn Lys Val He Pro Tyr Ser Met Cys Leu Thr 
20 25 30 
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Gin Thr Phe Phe Phe Ser Trp Phe lie Gly Thr Asp Gly Val Leu Leu 

35 40 45 

Ala Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Ala Pro Leu His 

50 55 60 

Cys Thr Met He He Thr Pro Arg Val Cys Val Phe Leu Val Ala Val 
65 70 * 75 80 

Ser Trp He Trp Thr Cys Val Asn Ser Leu He His Thr Thr Ser Leu 

85, 90 95 

Asn Arg Leu Ser Phe Cys Gly His Asn Glu He His His Phe Phe Cys 

100 105 no 

Asp Leu Ser Ala Leu He Lys Leu Ala Cys Ser Asp Thr Phe He Asn 

115 120 125 

Asp Leu Leu He Tyr Thr Val Gly Gly Leu Lys Ala He Val Pro Phe 

130 135 140 

He Gly He Leu Leu Ser Tyr He His He Phe Val Ala Val Leu Arg 
145 150 155 160 

He Pro Ser Ala Gly Gly Lys Arg Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Thr Val Val Cys Leu Phe Tyr Gly Thr He He Gly Val Tyr 

180 185 190 

Phe Ser Pro Thr Ser Thr His Thr Ala Gin Lys Asp Thr Ala Val Ala 

195 200 205 

Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2511 
<211> 216 
<212> PRT 

<213> Unknown (p95-dir-0-8 conceptual translation of range- 2-649) 
<220> 

<221> VARIANT 

<222> (1) . . . (216) 

<223> -Xaa = Any Amino Acid 

<400>2511 

Leu Val Asp He Cys Phe Thr Ser Thr Thr He Pro Lys Thr Leu Val 

1 5 10 15 

Asn Tyr Val Ser Gly Asn Lys Ala He Leu Tyr He Ser Cys Leu Ala 

20 25 30 

Gin Val Phe Phe Phe Ser Trp Phe Ala Gly Leu Asp Ser He Leu Leu 

35 40 45 

Ala Ser Met Ala Tyr Asp Arg Xaa He Ala He Cys Asp Pro Leu His 

50 55 60 

Tyr Thr Thr Val Met Thr Pro Arg Val Cys Val Leu Leu Val Ala Met 
65 70 75 80 

Cys Leu Phe Gly Gly Cys Ala Asn Ser Leu Thr His Asn He Leu Leu 

85 90 95 

Thr Gin Leu Ser Phe Cys Gly His Thr Glu He Pro Leu Phe Phe Cys 

100 105 110 

Asp Leu Asn Val Val He Arg Leu Ala Cys Ser Asp Thr Phe He Asn 

115 120 125 

Asp Trp Met He Tyr Thr Met Gly Gly Leu Thr Ala He He Pro Phe 

130 135 140 

Ser Gly He Leu He Ser Tyr He His He Phe Val Ala Met Leu Arg 
145 150 155 160 

He Leu Ser Ala Gin Gly Lys Trp Lys Val Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu He Ala Val Tyr Leu Leu Asn Gly Thr He He Gly Val Tyr 

180 185 190 

Leu Asn Pro Thr Ser Ser His Thr Ala Gin Gin Asp Thr Ala Ser Ala 
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195 200 205 

Val Met Tyr Thr Met Val Thr Pro 
210 215 

<210> 2512 
<211> 216 
<212> PRT 

<213> Unknown <pl25-dir-0-8 conceptual translation of range 2-649) 



<400>2512 


























VOX 


Phe 


Val 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


1 






5 










10 










Id 




Asn 


His 


lie 


Ser Gly Asn Lys 


Thr 


He 


Pro Tyr Ala Gly Cys 


Leu 


inr 








20 










25 
















Gin 


Met 


Phe 
35 


Phe 


Phe 


He 


Trp 


Phe 
40 


Ala 


Ser 


He 


Asp 


Ser 


Phe 


Leu 


Leu 


Val 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


He 


Ala 


He 


Cys 
en 

OVJ 


His 


Pro 


Leu 


Arg 


Tyr 


Ala 


Ser 


Leu 


Met 


He 


Pro 


Arg 


Leu 


Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Thr 


65 










70 










75 










80 


Ser 


Trp 


Ser 


Phe 


Ala 


Cys 


He 


Asn 


Ala 


Leu 


Thr 


His 


Thr 


Val 


Leu 


Leu 








85 










90 










95 




Thr 


Gin 


Leu 


Ser 


Phe 


Cys 


Ser 


His 


Asn 


Glu 


He 


Pro 


His 


Phe 


Phe 


Cys 








100 








105 










110 






Asp 


Leu 


Ser 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Phe 


He 


Asn 




115 










120 










125 








Asp 


Val 


Leu 


Val 


Tyr 


Thr 


Val 


Gly Ala 


Leu 


Pro 


He 


Leu 


Met 


Pro 


Phe 


130 










135 










140 










Val 


Gly 


He 


Leu 


Val 


Ser 


Tyr 


Thr 


Arg 


He 


Phe 


Ala 


Ala 


Val 


Leu 


Arg 


145 








150 










155 










160 


lie 


Pro 


Ser 


Ala 


Arg 
165 


Gly 


Lys 


Arg 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Ala 


Val 


He 


Gly 


Val 


Tyr 








180 










185 










190 






Leu 


Ser 


Pro 
195 


Met 


Ser 


Tyr 


His 


Thr 
200 


Val 


Glu 


Lys 


Asp 


Thr 
205 


Ala 


Ala 


Ala 


Val 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 



















<210> 2513 
<211> 216 
<212> PRT 

<213> Unknown (pl23-dir-0-8 conceptual translation of range 2-649) 
<400>2513 



Phe 


Val 


Asp 


Leu 


Cys 


Leu 


Thr 


Thr 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Leu 


1 






5 










10 










15 




Asn 


He 

* 


Gin 


Thr 
20 


Gin 


Lys 


Lys 


Thr 


He 
25 


Ser 


Tyr 


Ala 


Gly 


Cys 
30 


Leu 


Thr 


Gin 


Met 


Tyr 
35 


Phe 


Phe 


Leu 


Leu 


Leu 
40 


Leu 


Asp 


Leu 


Asp 


Asn 
45 


Met 


He 


Leu 


Ala 


Val 
50 


Met 


Ala 


Phe 


Asp 


Arg 
55 


Tyr 


Met 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


Val 


Met 


Leu 


Pro 


Ser 


Leu 


Cys 


Gly 


Leu 


Leu 


Met 


Ala 


Val 


65 










70 










75 










80 


Leu 


Trp 


Val 


Val 


Ala 


Asn 


Leu 


Phe 


Ser 


Leu 


Leu 


Phe 


Thr 


Leu 


Leu 


Met 








85 










90 










95 




Ala 


Gin 


Leu 


Ser 


Phe Cys 


Gly Asn 


Asn 


Thr 


He 


Pro 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Leu 


Ser 


Val 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


His 


He 


Val 




115 










120 










125 
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Glu 


Asn 


Leu 


Leu 


Leu 


He 


Val 


Ser 


Gly 


Leu 


Leu 


Gly Val 


Thr 


Pro 


Jj6U 




130 










135 










X \J 










He 


Cys 


He 


Leu 


Val 


Ser 


Tyr 


Ser 


Arg 


He 


Val 


Ala 


Thr 


Val 


Met 


Arg 


145 










150 










155 










160 


He 


Pro 


Ser 


Ala 


Lvs 
165 


Glv 


Lys 


Arg 


Lys 


Thr 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


oer 


His 


Leu 


Thr 


Val 


Val 


Ala 


Leu 


Phe 


Tyr 


Cys 


Ala 


Gly 


Phe 


Gly Val 


Phe 








180 










185 










190 






Phe 


Thr 


Pro 


Pro 


Ser 


Ser 


His 


Ser 


Gly Gly Lys 


Asp 


Thr 


Ala 


Ala 


Ser 






195 










200 










205 








Val 


Met 
210 


Tyr 


Thr 


Val 


Val 


Thr 
215 


Pro 



















<210> 2514 
<211> 222 
<212> PRT 

<213> Unknown ( 3983377-dir-0-8 conceptual translation of range 1-666) 
<400>2514 

Ala Asn Leu Ser Ser Val Asp He Ser Ala Pro Ser Val He Val Pro 

15 10 15 

Lys Ala Leu Val Asn His Met Leu Gly Ser Lys Ser He Ser Tyr Thr 

20 25 30 

Gly Cys Met Thr Gin He Tyr Phe Phe He Thr Phe Asn Asn Met Asp 

35 40 45 

Gly Phe Leu Leu Ser Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

50 55 60 

His Pro Leu His Tyr Thr Met Met Met Arg Pro Arg Leu Cys Val Leu 
65 70 75 " 80 

Leu Val Ala He Ser Trp Ala He Thr Asn Leu His Ala Leu Leu His 

85 90 95 

Thr Leu Leu Met Val Arg Leu Thr Phe Cys Ser His Asn Ala Val His 

100 105 110 

His Phe Phe Cys Asp Pro Tyr Pro lie Leu Lys Leu Ser Cys Ser Asp 

115 120 125 

Thr Phe He Asn Asp Leu Met Val Phe Thr He Gly Gly Leu Val Phe 

130 135 140 

Met Thr Pro Phe Thr Cys He He Val Ser Tyr Ala Tyr He Phe Ser 
145 150 155 160 

Lys Val Leu Lys Leu Lys Ser Ala His Gly He Arg Lys Ala Leu Ser 

165 170 175 

Thr Cys Gly Ser His Leu Thr Vai Val Ser Leu Phe Tyr Gly Ala He 

180 185 190 

Leu Gly He Tyr Met His Pro Ser Ser Thr Tyr Thr Val Gin Asp Thr 

195 200 205 

Val Ala Thr Val He Phe Thr Val Val Thr Pro Met Val Asn 
210 215 220 

<210> 2515 
<211> 156 
<212> PRT 

<213> Unknown (902714-dir-0-6 conceptual translation of range 2-469) 
<400>2515 

He Cys His Pro Leu His Tyr Thr Val Met Met Arg Pro Arg Leu Cys 

1 5 10 15 

Val Leu Leu Val Ala Val Ser Trp Val He Thr Asn Leu His Ala Leu 

20 25 30 

Leu His Thr Leu Leu Met Val Gin Leu Thr Phe Cys Ser His Asn Ala 

35 40 45 

Val His His Phe Phe Cys Asp Pro Tyr Pro He Leu Lys Leu Ser Cys 
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50 










55 










60 










Ser 


Asp 


Thr 


Phe 


He 


Asn 


Asp 


He 


Thr 


Ala 


Phe 


Thr 


Val 


Gly Gly 


Leu 


65 








70 










75 










80 


Thr 


Ser 


He 


Thr 


Pro 
85 


Phe 


Thr 


Cys 


He 


Thr 
90 


Val 


Ser 


Tyr 


Ala 


Tyr 
95 


He 


Leu 


Ser 


Ser 


Val 


Leu 


Lys 


Phe 


Pro 


Ser 


He 


Gin Gly 


He 


Arg 


Lys 


Ala 








100 










105 










110 






Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 






115 








120 










125 








Ala 


He 


Leu 


Gly 


Val 


Tyr 


Met 


His 


Pro 


Ser 


Ser 


Thr 


Tyr 


Ser 


Leu 


Gin 




130 








135 










140 










Asp 


Thr 


Val 


Ala 


Thr 


Ala 


Phe 


Phe 


Thr 


Val 


Val 


Thr 










145 










150 










155 













( 



<210> 2516 
<211> 216 
<212> PRT 

<213> Unknown (OST034-dir-0-8 conceptual translation of range 2-649) 
<400>2516 



Phe 


Ala 


Asp 


He 


Ser 


Ser 


He 


Ser 


Asn 


Ser 


Val 


Pro 


Lys 


Met 


Leu 


Val 


1 






5 










10 










15 




Asn 


He 


Gin 


Thr 


Lys 


Ser 


Gin 


Ser 


He 


Ser 


Tyr 


Glu 


Ser 


Cys 


He 


Thr 








20 








25 










30 






Gin 


Met 


Tyr 
35 


Phe 


Ser 


He 


Val 


Phe 
40 


Val 


Val 


He 


Asp 


Asn 
45 


Leu 


Leu 


Leu 


Gly 


Thr 


Met 


Ala 


Tyr 


Asp 


His 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Asn 


50 










55 










60- 










Tyr 


Thr 


He 


Leu 


Met 


Arg 


Pro 


Arg 


Phe 


Gly 


He 


Leu 


Leu 


Thr 


Val 


He 


65 










70 










75 










80 


Ser 


Trp 


Phe 


Leu 


Ser 


Asn 


He 


He 


Ala 


Leu 


Thr 


His 


Thr 


Leu 


Leu 


Leu 








85 










90 










95 




He 


Gin 


Leu 


Leu 
100 


Phe 


Cys 


Asn 


His 


Asn 
105 


Thr 


Leu 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Leu 


Ala 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Leu 


He 


Asn 




115 










120 










125 








Glu 


Leu 


Val 


Leu 


Phe 


He 


Val 


Gly Leu 


Ser 


Val 


He 


He 


Phe 


Pro 


Phe 




130 










135 










140 










Thr 


Leu 


Ser 


Phe 


Phe 


Ser 


Tyr 


Val 


Cys 


He 


He 


Arg 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


Val 


Ser 


Ser 


Thr 


Gin 
165 


Gly 


Lys 


Trp 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Thr 


Val 


Val 


Leu 


Leu 


Phe 


Tyr 


Gly Thr 


He 


Val 


Gly Val 


Tyr 








180 










185 










190 






Phe 


Phe 


Pro 
195 


Ser 


Ser 


Thr 


His 


Pro 
200 


Glu 


Asp 


Thr 


Asp 


Lys 
205 


He 


Gly 


Ala 


Val 


Leu 


Phe 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2517 
<211> 323 
<212> PRT 

<213> Unknown (pl56-dir- 0-12 conceptual translation of x range 34-1003) 
<400>2517 

Ser Glu Leu Leu Glu Gly Gly Asn Gin Thr Ser Thr Phe Glu Phe Leu 

15 10 15 

Leu Trp Gly Leu Ser Asp Gin Pro Gin Gin Gin His He Phe Phe Leu 

20 25 30 

Leu Phe Leu Trp Met Tyr Val Val Thr Val Ala Gly Asn Leu Leu He 
35 40 45 
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Val Leu Ala lie Gly Thr Asp Thr His Leu His Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Ala Ser Leu Ser Cys Ala Asp lie Phe Phe Thr Ser Thr Thr 
65 70 75 80 

Val Pro Lys Ala Leu Val Asn lie Gin Thr Gin Ser Arg Ser lie Ser 

85 90 95 

Tyr Ala Gly Cys Leu Ala Gin Leu Tyr Phe Phe Gly Thr Ala Leu Leu 

100 105 110 

Leu Leu Thr Phe Gly Asp Met Asp lie Phe Leu Leu Ala Thr Met Ala 

115 120 125 

Tyr Asp Arg Tyr Val Ala lie Cys His Pro Leu His Tyr Met Met lie 

130 135 140 

Met Ser Leu His Arg Cys Ala Leu Leu Val Thr Ala Cys Trp Thr Leu 
145 150 155 160 

Thr Ser Leu Val Ala Met Thr His Thr Phe Leu lie Phe Arg Leu Ser 

165 170 175 

Phe Cys Ser Lys lie Leu Pro Asp Phe Phe Cys Asp Leu Gly Pro Leu 

180 185 190 

Met Lys Val Ser Cys Ser Asp Ala Gin Val Asn Glu Leu Val Leu Leu 

195 200 205 

i Phe Leu Gly Gly Ala Val lie Leu lie Pro Phe Met Leu He Leu Val 

210 215 220 

Ser Tyr He Arg He Val Ser Ala He Leu Arg Ala Pro Ser Ala Gin 
225 230 235 240 

Gly Arg Cys Lys Ala Phe Ser Thr Cys Gly Ser His Leu Val Val Val 

245 250 255 

Ala Leu Phe Phe Gly Thr Val He Arg Ala Tyr Leu Cys Pro Ser Ser 

260 265 270 

Ser Ser Ser Asn Ser Val Lys Glu Asp Thr Val Ala Ala Val Met Tyr 

275 280 285 

Thr Val Val Thr Pro Leu Leu Asn Pro Phe He Tyr Ser Leu Arg Asn 

290 295 300 

Lys Asp Met Lys Ala Ala Val Val Arg Leu Leu Lys Gly Arg Val Ser 
305 310 315 320 

Leu Ser Gin 



<210> 2518 
<211> 320 
<212> PRT 

<213> Unknown (p38-dir-0-ll conceptual translation of range 34-993) 



<400>2518 



Ser 


Asp 


Leu 


Leu 


Glu 


Gly Gly Asn Gin 


Thr 


Ser 


Thr 


Phe 


Glu 


Phe Leu 


1 








5 






10 










15 


Leu 

» 


Ser 


Gly 


Leu 
20 


Ser 


Asp Gin Pro 


Gin 
25 


Gin 


Gin 


His 


He 


Leu 
30 


Phe Leu 


Leu 


Phe 


Leu 


Trp 


Met 


Tyr Val Val 


Thr 


Val 


Ala 


Gly Asn 


Leu 


Leu He 






35 






40 










45 






Val 


Leu 


Ala 


He Gly Thr Asp Thr 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr Phe 




50 








55 








60 






Phe 


Leu 


Ala 


Ser 


Leu 


Ser Cys Ala 


Asp 


He 


Phe 


Phe 


Thr 


Ser 


Thr Thr 


65 










70 






75 








80 


Val 


Pro 


Lys 


Ala 


Leu 
85 


Val Asn He 


Gin 


Thr 
90 


Gin 


Ser 


Arg 


Ser 


He Ser 
95 


Tyr 


Ala 


Gly 


Cys 
100 


Leu 


Ala Gin Leu 


Tyr 
105 


Phe 


Phe 


Leu 


Thr 


Phe 
110 


Gly Asp 


Met 


Asp 


He 
115 


Phe 


Leu 


Leu Ala Thr 
120 


Met 


Ala 


Tyr 


Asp 


Arg 
125 


Tyr 


Met Ala 


He 


Cys 
130 


His 


Pro 


Leu 


His Tyr Met 
135 


Met 


He 


Met 


Ser 
140 


Leu 


His 


Arg Cys 
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Al « 


Leu 


Leu 


v a x 


X XXX 


Ala 




x ip 


Thr 


Leu 


Thr 


Ser 


Leu 


Val 


Ala 


Met 


x *± J 










ISO 

X Jt \J 










155 










160 


1 XIX 


n x s 


X I IX 


rue 


XjC IX 


lie 


Phe 


A vrr 


Leu 


Ser 


Phe 


Cvs 


Ser 


Lys 


He 


He 










1 U J 










170 










175 




PlTO 


Asp 


rlic 


tilt; 


K~ jf 




T .01 1 
j_»t; ix 


Gly 


Pro 


Leu 


Met 


Lys 


Val 


Ser 


Cvs 


Ser 








180 










185 










190 






Asp 


X XXX 


OXX1 


V ctx 


Cpv- 


Glu 


Leu 


Val 


Leu 


Leu 


Phe 


Leu 


Glv 


Glv 


Ala 


Val 






1 










200 










205 








116 


Leu 


± ± e 


PlTO 


Jr 11*2 




Leu 


Tip 
lie 


Leu 


Val 


Ser 


Tvr 


He 


Arg 


He 


Val 




91 fi 










91 R 










220 










Ser 




XXc 


Leu 




Ala 


xrx »»/ 


Ser 


Ala 


Gin 


Glv 


Ara 


Ara 


Lvs 


Ala 


Phe 


9 9*^ 




















235 










240 


Ser 


i nr 


Cys 


oJ.y 


oex 


nis 


Leu 


v ctx 


Val 


Val 


Ala 


Leu 


Phe 


Phe 


Glv 


Thr 










f± _> 










250 










255 




Val 


Tl <=> 


Arg 


Ala 
Aid 


Tyr 


Lgu 


Cys 


Pro 


O fc-1 


Ser 


Ser 


Ser 


Ser 


Asn 


Ser 


Val 








260 










265 










270 






Asp 


Glu 


Asp 


Thr 


Ala 


Ala 


Ala 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Leu 






275 










280 










285 








Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Ala 


Ala 




290 










295 










300 










Val 


Val 


Arg 


Leu 


Leu 


Lys 


Gly 


Arg 


Val 


Ser 


Phe 


Ser 


Gin 


Gly 


Gin 


Gly 


305 










310 










315 










320 



<210> 2519 
<211> 317 
<212> PRT 

<213> Unlcnown (p27-dir-0-ll conceptual translation of range 34-984) 
<220> 

<221> VARIANT 

<222> (1)...(317) 

<223> Xaa = Any Amino Acid 

<400>2519 



Ser 


Glu 


Leu 


Leu 


Glu 


Gly 


Gly 


Asn 


Gin 


Thr 


Ser 


Thr 


Phe 


Glu 


Phe 


Leu 


1 








5 










10 










15 




Leu 


Trp 


Gly 


Leu 


Ser 


Asp 


Gin 


Pro 


Gin 


Gin 


Gin 


His 


He 


Phe 


Phe 


Leu 








20 










25 










30 






Leu 


Phe 


Leu 


Trp 


Met 


Tyr 


Val 


Val 


Thr 


Val 


Ala 


Gly 


Asn 


Leu 


Leu 


He 






35 










40 










45 








Val 


Leu 


Ala 


He 


Gly 


Thr 


Asp 


Thr 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 




50 










55 










60 










Phe 


Leu 


Ala 


Ser 


Leu 


Ser 


Cys 


Ala 


Asp 


He 


Phe 


Ser 


Thr 


Ser 


Thr 


Thr 


65 










70 










75 










80 


Val 


Pro 


Lys 


Ala 


Leu 


Val 


Asn 


He 


Gin 


Thr 


Gin 


Ser 


Arg 


Ser 


He 


Ser 










85 










90 










95 




Tyr 


Ala 


Gly 


Cys 


Leu 


Ala 


Gin 


Leu 


Tyr 


Phe 


Phe 


Leu 


Thr 


Phe 


Gly 


Asp 








100 










105 










110 






Met 


Asp 


He 


Phe 


Leu 


Pro 


Ala 


Thr 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 






115 










120 










125 








He 


Cys 


His 


Leu 


Leu 


His 


Tyr 


Met 


Met 


He 


Met 


Ser 


Leu 


His 


Arg 


Cys 




130 










135 










140 










Ala 


Phe 


Leu 


Val 


Thr 


Ala 


Cys 


Trp 


Thr 


Leu 


Thr 


Ser 


Leu 


Leu 


Ala 


Met 


145 










150 










155 










160 


Thr 


Arg 


Thr 


Phe 


Leu 


He 


Phe 


Arg 


Leu 


Ser 


Leu 


Cys 


Ser 


Xaa 


He 


Leu 










165 










170 










175 




Pro 


Gly 


Phe 


Phe 


Cys 


Asp 


Leu 


Gly 


Pro 


Leu 


Met 


Lys 


Val 


Ser 


Cys 


Ser 








180 










185 










190 






Asp 


Ala 


Gin 


Val 


Asn 


Glu 


Leu 


Val 


Leu 


Leu 


Phe 


Leu 


Gly 


Gly 


Ala 


Val 




195 










200 










205 








He 


Leu 


He 


Pro 


Phe 


Met 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


He 


Arg 


He 


Val 



1530 
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210 










71 S 

-L J 










220 








Ser Ala 


He 


Leu 


Arg Ala 


D rn 

* X W 


Ser 


nla 


Gin Gly Arg Arg 


Lys 


TV 1 3 


rne 


22S 








£. J U 




















Ser Thr 


Cys 


Asp 


Ser 


His 


Leu 


val 


Val 


Val 


Ala 


Leu Phe 


rlie 


vj j.y 


inr 








245 










250 








Z D Z> 




Val He 


Arg 


Ala 


Tyr 


Lieu 


Cys 


Pro 


Ser 


Ser 


Ser 


Ser Ser 


Asn 


Ser 


Val 






260 










265 








270 






Lys Glu 


Asp Thr 


Ala 


Ala 


Ala 


Val 


Met 


Tyr 


Thr 


Val Val 


i nr 


Pro 


Leu 




275 










280 








285 








Leu Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Met 


Arg 


Asn 


Lys 


Asp Met 


Lys 


Ala 


Ala 


290 










295 










300 








Val Val 


Arg 


Leu 


Leu 


Lys 


Gly Arg Val 


Ser 


Phe 


Ser Gin 








305 








310 










315 










<210> 2520 


























<211> 242 


























<212> PRT 



























<213> Unknown (p80-dir-0-9 conceptual translation of range .5-731) 
<400>2520 

Thr Asp He Phe Phe Thr Ser Thr Thr Val Pro Lys Ala Leu Val Asn 

1 5 ■ 10 15 

He Gin Thr Gin Ser Thr Ser He Ser Tyr Ala Gly Cys Leu Ala Gin 

20 25 30 

Leu Tyr Phe Phe Leu Thr Phe Gly Asp Met Asp He Phe Leu Leu Ala 

35 40 45 

Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu His Tyr 

50 55 60 

Met Met He Met Ser Leu Arg Arg Cys Ala Val Leu Val Ala Ala Cys 
65 70 75 , 80 

Trp Thr Leu Thr Ser Leu Val Ala Met Thr His Thr Phe Leu He Ser 

85 90 95 

Gin Leu Ser Phe Cys Ser Lys He He Pro Asp Phe Phe Cys Asp Leu 

100 105 110 

Gly Pro Leu Met Lys Val Ser Cys Phe Asp Thr Gin Val Asn Glu Leu 

115 120 125 

Val Leu Leu Phe Leu Gly Gly Thr Val He Leu He Pro Phe Met Leu 

130 135 140 

Val Leu Val Ser Tyr He Gin He Val Ser Ala He Leu Arg Ala Pro 
145 150 155 160 

Ser Ala Gin Gly Arg Arg Lys Ala Phe Ser Thr Cys Gly Ser His Leu 

165 170 175 

Val Val Val Ala Leu Phe Phe Gly Thr Val He Arg Ala Tyr Leu Cys 

180 185 190 

Pro Ser Ser Ser Ser Ser Ser Ser Val Glu Glu Asp Thr Ala Ala Ala 

195 - 200 205 

Val Met Tyr Thr Val Val Thr Pro Leu Leu Asn Pro Phe He Tyr Ser 

210 215 220 

Leu Arg Asn Lys Asp Met Lys Ala Ala Val Val Arg Leu Leu Lys Gly 
225 230 235 240 

Arg Val 



<210> 2521 
<211> 225 
<212> PRT 

<213> Unknown (39834 03-dir-0-8 conceptual translation of range 1-675) 
<400>2521 

Ala Thr Leu Ser Cys Val Asp He Leu Phe Thr Ser Thr Thr Val Pro 
15 10 15 



1531 
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U y o 


AT a 

Alw 


T.<=»u 


Val 


Asn lie 


His 


Thr 


Gin 


Ser 


Arg 


Thr 


He 


Ser 


Tyr 


Ala 








20 










25 










30 










T.oi 1 
J_itr U 

35 


Val 


Gin 


Leu 


xyi 


Phe 
40 


Phe 


Leu 


Thr 


Phe 


Gly 
45 


Asp 


Met 


Asp 


Tl <a 
lie 


50 


Leu 


Leu 


Ala 


Thr 


Met 
55 


Ala 


Tvr 


Asp 


Ara 


Phe 
60 


Val 


Ala 


He 


Cys 


n x o 


Pro 


Leu 


His 


Tyr 


Arg 


Met 


lie 


Met 


Ser 


Phe 


Gin 


Arg 


Cys 


Ser 


Leu 


65 




















75 










80 


Leu 


Vai 


i ni 


val 


Cys 
ft ^ 


Trp 


Thr 


Leu 


Thr 


Thr 
90 


Val 


Val 


Ala 


Met 


Thr 
95 


His 


1 111 




Leu 


lie: 

100 


Phe 


Arg 


Leu 


Ser 


Phe 
105 


Cys 


Ser 


Gin 


Lys 


Val 
110 


He 


Pro 


Asp 


file 


13 Vl A 

rTie 

115 


Cys 


Asp 


Leu 


Glv 
oi y 


Pro 
120 


Leu 


Met 


Lys 


lie 


Ala 

125 


Cvs 


Ser 


Glu 




Arg 
130 


lie 


Asn 


Glu 


Leu 


Val 
135 


Leu 


Leu 


Phe 


Leu 


Glv 
140 


Glv 


Ala 


Val 


He 


Leu 


j. ie 


Pro 


Phe 


Leu 


Leu 


Tl ^ 
lie 


Leu 


Met 


Ser 


xy i 


lie 


Arcr 


He 


Val 


Ser 


145 










J.DU 










155 










160 


/\la 


Tl e» 

lie 


Leu 


Arg 


Val 
165 


Pro 


Cqv 
OCI 


Ala 


Gin 


Glv 
170 


Arg 


Arg 


Lys 


Ala 


Phe 
175 


Ser 


Thr 


Cys 


Gly Ser His 


Leu 


Ser 


Val 


Val 


Ala 


Leu 


Phe 


Phe 


Gly 


Thr 


Val 








180 










185 










190 






lie 


Arg 


Ala 
195 


Tyr 


Leu 


Cys 


Pro 


Ser 
200 


Ser 


Ser 


Ser 


Ser 


Asn 
205 


Ser 


Val 


Val 


Glu 


Asp 
210 


Thr 


Ala 


Ala 


Ala 


Val 
215 


Met 


Tyr 


Thr 


Val 


Val 
220 


Thr 


Pro 


Val 


Leu 



Asn 
225 



<210> 2522 
<211> 217 
<212> PRT 

<213> Unknown (pl44-dir-0-8 conceptual translation of range 5-654) 
<400>2522 



Asp 


Asp 


He 


Leu 


Leu 


Val 


Ser 


Thr 


He 


Val 


Pro 


Lys 


Ala 


Leu 


Val 


Asn 


1 








5 










10 










15 




He 


His 


Thr 


Gin 


Ser 


Arg 


Thr 


He 


Ser 


Tyr 


Ala 


Gly Cys 


Leu 


Val 


Gin 








20 










25 










30 






Leu 


Tyr 


Phe 
35 


Phe 


Leu 


Thr 


Phe 


Gly 
40 


Asp 


Met 


Asp 


He 


Phe 
45 


Leu 


Leu 


Ala 


Thr 


Met 
50 


Ala 


Tyr 


Asp 


Arg 


Phe 
55 


Val 


Ala 


He 


Cys 


His 
60 


Pro 


Leu 


His 


Tyr 


Arg 


Met 


He 


Met 


Ser 


Phe 


Gin 


Arg 


Cys 


Ser 


Leu 


Leu 


Val 


Thr 


Val 


Cys 


65 










70 










75 










80 


Trp 


He 


Leu 


Thr 


Thr 


Val 


Val 


Ala 


Met 


Thr 


His 


Thr 


Phe 


Leu 


He 


Phe 








85 










90 










95 




Trp 


Phe 

< 


Ser 


Phe 
100 


Tyr 


Ser 


Lys 


Lys 


Val 
105 


He 


Pro 


Gly 


Phe 


Phe 
110 


Cys 


Asp 


Leu 


Glu 


Pro 
115 


Leu 


He 


Lys 


He 


Pro 
120 


Cys 


Ser 


Glu 


Thr 


Arg 
125 


He 


Asn 


Glu 


Leu 


Val 
130 


Leu 


Leu 


Phe 


Leu 


Gly 
135 


Ser 


Ala 


Val 


Val 


Phe 
140 


He 


Leu 


Leu 


Leu 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


He 


Gin 


He 


Val 


Ser 


Ala 


He 


Phe 


Arg 


Val 


145 










150 










155 










160 


Pro 


Ser 


Ala 


Gin 


Gly 
165 


Arg 


His 


Lys 


Ala 


Phe 
170 


Ser 


Thr 


Cys 


Gly 


Ser 
175 


His 


Leu 


Ser 


Val 


Val 


Ala 


Leu 


Phe 


Phe 


Gly 


Thr 


Val 


He Arg 


Ala 


Tyr 


Leu 








180 










185 










190 






Cys 


Pro 


Ser 


Ser 


Ser 


Ser 


Ser 


Asn 


Ser 


Val 


Val 


Glu 


Asp 


Thr 


Ala 


Ala 




195 










200 










205 









1532 
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Ala Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2523 
<211> 215 
<212> PRT 

<213> Unknown (plll-dir-0-8 conceptual translation of range 2-646) 
<220> 

<221> VARIANT 

<222> (1) . . . (215) 

<223> Xaa = Any Amino Acid 



<400>2523 



Val 


Val 


Asp 


Val 


Cys 


Phe 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asp Met 


Gin 


Thr 


Gly 


Ser 


His 


Thr 


He 


Ser 


Gin 


Ala 


Asp 


Cys 


Leu 


Ser 








20 










25 










30 






Gin Val 


Tyr 


Phe 


Ser 


He 


Leu 


Phe 


Gly Asp 


Leu 


Asp Asp 


Phe 


Leu 


Leu 






35 










40 










45 








i Ala 


Val 


Met 


Ser 


Phe 


Asp 


Xaa 


Tyr 


Met 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


Cys 




50 










55 










60 










Tyr 


Ala 


Thr 


Ala 


Met 


Ser 


Ser 


Gin 


Cys 


Cys 


Val 


Leu 


Leu 


Val 


Ala 


Thr 


65 










70 










75 










80 


Cys 


Trp 


Val 


He 


Ala 


Gin 


Leu 


Asn 


Ser 


Leu 


Leu 


His 


Thr 


Val 


Leu 


Leu 










85 










90 










95 




Ala 


Gin 


Leu 


Thr 


Phe 


Cys 


Ala 


Asp 


His 


Thr 


He 


Pro 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Leu 


Ala 


Leu 


Leu 


Leu 


Pro 


Leu 


Ser 


Cys 


Ser Asp 


Thr 


Ser 


He 


Asn 






115 










120 










125 








Glu 


Leu 


Val 


Leu 


Met 


Ser 


Met 


Gly 


Gly 


Ala 


Gly 


He 


Leu 


He 


Pro 


Leu 




130 










135 










140 










Met 


Cys 


He 


Leu 


Gly 


Ser 


Tyr 


Ala 


Gin 


He 


He 


Ser 


Ala 


He 


Leu 


Arg 


145 










150 










155 










160 


Met 


Pro 


Ser 


Ala 


Gly 


Ser 


Lys 


Arg 


He 


Ala 


Phe 


Ser 


Thr 


Ser 


Ser 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 


Val 


Ser 


Leu 


Phe 


Tyr Gly Thr Val 


He 


Ser 


Glu 


Tyr 








180 










185 










190 






Leu 


Cys 


Pro 


Ser 


Pro 


Ser 


Gly Ser 


Ser 


Asp 


Glu 


Ser 


Ser 


Leu 


Ala 


Ala 






195 










200 










205 








Val 


Leu 


Tyr Ala Val 


Val 


Thr 






















210 










215 





















<210> 2524 
<211> 216 
<212> PRT 

<213> Unknown (2921629-dir-0-8 conceptual translation of range 2-649) 



<400>2524 




























Phe 


Val Asp 


Met 


Gly 


Leu 


Thr 


Ser 


Ser 


Thr 


Val 


Thr 


Lys 


Met 


Leu 


Val 


1 






5 










10 










15 




Asn 


He Gin 


Thr 


Arg 


His 


His 


Thr 


He 


Thr 


Tyr 


Thr 


Gly Cys 


Leu 


Thr 






20 










25 










30 






Gin 


Met Tyr 
35 


Phe 


Phe 


Leu 


Met 


Phe 
40 


Gly 


Asp 


Leu 


Asp 


Ser 
45 


Phe 


Phe 


Leu 


Ala 


Ala Met 
50 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


Cys 


Tyr 


Ser Thr 


Val 


Met 


Arg 


Pro 


Gin 


Val 


Cys Ala 


Leu 


Met 


Leu 


Ala 


Leu 


65 








70 










75 










80 


Cys 


Trp Val 


Leu 


Thr 
85 


Asn 


He 


Val 


Ala 


Leu 
90 


Thr 


His 


Thr 


Phe 


Leu 
95 


Met 
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Ala Arg Leu Ser Phe Cys Val Thr Gly Glu lie Ala His Phe Phe Cys 

100 105 110 

Asp lie Thr Pro Val Leu Lys Leu Ser Cys Ser Asp Thr His lie Asn 

115 120 125 

Glu Met Met Val Phe Val Leu Gly Gly Thr Val Leu lie Val Pro Phe 

130 135 140 

Leu Cys lie Val Thr Ser Tyr lie His He Val Pro Ala He Leu Arg 
145 150 155 160 

Val Arg Thr Arg Gly Gly Val Gly Lys Ala Phe Ser Thr Cys Ser Ser 

165 170 175 

His Leu Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Ala Tyr 

180 185 190 

Leu Cys Pro Pro Ser He Ala Ser Glu Glu Lys Asp He Ala Ala Ala 

195 200 205 

Ala Met Tyr Thr He Val Thr Pro 
210 215 

<210> 2525 
<211> 342 
<212> PRT 

<213> Unknown ( 12563 88-dir-2-13 conceptual translation of range 379-1402) 
<220> 

<221> VARIANT 

<222> (1)...(342) 

<223> Xaa = Any Amino Acid 

<400>2525 

Phe Xaa Leu Ser Phe Leu Asn Tyr Arg Cys Ser He Arg Met Glu Asn 

15 10 15 

Gin Ser Ser Val Ser Glu Phe Phe Leu Arg Gly He Ser Gly Phe Pro 

20 25 30 

Glu Gin Gin Gin Leu Leu Tyr Gly Leu Phe Leu Cys Met Tyr Leu Val 

35 40 45 

Thr Leu Thr Gly Asn Val Leu He He Leu Ala He Gly Ser Asp Pro 

50 55 60 

His Leu His Thr Pro Met Tyr Phe Phe Leu Ala Asn Leu Ser Phe Ala 
65 70 75 80 

Asp Met Gly Leu He Ser Ser Thr Val Thr Lys Met Leu Phe Asn Val 

85 90 95 

Gin Thr Gin Cys His Thr He Ser Tyr Thr Gly Cys Leu Thr Gin Met 

100 105 110 

Tyr Leu Phe Met Met Phe Gly Asp Leu Asp Ser Phe Phe Leu Ala Val 

115 120 125 

Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu His Tyr Ser 

130 135 140 

Thr He Met Asn Ala Arg He Cys Val Leu Met Leu He Leu Cys Trp 
145 150 155 160 

He Leu Thr Asn Val Val Ala Leu Thr His Thr Leu Leu Met Ala Arg 

165 170 175 

Leu Ser Phe Cys Val Val Gly Glu He Ala His Phe Phe Cys Asp Val 

180 185 190 

Thr Ser Val Met Lys Leu Ser Cys Ser Asp Thr His Val Asn Glu Leu 

195 200 205 

Val Leu Ser Gly Phe Gly Gly Thr Val Leu Met Val Pro Phe Val Ser 

210 215 220 

He Val He Ser Tyr Val His He Val Phe Ala Val Leu Arg He Gin 
225 230 235 240 

Ser Ser Gly Gly Ser Ser Lys Ala Phe Ser Thr Cys Ser Ser His Leu 

245 250 255 

Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Val Tyr Leu Phe 



1534 
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260 265 270 

Pro Ser Ser Val Glu Thr Thr Glu Lys Asp Val Ala Ala Ala Ala Met 

275 280 285 

Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe lie Tyr Ser Leu Arg 

290 295 300 

Asn Lys Asp lie Lys Gly Ala Leu Lys Airg Leu Leu Ser His Arg Arg 
305 310 315 320 

He Leu Ser Ser Xaa He Xaa Thr Arg Gin Val Phe Asn Lys Lys Thr 

325 330 335 

Gly Val Glu Ser Asp Lys 
340 

<210> 2526 
<211> 216 
<212> PRT 

<213> Unknown (pl01-dir-0-8 conceptual translation of range 2-649) 



<400>2526 




























rne 


Ala 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Ala 


Ser 


He 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


He 


Glu 


Thr 
20 


Gin 


Gin 


Gin 


Thr 


He 
25 


Ser 


Tyr 


Val 


Gly 


Cys 
30 


He 


Thr 


Gin 


Leu 


Tyr 
35 


Phe 


Leu 


Leu 


Met 


Phe 
40 


Gly 


Gly 


Leu 


Asp 


Asn 
45 


Leu 


Leu 


Leu 


Ala 


Ala 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Arg 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


Val 


Met 


Ser 


Pro 


Gin 


His 


Cys 


Val 


Leu 


Met 


Leu 


Ser 


Val 


65 










70 










75 










80 


Cys 


Trp 


Ala 


Leu 


Thr 
85 


Asn 


He 


Pro 


Ala 


Leu 
90 


Thr 


His 


Ser 


He 


Leu 

95 1 


Leu 


Ala 


His 


Leu 


Asp 
100 


Phe 


Cys 


Ser 


His 


His 
105 


Ala 


He 


Pro 


His 


Phe 
110 


Tyr 


Cys 


Asp 


He 


Ser 
115 


Pro 


Leu 


Leu 


Lys 


Leu 
120 


Ala 


Cys 


Ser 


Asp 


Ala 
125 


His 


Leu 


Asn 


Glu 


Leu 
130 


Met 


Val 


He 


He 


Met 
135 


Gly 


Ala 


lie 


Phe 


Leu 
140 


Thr 


Gly 


Pro 


Leu 


Ala 


Leu 


He 


Val 


Leu 


Ser 


Tyr 


Ala 


His 


He 


Thr 


Ser 


Ala 


He 


Leu 


Gly 


145 










150 










155 










160 


Phe 


Ser 


Ser 


Pro 


Glu Gly Arg 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 


Val 


Leu 


Leu 


Phe 


Tyr 


Gly 


Ser 


Leu 


Met 


Gly Val 


Tyr 








180 










185 










190 






Leu 


Phe 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ser 


Val 


Gin Arg 


Glu 


Ser 


Ser 


Ala 


Ala 






195 










200 










205 








Val 


Leu 
210 


Tyr 


Met 


Val 


Val 


Thr 
215 


Pro 



















<210> 2527 
<211>< 176 
<212> PRT 

<213> Unknown ( 3273640-dir-0-7 conceptual translation of range 4-531) 
<400>2527 

Gin Ala Leu Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu His 

1 5 10 15 

Tyr Thr Thr He Met Ser Pro Gin Leu Cys Gly Leu Leu Ala Gly Gly 

20 25 30 

Leu Trp Met Leu Ser Cys Phe He Ser Leu Thr His He Leu Leu Met 

35 40 45 

Ala Arg Leu Val Phe Cys Gly Asn Asn Lys He Pro His Tyr Phe Cys 
50 55 60 
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Asp 


Leu 


Thr 


Pro 


Leu 


Leu 


Arg 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Ser 


Val 


Asn 


65 










70 










75 










80 


Lys 


He 


Phe 


Val 


Leu 


He 


Val 


Ala 


Gly 


Met 


Val 


He 


Ala 


Thr 


Pro 


Phe 










85 










90 










95 




He 


Cys 


He 


Leu 


Ala 


Ser 


Tyr 


Val 


Arg 


He 


He 


Val 


Ala 


He 


Met 


Lys 








100 










105 










110 






Val 


Pro 


Ser 


Ala 


Gly 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 






115 










120 










125 








His 


Leu 


Ser 


Val 


Val 


Ala 


Leu 


Phe 


Tyr 


Gly 


Thr 


Thr 


He 


Gly 


Val 


Tyr 




130 










135 










140 










Leu 


Cys 


Pro 


Ser 


Ser 


Val 


Arg 


Thr 


Ala 


Val 


Lys 


Glu 


Lys 


Ala 


Ser 


Ala 


145 










150 










155 










160 


Val 


Met 


Tyr 


Thr 


Ala 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Cys 


Ser 



165 170 175 



<210> 2528 
<211> 175 
<212> PRT 

<213> Unknown ( 3273 644-dir-0-7 conceptual translation of range 4-528) 
<400>2528 

Ala Leu Glu Tyr Asp 

1 5 
Thr Thr He Met Ser 
20 

Trp Met Leu Ser Cys 
35 

Arg Leu Val Phe Cys 
50 

Leu Thr Pro Leu Leu 
65 

He Phe Val Leu He 
85 

Cys He Leu Ala Ser 
100 

Pro Ser Ala Gly Gly 
115 

Leu Ser Val Val Ala 
130 

Cys Pro Ser Ser Val 
145 

Met Tyr Thr Ala Val 
165 

<210> 2529 
<211> 158 
<212> PRT 

<213> Unknown ( 3273656-dir-0-6 conceptual translation of range 4-477) 



<400>2529 



Ala 


Leu 


Glu 


Tyr 


Asp 


Arg 


Phe 


Leu 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


1 








5 










10 










15 




Thr 


Thr 


Thr 


Met 


Ser 


Pro 


Gin 


Leu 


Cys 


Gly 


Leu 


Leu 


Ala 


Gly Gly 


Leu 








20 










25 










30 






Trp 


Met 


Leu 
35 


Ser 


Cys 


Phe 


He 


Ser 
40 


Leu 


Thr 


His 


He 


Leu 
45 


Leu 


Met 


Ala 


Arg 


Leu 
50 


Val 


Phe 


Cys 


Gly 


Asn 
55 


Asn 


Lys 


He 


Pro 


His 
60 


Tyr 


Phe 


Cys 


Asp 


Leu 


Thr 


Pro 


Leu 


Leu 


Arg 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Ser 


Val 


Asn 


Lys 


65 










70 










75 










80 


He 


Phe 


Val 


Leu 


He 


Val 


Ala 


Gly 


Met 


Val 


He 


Ala 


Thr 


Pro 


Phe 


He 



Arg Phe Leu Ala He Cys His Pro Leu His Tyr 

10 15 
Pro Gin Leu Cys Gly Leu Leu Ala Gly Gly Leu 

25 30 
Phe He Ser Leu Thr His He Leu Leu Met Ala 

40 45 
Gly Asn Asn Lys He Pro His Tyr Phe Cys Asp 

55 60 
Arg Leu Ser Cys Thr Asp Thr Ser Val Asn Lys 
70 75 80 

Val Ala Gly Met Val He Ala Thr Pro Phe He 

90 95 
Tyr Val Arg He He Val Ala He Met Lys Val 

105 110 
Arg Lys Lys Ala Phe Ser Thr Cys Ser Ser His 

120 125 
Leu Phe Tyr Gly Thr Thr He Gly Val Tyr Leu 

135 140 
Arg Thr Ala Val Lys Glu Lys Ala Ser Ala Val 
150 155 160 

Thr Pro Met Leu Asn Pro Phe He Cys Ser 
170 175 
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85 90 95 

Cys lie Leu Ser Ser Tyr Val Arg lie lie Val Ala He Met Lys Val 

100 105 110 

Pro Ser Ala Gly Gly Arg Lys Lys Ala Phe Ser Thr Cys Ser Ser His 

115 120 125 

Leu Ser Val Val Cys Thr Leu Tyr Gly Thr Thr He Gly Val Tyr Leu 

130 135 140 

Cys Pro Ala Ser Val Arg Thr Ala Val Lys Glu Asn Ala Ser 
145 150 155 

<210> 2530 
<211> 176 
<212> PRT 

<213> Unknown (3273650-dir-0-7 conceptual translation of range 1-528) 
<400>2530 

Gin Ala Leu Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu His 

15 10 15 

Tyr Thr Thr He Met Ser Pro Arg Leu Cys Gly Leu Leu Ala Gly Thr 

20 25 30 

i Pro Trp Met Phe Pro Thr Leu Phe Pro Leu Thr His He Leu Leu Met 

35 40 45 

Val Arg Leu Val Phe Cys Gly Asn Asn Lys He Pro His Tyr Phe Cys 

50 55 60 

Asp Leu Thr Pro Leu Leu Arg Leu Ser Cys Thr Asp Thr Ser Val Asn 
65 70 75 80 

Lys He Phe Val Leu He Val Ala Gly Met Val He Ala Thr Pro Phe 

85 90 95 

He Cys He Leu Ala Ser Tyr Val Arg He He Val Ala He Met Lys 

100 105 110 

Val Pro Ser Ala Gly Gly Arg Lys Lys Ala Phe Ser Thr Cys Ser Ser 

115 120 125 

His Leu Ser Val Val Thr Leu Leu Tyr Gly Thr Thr He Gly Val Tyr 

130 135 140 

Leu Cys Pro Ser Ser Val Arg Thr Ala Val Lys Glu Lys Ala Ser Ala 
145 150 155 160 

Val Met Tyr Thr Leu Val Thr Pro Met Leu Asn Pro Phe He Cys Ser 
165 170 175 

<210> 2531 
<211> 157 
<212> PRT 

<213> Unknown ( 902676-dir-0-6 conceptual translation of range 2-472) 
<400>2531 

He Cys His Pro Leu Hi 

1 5 
Gly Leu Leu Val Gly Va 
20 

Thr His He Leu Leu Me 
35 

Leu Pro His Tyr Phe Cyj 
50 

Thr Asp Thr Thr Val Asi 
65 70 
Val He Ala Thr Pro Ph< 
85 

He Val Ala He Met Lys 
100 

Phe Ser Thr Cys Ser Sei 
115 



Tyr 


Ser 


Thr 


He 


Met Ser 


Pro 


Arg 


Leu 


Cys 








10 








15 


Pro Trp 


Val 


Tyr 


Ser Cys 


Phe 


He 


Ser 


Leu 






25 








30 






Ala 


Arg 


Leu 


Val 


Phe Cys 


Gly 


Lys 


Asn 


Glu 




40 








45 








Asp 


Leu 


Thr 


Pro 


Leu Leu 


Arg 


Leu 


Ser 


Cys 


55 








60 








Lys 


He 


Phe 


Val 


Leu He 


Val 


Ala 


Gly 


Met 










75 








80 


Val 


Cys 


He 


Leu 


Ala Ser 


Tyr 


Ala 


Arg 


He 








90 








95 




Val 


Pro 


Ser Ala Gly Gly Arg 


Lys 


Lys 


Ala 






105 








110 






His 


Leu 


Ser 


Val 


Val Ala 


Leu 


Phe 


Tyr 


Gly 




120 








125 
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Thr Thr He Gly Val Tyr Leu Cys Pro Ser Ser Val Arg Thr Ala Val 

130 135 140 

Lys Glu Lys Ala Ser Ala Val Met Tyr Thr Ala yal Thr 

145 150 155 

<210> 2532 
<211> 313 
<212> PRT 

<213> Unknown (p82-dir-0-ll conceptual translation of range 1-939) 



<400>2532 



wet 




Pro 


Arg 


Asn 


oin 


1 Ul 


Cor 


r\X ck 


Ser 


fil r> 


Phe 


He 


Leu 


Leu 


Gly 


i 
l 








5 










i n 

X V 














Leu 


Ser 


Glu 


Lys 


Pro 


GlU 


vj in 


bill 


rr>Vi -v~ 

inr 


Leu 


Leu 


rne 


Ser 


Leu 


rne 


-rile 








20 










6 D 
















Cys 


Met 


Tyr 


Leu 


Val 


Met 


vai 


vai 




Asn 


Leu 


L6U 


Tip 
lie 


Tic* 

lie 


L6U 


Ala 
/Via 






35 










40 


















He 


Ser 


He 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


pne 


pne 


Leu 


Ala 




50 










55 




















Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Phe 


Cys 


Leu 


Ala 


Thr 


Asn 


inr 


lie 


Pro 


Lys 


65 










70 










/ D 










oU 


Met 


Leu 


Val 


Ser 


Leu 


Gin 


Thr 


Gly 


Ser 


Lys 


Ala 


lie 


Ser 


Tyr 


Pro 


cys 










85 


- 








90 














Cys 


Leu 


He 


Gin 


Met 


Tyr 


Phe 


Phe 


His 


Phe 


Phe 


Gly 


lie 


Val 


Asp 


Ser 








100 










105 










110 






Val 


He 


He 


Ala 


Met 


Met 


Ala 


Tyr 


Asp 


Arg 


Pne 


val 


Ala 


lie 


Cys 


HIS 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Ala 


Lys 


He 


Met 


Ser 


Leu 


Arg 


Leu 


Cys 


Arg 


Leu 


Leu 




130 










135 










lift 

140 










Val 


Gly 


Ala 


Leu Trp 


TV 1 _ 

Ala 


Pne 


Ser 


Cys 


Pne 


lie 


Ser 


Leu 


x nr 


nis 


lie 


145 










150 










1 3D 










loU 


L»eu 


Leu 


net 


Ala 


Arg 


Leu 


vai 


irne 


Cys 


\D 1 Jf 


Cor 

OCX 


nio 


fill! 


Val 

VCll 


Pro 


His 










165 










170 










175 




Tyr 


Phe 


Cys 


Asp 


Leu 


Thr 


Pro 


He 


Leu 


Arg 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 








180 










185 










190 






Ser 


Val 


Asn 


Arg 


He 


Phe 


He 


Leu 


He 


Val 


Ala 


Gly 


Met 


Val 


He 


Ala 






195 










200 










205 








Thr 


Pro 


Phe 


Val 


Cys 


He 


Leu 


Ala 


Ser 


Tyr 


Ala 


Arg 


He 


Leu 


Val 


Ala 




210 










215 










220 










He 


Met 


Lys 


Val 


Pro 


Ser 


Ala 


Gly 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ala 


Leu 


Phe 


Tyr 


Gly 


Thr 


Thr 


He 










245 










250 










255 




Gly 


Val 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Val 


Leu 


Thr 


Thr 


Val 


Lys 


Glu 


Lys 








260 










265 










270 






Ala 


Ser 


Ala 


Val 


Met 


Tyr 


Thr 


Ala 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu Arg 


Asn 


Arg 


Asp 


Leu 


Lys 


Gly 


Ala 


Leu 


Arg 


Lys 


Leu 




290 










295 










300 










Val 


Asn 


Arg 


Lys 


He 


Thr 


Ser 


Ser 


Ser 

















305 310 



<210> 2533 
<211> 157 
<212> PRT 

<213> Unknown (902331-dir-0-6 conceptual translation of range 2-472) 
<400>2533 

He Cys His Pro Leu His Tyr Thr Ala Arg Met Asn Leu Cys Leu Cys 

1 5 10 15 

Val Gin Leu Val Ala Gly Leu Trp Leu Val Thr Tyr Leu His Ala Leu 
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20 25 30 

Leu His Thr Val Leu lie Ala Gin Leu Ser Phe Cys Ala Ser Asn He 

35 40 45 

He His His Phe Leu Cys Asp Leu Asn Pro Leu Leu Gin Leu Ser Cys 

50 55 - 60 

Ser Asp Val Ser Phe Asn Val Met He He Phe Ala Val Gly Asp Leu 
65 70 75 80 

Leu Ala Leu Thr Pro Leu Val Cys He Leu Val Ser Tyr Gly Leu He 

85 90 95 

Phe Ser Thr Val Leu Lys He Thr Ser Thr Gin Gly Lys Gin Arg Ala 

100 105 110 

Val Ser .Thr Cys Ser Cys His Leu Ser Val Val Val Leu Phe Tyr Gly 

115 120 125 

Thr Ala He Ala Val Tyr Phe Ser Pro Ser Ser Pro His Met Pro Glu 

130 135 140 

Ser Asp Thr Leu Ser Thr He Met Tyr Ser Met Val Ala 
145 150 155 

<210> 2534 
<211> 217 
<212> PRT 

<213> Unknown (pl52-rev-0-8 conceptual translation of range 2-652) 
<400>2534 

Phe Leu Asp He Gly Phe He Ser Thr He He Pro Lys Met Leu Asp 

15 10 15 

His lie Ser Ser Gly He Lys Leu lie Ser Tyr Gly Glu Cys Leu Thr 

20 25 30 

Gin Leu Tyr Phe Ser Gly Leu Phe Ala Asp Leu Asp Asn Asn Phe Leu 

35 40 45 

Leu Ala Val Met Ala Leu Asp Arg Tyr Val Ala He Ser His Pro Leu 

50 55 60 

His Tyr Ala Leu Thr Met Asn Ser Gin Arg Cys Val Leu Leu Val Ala 
65 70 75 80 

Val Ser Trp Val He Thr He Leu His Ala Leu Val His Thr Leu Leu 

85 90 95 

Val Thr Arg Leu Ser Phe Cys Gly Pro Asn He He Pro His Phe Phe 

100 105 110 

Cys Asp Leu Val Pro Leu Leu Lys Leu Ala Cys Ser Ser Thr Cys Val 

115 120 125 

Asn Asp Leu Val Leu He Leu Val Ala Gly Thr Leu Leu He Ala Pro 

130 * 135 140 

Phe Val Cys He Leu Met Ser Tyr Phe Tyr lie Ala Leu Ala lie Leu 
145 150 155 160 

Arg He Asp Ser Pro Arg Gly Lys Gin Arg Ala Phe Ser Ser Cys Thr 

165 170 175 

Ser His Leu Ser Val Val Ser Leu Phe Tyr Ser Thr Ala He Gly Val 

180 185 190 

Tyr Leu Cys Pro Pro Ser Ser His Ser Asp Gly Lys Asp Arg Val Phe 

195 200 205 

Ser Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2535 
<211> 156 
<212> PRT 

<213> Unknown ( 902317-dir-0-6 conceptual translation of range 5-472) 
<400>2535 

Cys His Pro Phe His Tyr Thr Met He Leu Thr Arg Met Leu Cys Val 
15 10 15 
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Lys 


Met 


Val 


Val 
20 


Met 


Cvs 


His 


Ala 


Leu 
25 


Ser 


His 


Leu 


His 


Ala 
30 


Met 


Leu 


His 


Thr 


Phe 
35 


Leu 


Met 


Glv 


Gin 


Leu 
40 


He 


Phe 


Cys 


Ala 


Asp 
45 


Asn 


Arg 


He 


Pro 


His 
50 


Phe 


Phe 


Cys 


Asp 


Leu 
55 


Tvr 


Ala 


Leu 


Met 


Lys 
60 


He 


Ser 


Cys 


Thr 


Ser 


Thr 


Tyr 


Leu 


Asn 


Thr 


Leu 


Met 


He 


His 


Thr 


Glu 


Gly 


Ala 


Val 


Val 










70 










75 










80 


Tie 


Ser 


Gly Ala 


Leu 


Ala 


Phe 


He 


Thr 


Ala 


Ser 


Tyr 


Ala 


Cys 


He 


He 










85 










90 










95 




Leu 


Val 


Val 


Leu 
100 


Arg 


He 


Pro 


Ser 


Ala 
105 


Lys 


Gly 


Arg 


Trp 


Lys 
110 


Thr 


Phe 


Ser 


Thr 


Cys 
115 


Gly 


Ser 


His 


Leu 


Thr 
120 


Val 


Val 


Ala 


He 


Phe 
125 


Tyr 


Gly 


Thr 


Leu 


Ser 


Trp 


Val 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Ser 


Tyr 


Ser 


Val 


Thr 


Lys 




130 








135 










140 










Gly 


Arg 


He 


He 


Thr 


Val 


Val 


Tyr 


Thr 


Val 


Val 


Thr 










145 










150 










155 













<210> 2536 
<211> 215 
, <212> PRT 

<213> Unknown (OST226-dir-0-8 conceptual translation of range 2-646) 



<400>2536 



Leu 


Thr 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Gin 


1 






5 










10 










15 




He 


He 


Phe 


Ser 
20 


Pro 


Thr 


Lys 


Val 


He 
25 


Ser 


Tyr 


Thr 


Gly 


Cys 
30 


Leu 


Ala 


Gin 


Thr 


Tyr 
35 


Ser 


Ser 


Leu 


Leu 


Arg 
40 


Arg 


His 


Glu 


Asn 


Phe 
45 


He 


Leu 


Ala 


Val 


Met 
50 


Ala 


Tyr 


Asp 


Arg 


Tyr 
55 


He 


Ala 


He 


Cys 


His 
60 


Pro 


Phe 


His 


Tyr 


Thr 


Met 


He 


Leu 


Thr 


Arg 


Met 


Leu 


Cys 


Val 


Lys 


Met 


Val 


Val 


Met 


Cys 


65 










70 










75 










80 


His 


Ala 


Leu 


Ser 


His 
85 


Leu 


His 


Ala 


Met 


Leu 
90 


His 


Thr 


Phe 


Leu 


Met 
95 


Gly 


Gin 


Leu 


He 


Phe 
100 


Cys 


Ala 


Asp 


Asn 


Arg 
105 


He 


Pro 


His 


Phe 


Phe 
110 


Cys 


Asp 


Leu 


Tyr 


Ala 
115 


Leu 


Met 


Lys 


He 


Ser 
120 


Cys 


Thr 


Ser 


Thr 


Tyr 
125 


Leu 


Asn 


Thr 


Leu 


Met 
130 


He 


His 


Thr 


Glu 


Gly 
135 


Ala 


Val 


Val 


He 


Ser 
140 


Gly 


Ala 


Leu 


Ala 


Phe 


He 


Thr 


Ala 


Ser 


Tyr 


Ala 


Cys 


He 


He 


Leu 


Val 


Val 


Leu 


Arg 


He 


145 










150 










155 










160 


Pro 


Ser 


Ala 


Lys 


Gly Arg 


Trp 


Lys 


Thr 


Phe 


Ser 


Thr 


Arg 


Gly 


Ser 


His 










165 










170 










175 




Leu 


Thr 


Val 


Val 
180 


Ala 


He 


Phe 


Tyr 


Gly 
185 


Thr 


Leu 


Ser 


Trp 


Val 
190 


Tyr 


Phe 


Arg 


Pro 


Leu 
195 


Ser 


Ser 


Tyr 


Ser 


Val 
200 


Thr 


Lys 


Gly 


Arg 


He 
205 


He 


Thr 


Val 


Val 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 





















210 215 



<210> 2537 
<211> 319 
<212> PRT 

<213> Unknown (4190944-dir-20-13 conceptual translation of range 2175-3131) 
<220> 

<221> VARIANT 
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<222> (1) . . . (319) 

<223> Xaa = Any Amino Acid 

<400>2537 

Gin Gin Met Asp Asn Ser Asn Trp Thr Ser Val Ser His Phe Val Leu 

15 10 15 

Leu Gly lie Ser Thr His Pro Glu Glu Gin lie Pro Leu Phe Leu Val 

20 25 30 

Phe Ser Leu Met Tyr Ala lie Asn lie Ser Gly Asn Leu Ala He He 

35 40 45 

Thr Leu He Leu Ser Ala Pro Arg Leu His He Pro Met Tyr He Phe 

50 55 60 

Leu Ser Asn Leu Ala Leu Thr Asp He Cys Phe Thr Ser Thr Thr Val 
65 70 75 80 

Pro Lys Met Leu Gin He He Phe Ser Pro Thr Lys Val He Ser Tyr 

85 90 95 

Thr Gly Cys Leu Ala Gin Thr Tyr Phe Phe He Cys Phe Ala Val Met 

100 105 110 

Glu Asn Phe He Leu Ala Val Met Ala Tyr Asp Arg Tyr He Ala He 

115 120 125 

Cys His Pro Phe His Tyr Thr Met He Leu Thr Arg Met Leu Cys Val 

130 135 140 

Lys Met Val Val Met Cys His Ala Leu Ser His Leu His Ala Met Leu 
145 150 155 160 

His Thr Phe Leu He Gly Gin Leu He Phe Cys Ala Asp Asn Arg He 

165 170 175 

Pro His Phe Phe Cys Asp Leu Tyr Ala Leu Met Lys He Ser Cys Thr 

180 185 190 

Ser Thr Tyr Leu Asn Thr Leu Met He His Thr Glu Gly Ala Val Val 

195 200 205 

He Ser Gly Ala Leu Ala Phe He Thr Ala Ser Tyr Ala Cys He He 

210 215 220 

Leu Val Val Leu Arg He Pro Ser Ala Lys Gly Arg Trp Lys Thr Phe 
225 230 235 240 

Ser Thr Cys Gly Ser His Leu Thr Val Val Ala He Phe Tyr Gly Thr 

245 250 255 

Leu Ser Trp Val Tyr Phe Arg Pro Leu Ser Ser Tyr Ser Val Thr Lys 

260 265 270 

Gly Arg He He Thr Val Val Tyr Thr Val Val Thr Pro Met Leu Asn 

275 280 285 

Pro Phe He Tyr Ser Leu Arg Asn Gly Asp Val Lys Gly Gly Phe Met 

290 295 300 

Lys Trp Met Ser Arg Met Gin Thr Phe Phe Phe Arg Xaa Asn Pro 
305 310 315 

<210> 2538 
<211> 326 
<212> PRT 

<213>« Unknown (4190944-dir-490-12 conceptual translation of range 49118- 
50095) 

<220> 

<221> VARIANT 

<222> (1) . . . (326) 

<223> Xaa = Any Amino Acid 

<400>2538 

He Cys Tyr Ser Val Ser Leu Ser Leu Gly Glu Pro Thr Thr Met Gly 

15 10 15 

Arg Asn Asn Leu Thr Arg Pro Ser Glu Phe He Leu Leu Gly Leu Ser 
20 25 30 
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Ser 




Pro 


Glu 


Asp 


Gin 


Lys 


Pro 


Leu 


Phe 


Ala 


Val 


Phe 


Leu 


Pro 


He 




35 










40 










45 








Tvr 

* Jr 


Leu 


He 


Thr 


Val 


He 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 


He 


Arg 




50 










55 










60 










Ser 


Asp 


Thr 


Arg 


Leu 


Gin 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


He 


Leu 


65 










70 










75 










80 


Ser 


Phe 


Val 


Asp 


He 


Cys 


Tyr 


Val 


Thr 


Val 


He 


He 


Pro 


Lys 


Met 


Leu 










85 










90 










95 




Val 


Asn 


Phe 


Leu 


Ser 


Glu 


Thr 


Lvs 

"Jr 


Thr 


He 


Ser 


Tyr 


Gly 


Glu 


Cys 


Leu 








100 










105 










110 






Thr 


Gin 


Met 


Tvr 
j 


Phe 


Phe 


Leu 


Ala 


Phe 


Gly 


Asn 


Thr 


Asp 


Ser 


Tyr 


Leu 






115 










120 










125 








Leu 


Ala 


Ala 


Met 


Ala 


He 


Asp 


Ara 


Tvr 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Phe 




130 










135 










140 










His 


xyxr 


He 


Thr 


He 


Met 


Ser 


His 


Arg 


Cvs 


Cvs 


Val 


Leu 


Leu 


Leu 


Val 


145 










150 










155 










160 


Leu 


Ser 


Phe 


Cys 


He 


Pro 


His 


Phe 


His 


Ser 


Leu 


Leu 


His 


He 


Leu 


Leu 








165 










170 










175 




X ill 


nail 


VJJLil 


Leu 


He 


Phe 


Cvs 


Ala 


Ser 


Asn 


Val 


He 


His 


His 


Phe 


Phe 








180 










185 










190 






cys 


Asp 


ASp 




Pro 


Val 


Leu 


Lys 


Leu 


Ser 


Cvs 

y o 


Ser 


Ser 


His 


Phe 


Val 
















200 










205 










r:l n 


11c 


X 111 


Vdl 




x in 


Glu 


Glv 


Leu 


Ala 


Val 


He 


Met 


Thr 


Pro 




oi ft 

Z1U 










215 










220 










rile 


Ser 


Cys 


Tip 


Tip 


Tip 
11c 


Ser 


xyi 


Leu 


Arg 


He 


Leu 


He 


Thr 


Val 


Leu 


ooc 

Z Z J 








230 










235 










240 


Lys 


lie 


Pro 


Ser 


/\lct 


Al a 
/\1 d 


fil V 
uiy 


i-»y s 




Lys 


Ala 


Phe 


Ser 


Thr 


Cvs 


Glv 










** J 










250 










255 




Ser 


nib 


Leu 


X ill 


Veil 


Val 


Thr 


Leu 


Phe 


Tvr 


Glv 


Ser 


He 


Ser 


Tvr 


Val 








260 










265 










270 






Tyr 


Phe 


Gin 


Pro 


Leu 


Ser 


Asn 


Tyr 


Thr 


Val 


Lys 


Asp 


Gin 


He 


Ala 


Thr 






275 










280 










285 








lie 


He 


Tyr 


Thr 


Val 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 




290 










295 










300 










Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Gin 


Gly 


Leu 


Ala 


Lys 


Leu 


Met 


His 


Arg 


305 










310 










315 










320 


Met 


Lys 


Cys 


Gin 


Xaa 


Lys 























325 



<210> 2539 
<211> 214 
<212> PRT 

<213> Unknown (hg23-dir-0-8 conceptual translation of range 4-645) 



<400>2539 



Val 


Asp 


He 


Cys 


Tyr 


Val 


Thr 


Val 


He 


He 


Pro 


Lys 


Met 


Leu 


Val 


Asn 


1 








5 










10 










15 




Phe 


Leu 


Ser 


Glu 
20 


Thr 


Lys 


Thr 


He 


Ser 
25 


Tyr 


Ser 


Glu 


Cys 


Leu 
30 


Thr 


Gin 


Met 


Tyr 


Phe 
35 


Phe 


Leu 


Ala 


Cys 


Gly 
40 


Asn 


Thr 


Asp 


Ser 


Tyr 
45 


Leu 


Leu 


Ala 


Ala 


Met 
50 


Ala 


He 


Asp 


Arg 


Tyr 
55 


Val 


Ala 


He 


Cys 


Asn 
60 


Pro 


Phe 


His 


Tyr 


He 


Thr 


He 


Met 


Ser 


His 


Arg 


Cys 


Cys 


Val 


Leu 


Leu 


Leu 


Val 


Leu 


Ser 


65 










70 










75 










80 


Phe 


Cys 


He 


Pro 


His 


Leu 


His 


Ser 


Leu 


Leu 


His 


He 


Leu 


Leu 


Thr 


Asn 








85 










90 










95 




Gin 


Val 


He 


Phe 
100 


Cys 


Ala 


Ser 


Asn 


Val 
105 


He 


His 


His 


Phe 


Phe 
110 


Cys 


Asp 


Asp 


Gin 


Pro 
115 


Val 


Leu 


Lys 


Leu 


Ser 
120 


Cys 


Ser 


Ser 


His 


Phe 
125 


Val 


Lys 


Glu 
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He 


Thr 
130 


Val 


Met 


Thr 


Glu Gly 
135 


Leu 


Ala 


Val 


He 


Met 
140 


Thr 


Pro 


Phe 


Ser 


Cys 


He 


He 


He 


Ser 


Tyr Leu 


Arg 


He 


Leu 


He 


Thr 


Val 


Leu 


Lys 


He 


145 










150 








155 










160 


Pro 


Ser 


Ala 


Ala 


Gly Lys Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 










165 








170 










175 




Leu 


Thr 


Val 


Val 
180 


Thr 


Leu Phe 


Tyr 


Gly 
185 


Ser 


He 


Ser 


Tyr 


Leu 
190 


Tyr 


Phe 


Gin 


Pro 


Leu 
195 


Ser 


Asn 


Tyr Thr 


Val 
200 


Lys 


Asp 


Gin 


He 


Ala 
205 


Thr 


He 


He 


Tyr 


Pro 
210 


Val 


Leu 


Thr 


Pro 





















<210> 2540 
<211> 316 
<212> PRT 

<213> Unknown ( 4190944-dir-624-13 conceptual translation of range 62576- 
63523) 

<400>2540 

i Met Gly Met Ser Asn Leu Thr Arg Leu Ser Glu Phe He Leu Leu Gly 

1 5 10 15 

Leu Ser Ser Arg Ser Glu Asp Gin Arg Pro Leu Phe Ala Leu Phe Leu 

20 25 30 

He He Tyr Leu Val Thr Leu Met Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He His Ser Asp Pro Arg Leu Gin Asn Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

He Leu Ser Phe Ala Asp He Cys Tyr Thr Thr Val He Val Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Leu Ser Glu Lys Lys Thr He Ser Tyr Ala Glu 

85 90 95 

Cys Leu Ala Gin Met Tyr Phe Phe Leu Val Phe Gly Asn He Asp Ser 

100 105 110 

Tyr Leu Leu Ala Ala Met Ala He Asn Arg Cys Val Ala He Cys Asn 

115 120 125 

Pro Phe His Tyr Val Thr Val Met Asn Arg Arg Cys Cys Val Leu Leu 

130 135 140 

Leu Ala Phe Pro He Thr Phe Ser Tyr Phe His Ser Leu Leu His Val 
145 150 155 160 

Leu Leu Val Asn Arg Leu Thr Phe Cys Thr Ser Asn Val He His His 

165 170 175 

Phe Phe Cys Asp Val Asn Pro Val Leu Lys Leu Ser Cys Ser Ser Thr 

180 185 190 

Phe Val Asn Glu He Val Ala Met Thr Glu Gly Leu Ala Ser Val Met 

195 200 205 

Ala Pro Phe Val Cys He He He Ser Tyr Leu Arg He Leu He Ala 

210 215 220 

Val Leu Lys He Pro Ser Ala Ala Gly Lys His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His Leu Thr Val Val He Leu Phe Tyr Gly Ser He Ser 

245 250 255 

Tyr Val Tyr Leu Gin Pro Leu Ser Ser Tyr Thr Val Lys Asp Arg He 

260 265 270 

Ala Thr He Asn Tyr Thr Val Leu Thr Ser Val Leu Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Gin Lys Leu He 

290 295 300 

Asn Lys He Lys Ser Gin Met Ser Arg Phe Ser Thr 
305 310 315 
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<210> 2541 
<211> 327 
<212> PRT 

<213> Unknown ( 4190944-dir-1371-13 conceptual translation of range 137254- 
138234) 

<220> 

<221> VARIANT 

<222> (1)...(327) 

<223> Xaa = Any Amino Acid 



<400>2541 



Arg 


Lys 


Ser Arg 


Asp 


Met 


Glu 


i le 


1 








c 
O 








Gly 


Phe 


lie 


Leu 


Leu 


Gly 


Leu 


Ser 








20 










Leu 


Phe 


Ala 


He 


Phe 


Leu 


He 


Met 






35 










A f\ 

40 


Val 


Leu 


lie 


He 


Pro 


Ala 


He 


Tyr 




50 










55 




Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


65 










70 






Thr 


Val 


lie 


Val 


Pro 


Lys 


Met 


Leu 










85 








Val 


lie 


Ser 


Tyr 


Val 


Gly Cys 


Leu 








100 










Phe 


Gly 


Asn 


Thr 


Asp 


Ser 


Tyr 


Leu 






115 










120 


Leu 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 




130 










135 




Arg 


His 


Cys 


Leu 


Leu 


Met 


Leu 


Leu 


1 A C 

145 










150 






His 


Ser 


Leu 


Phe 


Arg 


Val 


Leu 


Leu 










1 c c 
lOD 








Ser 


His 


lie 


He 


Lys 


His 


Phe 


Phe 








180 










Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Ser 


Ser 






195 










200 


Thr 


Leu 


Ala 


Val 


He 


Val 


Thr 


Pro 




210 










215 




Leu 


Arg 


He 


Met 


Val 


Thr 


Val 


Leu 


225 










230 






Trp 


Lys 


Ala 


Phe 


Ser 


Thr Cys Gly 










245 








Phe 


Tyr 


Gly 


Ser 


He 


He 


Tyr 


Val 








260 










Ser 


Val 


Val 


Arg 


Asp 


Arg 


Val 


Ala 






275 










280 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 




290 










295 




Arg 


Gly 


Leu 


Lys 


Lys 


Leu 


Gin 


Asp 


305 










310 






Asn 


Val 


Gly Val 


Ser 


Xaa 


Leu 












325 









Lys 


Asn 


iyr 




Ser 


Ser 


Thr 


Ser 




-L V/ 










15 




Cor 

bet 


Asn 




r 1 n 


.Lit; u 


Gin 


Lys 


Pro 












30 






Tyr 


Leu 


Leu 


ftia 


nia 


vax 


oiy 


Asn 


















Ser 


Asp 


Pro 


Arg 


Leu 


rl 1 S 


x nr. 


Pro 








o u 










Ser 


Pne 


Met 


ASp 


lie 


Cys 


jrne 


i nr 






"7 c: 
/ D 










o u 


Val 


Asn 


Pne 


Leu 


ber 


Glu 


Thr 


T ■+ we* 

i»ys 




a rv 














Ala 


\j±Tl 


Met: 


Tyr 


r>Vk o 

jfne 




Mot- 
net 


Ala 


lUb 










lift 
11 \J 






Leu 


Ala 


Ser 


Met 


A 1 si 

Aia 


Tic 

lie 


Asp 


Arg 










IOC 

1 Z ~> 








IT ' 

HIS 


Tyr 


Asp 


val 


V ci 1 


rlc U 


T ve 


Pro 








X \J 










pi,, 


Ser 


Cys 


Ser 


Tip 
11c 


C o T" 




T .on 






i j j 










160 




Ser 


Arg 


Leu 


OCX 


PVio 

rut; 


uys 






170 










175 




Cys 


Asp 


Thr 


Gin 


Pro 


Val 


Leu 


Lys 


185 










190 






Ser 


Gin 


Met 


Val 


Val 


Met 


Thr 


Glu 










205 








Phe 


Leu 


Cys 


He 


He 


Phe 


Ser 


Tyr 








220 










Arg 


He 


Pro 


Ser 


Ala 


Ala 


Gly 


Lys 






235 










240 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Ala 


Leu 




250 










255 




Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Met 


Tyr 


265 










270 






Thr 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 










285 








Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 








300 










Arg 


He 


Tyr 


Arg 


Xaa 


Lys 


Glu 


Gin 






315 










320 



<210> 2542 
<211> 216 

<212> PRT ' 
<213> Unknown (hgl6-dir-0-8 conceptual translation of range 1-648) 



<400>2542 
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Phe 


Met 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Val 


He 


Val 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Phe 


Leu 


Ser 


Glu 


Thr 


Lys 


Val 


He 


Ser 


Tyr 


Val 


Gly Cys 


Leu 


Ala 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Phe 


Met 


Ala 


Phe 


Gly Asn 


Thr 


Asp 


Ser 


Tyr 


Leu 


Leu 






35 










40 










45 








Ala 


Ser 


Met 


Ala 


He 


Asp Arg 


Leu 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Asp 


Val 


Val 


Met 


Lys 


Pro 


Arg 


His 


Cys 


Leu 


Leu 


Met 


Leu 


Leu 


Gly 


65 










70 










75 










80 


Ser 


Tyr 


Ser 


He 


Ser 
85 


His 


Leu 


His 


Ser 


Leu 
90 


Phe 


Arg 


Val 


Leu 


Leu 
95 


Met 


Ser 


Arg 


Leu 


Ser 


Phe Cys 


Ala 


Ser 


His 


He 


He 


Lys 


His 


Phe 


Phe 


Cys 








100 










105 










110 






Asp 


Thr 


Gin 
115 


Pro 


Val 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


Ser 


Ser 


Ser 


Gin 


Met 
130 


Val 


Val 


Met 


Thr 


Glu 
135 


Thr 


Leu 


Ala 


Val 


He 
140 


Val 


Thr 


Pro 


Phe 


Leu 


Cys 


Thr 


He 


Phe 


Ser 


Tyr 


Leu 


Gin 


He 


He 


Val 


Thr 


Val 


Leu 


Arcr 


145 










150 










155 










160 


He 


Pro 


Ser 


Ala 


Ala 
165 


Arg 


Lys 


Trp 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Thr 


Ala 
180 


Val 


Ala 


Leu 


Phe 


Tyr 
185 


Gly 


Ser 


He 


He 


Tyr 
190 


Val 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Met 


Tyr 


Ser 


Val 


Val 


Arg 


Asp Arg 


Val 


Ala 


Thr 






195 










200 










205 








Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2543 
<211> 323 
<212> PRT 

<213> Unknown ( 4190944-dir-1112-13 conceptual translation of range 111405- 
112373) 

<220> 

<221> VARIANT 

<222> (1)...(323) 

<223> Xaa = Any Amino Acid 



<400>2543 



Arg 


Asp 


Met 


Glu 


Thr 


Lys 


Asn 


Tyr 


Ser 


Ser 


Ser 


Thr 


Ser 


Gly 


Phe 


He 


1 








5 










10 










15 




Leu 


Leu 


Gly 


Leu 


Ser 


Ser 


Asn 


Pro 


Lys 


Leu 


Gin 


Lys 


Pro 


Leu 


Phe 


Ala 


lie 






20 










25 










30 






Phe 


Leu 
35 


He 


Met 


Tyr 


Leu 


Leu 
40 


Thr 


Ala 


Val 


Gly 


Asn 
45 


Val 


Leu 


lie 


He 


Leu 
50 


Ala 


He 


Tyr 


Ser 


Asp 
55 


Pro 


Arg 


Leu 


His 


Thr 
60 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Met 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Val 


He 


65 










70 










75 










80 


Val 


Pro 


Lys 


Met 


Leu 
85 


Val 


Asn 


Phe 


Leu 


Ser 
90 


Glu 


Thr 


Lys 


He 


He 
95 


Ser 


Tyr 


Val 


Gly Cys 


Leu 


He 


Gin 


Met 


Tyr 


Phe 


Phe 


Met 


Ala 


Phe 


Gly 


Asn 








100 










105 










110 






Thr 


Asp 


Ser 
115 


Tyr 


Leu 


Leu 


Ala 


Ser 
120 


Met 


Ala 


He 


Asp 


Arg 
125 


Leu 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


His 


Tyr Asp Val 


Val 


Met 


Lys 


Pro 


Trp 


His 


Cys 




130 










135 










140 










Leu 


Leu 


Met 


Leu 


Leu 


Gly 


Ser 


cys 


Ser 


He 


Ser 


His 


Leu 


His 


Ser 


Leu 



145 150 155 160 
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Phe 


Arg 


Val 


Leu 


Leu 


Met 


Ser 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Ser 


His 


He 








165 










170 










175 




lie 


Lys 


His 


Phe 


Phe 


Cys 


Asp 


Thr 


Gin 


Pro 


Val 


Leu 


Lys 


Leu 


Ser 


Cys 






180 










185 










190 






Ser 


Asd 


Thr 


Ser 


Ser 


Ser 


Gin 


Met 


Val 


Val 


Met 


Thr 


Glu 


Thr 


Leu 


Ala 




195 










200 










205 








Val 


lie 
210 


Val 


Thr 


Pro 


Phe 


Leu 
215 


Cys 


Thr 


He 


Phe 


Ser 
220 


Tyr 


Leu 


Gin 


He 


lie 


Val 


Thr 


Val 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Ala 


Gly 


Lys 


Trp 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Tyr 


Gly 








245 










250 










255 




Ser 


Val 


lie 


Tyr 
260 


Val 


Tyr 


Phe 


Arg 


Pro 
265 


Leu 


Ser 


Met 


Tyr 


Ser 
270 


Val 


Met 


Lys 


Gly 


Arg 


Val 


Ala 


Thr 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


275 










280 










285 








Asn 


Pro 
290 


Phe 


He 


Tyr 


Ser 


Leu 

295 


Arg 


Asn 


Lys 


Asp 


Met 
300 


Lys 


Arg 


Gly 


Leu 


Lys 


Lys 


Leu 


Arg 


His 


Arg 


He 


Tyr 


Ser 


Xaa 


Lys 


Glu 


Gin 


Asn 


Val 


Gly 


305 










310 










315 










320 



Met Ser Lys 

i 

<210> 2544 
<211> 216 
<212> PRT 

<213> Unknown <OST046-dir-0-8 conceptual translation of range 2-649) 



<400>2544 



Phe 


Met 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Val 


He 


Val 


Pro 


Lys 


Met 


Leu 


Val 


1 






5 










10 










15 




Asn 


Phe 


Leu 


Ser 
20 


Glu 


Thr 


Lys 


He 


He 
25 


Ser 


Tyr 


Val 


Gly 


Cys 
30 


Leu 


Val 


Gin 


Met 


Tyr 
35 


Phe 


Phe 


Met 


Ala 


Phe 
40 


Gly 


Asn 


Thr 


Asp 


Ser 
45 


Tyr 


Leu 


Leu 


Ala 


Ser 


Met 


Ala 


He 


Asp Arg 


Leu 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


Asp 


Val 


Val 


Met 


Lys 


Pro 


Trp 


His 


Cys 


Leu 


Leu 


Met 


Leu 


Leu 


Gly 


65 










70 










75 










80 


Ser 


Cys 


Ser 


He 


Ser 


His 


Leu 


His 


Ser 


Leu 


Phe 


Arg 


Val 


Leu 


Leu 


Met 








85 










90 










95 




Ser 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Ser 


His 


He 


He 


Lys 


His 


Phe 


Phe 


Cys 






100 










105 










110 






Asp 


Thr 


Gin 
115 


Pro 


Val 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


Ser 


Ser 


Ser 


Gin 


Met 
130 


Val 


Val 


Met 


Thr 


Glu 
135 


Thr 


Leu 


Ala 


Val 


He 
140 


Val 


Thr 


Pro 


Phe 


Leu 


Cys 


Thr 


He 


Phe 


Ser 


Tyr 


Leu 


Gin 


He 


He 


Val 


Thr 


Val 


Leu 


Arg 


1'45 










150 










155 










160 


He 


Pro 


Ser 


Ala 


Ala 
165 


Arg 


Lys 


Trp 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Thr 


Val 
180 


Val 


Val 


Leu 


Phe 


Tyr 
185 


Gly 


Ser 


Val 


He 


Tyr 
190 


Val 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Met 


Tyr 


Ser 


Val 


Met 


Lys 


Gly Arg 


Val 


Ala 


Thr 






195 










200 










205 








Val 


Met 


Tyr Thr Val 


Val 


Thr 


Pro 



















210 215 



<210> 2545 
<211> 216 
<212> PRT 
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<213> Unknown (plOO-dir-0-8 conceptual translation of range 2-649) 
<400>2545 

Leu Val Asp Leu Cys Phe Thr Thr Val lie Val Pro Gin Met Leu Val 

1 5 10 15 

Ser Met Leu Met Gin Asn Lys Ala lie Ser Phe Ala Gin Cys lie Ala 

20 25 30 

Gin Met Tyr Phe Phe Val Ala Phe Gly lie Thr Asp Ser Phe Leu Leu 

35 40 45 

Ala Ala Met Pro lie Asp Arg Tyr Met Ala He Cys Asn Pro Leu His 

50 55 60 

Tyr Thr Thr Thr Met Ser Pro Arg Arg Cys Val Leu Leu Val Ala Met 
65 70 75 80 

Ser Trp Val Val Ser His Phe His Ser Leu Val His Thr Leu Leu Met 

85 90 95 

Ala Arg Leu Ser Phe Cys Gly Pro Asn Ala He His His Phe Phe Cys 

100 105 HO 

Asp Val Gin Pro Leu Leu Thr Leu Ser Cys Ser Asp Thr Ser He Asn 

115 120 125 

Glu Val Leu Ala Phe Thr Glu Gly Ser Leu Val He Met Ser Pro Phe 
I 130 135 140 

Leu Phe He Val He Ser Tyr Val Trp He Thr Arg Ala Val Leu Arg 
145 150 155 160 

Val Pro Ser Gly Arg Gly Arg Tyr Lys Ala Phe Ser Thr Cys Ser Ser 

165 170 175 

His He Thr Val Val Val Leu Phe Tyr Gly Thr He Val Ser Val Tyr 

180 185 190 

He Arg Pro Ser Ser Thr Tyr Ser Val Thr Lys Asp Arg Val Val Thr 

195 200 205 

Val He Tyr Thr Val Val Thr Pro 
210 215 

<210> 2546 
<211> 328 
<212> PRT 

<213> Unknown (4190944-rev-159-13 conceptual translation of ranqe 16099- 
17082) 

<220> 

<221> VARIANT 

<222> (1)...<328) 

<223> Xaa = Any Amino Acid 

<400>2546 

Phe Gin Ala Gly Xaa Leu Ser Leu Met Met Ser Phe Ala Pro Asn Ala 

15 10 15 

Ser His Ser Pro Val Phe Leu Leu Leu Gly Phe Ser Arg Ala Asn He 

20 25 30 

Ser Tyr Thr Leu Leu Phe Phe Leu Phe Leu Ala He Tyr Leu Thr Thr 

35 40 45 

He Leu Gly Asn Val Thr Leu Val Leu Leu He Ser Trp Asp Ser Arg 

50 55 60 

Leu His Ser Pro Met Tyr Tyr Leu Leu Arg Gly Leu Ser Val He Asp 
65 70 75 80 

Met Gly Leu Ser Thr Val Thr Leu Pro Gin Leu Leu Ala His Leu Val 

85 90 95 

Ser His Tyr Pro Thr He Pro Ala Ala Arg Cys Leu Ala Gin Phe Phe 

100 105 HO 

Phe Phe Tyr Ala Phe Gly Val Thr Asp Thr Leu Val He Ala Val Met 

115 120 125 

Ala Leu Asp Arg Tyr Val Ala He Cys Asp Pro Leu His Tyr Ala Leu 
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-L J -? 










140 










VttI 


Mec 


Asn 


His 


Gin 


A Y~fT 


^* Jr * 


Ala 




Leu 


Leu 


Ala 


Leu 


Ser 


Trt> 


Val 


145 










150 










155 










160 


vai 


Ser 


lie 


Leu 


His 
165 






i-itrU 


ni y 


Val 
170 


Glv 


Leu 


Val 


Leu 


Pro 
175 


Leu 


Cys 


Trp 


j. nr 


Gly Asp 








Asn 


Val 


Asn 


Leu 


Pro 


His 


Phe 


Phe 








180 










185 










190 






Cys 


Asp 


His 


Arg 


Pro 


Leu 


Leu 


Arg 




Ser 


Cys 


Ser 


Asp 


lie 


His 


Ser 




195 










200 










205 








Asn 


Glu 


Leu 


Ala 


Ti- 
ne 


rne 


91 ^ 


bill 


Pi yr 


Gly 


Phe 


Leu 
220 


Met 


Leu 


Glv 


Pro 


Cys 


Ala 


Leu 


lie 


Val 


Leu 


Cor- 


Tyr 


vax 


A TTT 

fti y 


lie 


Glv 


Ala 


Ala 


lie 


Leu 


o o c 




















235 










240 


Arg 


Leu 


Pro 


Ser 


Ala 
245 


Aia 


tjiy 


Arg 


Arg 


Arg 

^ Jv 


Ala 


Val 


Ser 


Thr 


Cys 
255 


Glv 


Ser 


HIS 


Leu 


Thr 
260 


Met 


Val 


uiy 




Leu 
265 


j/yx 




Thr 


lie 


lie 
270 


Cys 


Val 


Tyr 


Phe 


Gin 


Pro 


Pro 


Phe 


Gin 


Asn 


Ser 


Gin 


Tyr 


Gin 


Asp 


Met 


Val 


Ala 




275 










280 










285 








Ser 


Val 


Met 


Tyr 


Thr 


Ala 


lie 


Thr 


Pro 


Leu 


Ala 


Asn 


Pro 


Phe Val 


Tyr 




290 










295 










300 










Ser 


Leu 


His 


Asn 


Lys 


Asp 


Val 


Lys 


Gly 


Ala 


Leu 


Cys 


Arg 


Leu 


Leu 


Glu 


305 










310 










315 










320 


Trp 


Val 


Lys 


Val 


Asp 


Pro 


Xaa 


Leu 



















325 



<210> 2547 
<211> 216 
<212> PRT 

<213> Unknown (hg99-dir-0-8 conceptual translation of range 1-648) 



<400>2547 



Phe 


Ala 


Asp 


Leu 


Cys 


Phe 


Ala 


Ser 


Val 


Thr 


Val 


Pro 


Lys 


Met 


Leu 


Asp 


1 








5 










10 










15 




Asn 


Leu 


Leu 


Ala 
20 


His 


Asp 


His 


Ser 


He 
25 


Ser 


Leu 


Ala 


Gly 


Cys 
30 


Leu 


Thr 


Gin 


Met 


Tyr 
35 


Phe 


Phe 


Phe 


Ala 


Leu 
40 


Gly 


Val 


Thr 


Asp 


Ser 
45 


Cys 


Leu 


Leu 


Ala 


Asp 
50 


Met 


Ala 


Tyr 


Asp 


Cys 
55 


Tyr 


Val 


Asp 


He 


Arg 
60 


His 


Pro 


Leu 


Pro 


Tyr 


Asp 


Thr 


Arg 


Met 


Ser 


Arg 


Ala 


Met 


Cys 


Ala 


Ala 


Leu 


Val 


Gly 


Met 


65 










70 










75 










80 


Ala 


Trp 


Val 


Val 


Ser 


His 


Val 


His 


Ser 


Leu 


Leu 


Tyr 


He 


Leu 


Leu 


Met 








85 










90 










95 




Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Ala 


Ser 


His 
105 


Gin 


Val 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


His 


Gin 
115 


Pro 


Leu 


Leu 


Arg 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Asn 
125 


His 


His 


He 


Gin 


Leu 
130 


Leu 


He 


Phe 


Thr 


Glu 
135 


Gly 


Ala 


Ala 


Val 


Val 
140 


Val 


Thr 


Pro 


Phe 


Leu 


Leu 


lie 


Leu 


Ala 


Ser 


Tyr 


Gly 


Ala 


He 


Ala 


Ala 


Ala 


Val 


Leu 


Gin 


145 










150 










155 










160 


Leu 


Pro 


Ser 


Ala 


Ser 


Gly Arg 


Leu 


Arg 


Ala 


Val 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ala 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


Val 


He 


Ala 
190 


Val 


Tyr 


Phe 


Gin 


Ala 


Thr 


Ser 


Arg 


Arg 


Glu 


Ala 


Glu 


Trp Gly 


Arg 


Val 


Ala 


Thr 






195 










200 










205 








Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 
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<210> 2548 
<211> 319 
<212> PRT 

<213> Unknown (pl6-dir-0-ll conceptual translation of range 1-960) 
<400>2548 

Met Ala Pro Thr Asn Leu Thr Ser Ala Pro Val Phe Leu Leu Leu Gly 

1 5 10 15 

Leu Val Thr Glu Gin Thr Asp Ala His Pro Leu Leu Phe Leu Leu Cys 

20 25 30 

Leu Gly lie Tyr Leu Leu Asn Ala Leu Ser Asn Leu Ser Met Val Ala 

35 40 45 

Leu Val Arg Ser Asp Gly Ala Leu Arg Ser Pro Met Tyr Tyr Phe Leu 

50 55 60 

Gly His Leu Ser Leu Val Asp Val Cys Phe Thr Thr Val Thr Val Pro 
65 70 75 80 

Arg Leu Leu Ala Gly Leu Leu His Pro Gly Gin Ala lie Ser Phe Gin 

85 90 95 

Ala Cys Phe Ala Glu Met Tyr Phe Phe Val Ala Leu Gly lie Thr Glu 

100 105 110 

i Ser Tyr Leu Pro Ala Ala Met Ser Tyr Asp Arg Ala Thr Ala Ala Cys 

115 120 125 

Arg Pro Leu Arg Tyr Gly Ala Leu Val Thr His Gly Arg Cys Ala Ser 

130 . 135 140 

Leu Val Arg Ala Ser Trp Ala Val Thr His Leu His Ser Leu Leu His 
145 150 155 160 

Thr Leu Leu Leu Ser Ala Leu Ser Tyr Pro Tyr Pro Thr Pro Val Arg 

165 170 175 

Pro Phe Phe Cys Asp Met Thr Val Met Leu Ser Leu Ala Thr Ser Asp 

180 185 190 

Thr Ser Ala Ala Glu Thr Ala He Phe Ser Glu Gly Leu Ala Val Val 

195 200 205 

Leu Ala Pro Leu Leu Leu Val Phe Leu Ser Tyr Ala Arg He Leu Val 

210 215 220 

Ala Val Leu Gly Leu Pro Arg Pro Arg Arg Ala Phe Ser Thr Cys Gly 
225 230 235 240 

Ala His Leu Val Ala Val Ala Val Ala Val Ala Leu Phe Phe Gly Ser 

245 250 255 

Val Leu Ser Val Tyr Phe Pro Pro Ser Ser Ala Tyr Ser Ala Arg Tyr 

260 265 270 

Asp Arg Leu Ala Ser Val Val Tyr Ala Val He Thr Pro Thr Leu Asn 

275 280 285 

Pro Phe He Asn Ser Leu Arg Asn Lys Glu Val Lys Gly Ala Leu Lys 

290 295 300 

Arg Gly Leu Arg Trp Arg Ala Ala Pro Gin Glu Ala Trp Arg Ala 
305 310 315 

<210> 2549 
<211>, 158 
<212> PRT 

<213> Unknown ( 2564509-dir-0-6 conceptual translation of range 1-474) 
<400>2549 

He Cys Ser Pro Leu His Tyr Gly Met Val Met Ser Arg Arg Met Cys 

15 10 15 

Phe Cys Leu Val Ala He Ser Trp Leu Val He Ala Val His Ser Val 

20 25 30 

Leu His Ser Val Leu Thr Ser Arg Leu Ser Phe Cys Gly Ser Asn Gin 

35 40 45 

He His His Phe Phe Cys Asp Met Thr Pro Leu Leu Lys Leu Ser Cys 
50 55 60 
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Ser Asp 


Thr 


Ser 


Val 


Asn 


Glu 


Leu 


Val 


He 


Phe 


He 


Glu 


Gly 


Pro 


Phe 


65 










70 










75 










80 


Ser 


Val 


Ala 


Val 


Pro 


Leu 


Gly 


He 


Val 


Leu 


Val 


Ser 


Tyr 


Val 


Arg 


He 










85 










90 










95 




lie 


Ser 


Ala 


He 


Leu 


Lys 


He 


Arg 


Ser 


Pro 


Glu 


Gly 


Arcr 


His 


Aro 


Ala 








100 










105 










110 






Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Met 


Val 


Val 


He 


Leu 


Tyr 


Phe 


Gly 






115 










120 










125 








Thr 


He 


He 


Phe 


Met 


Tyr 


Phe 


Arg 


Pro 


Thr 


Ser 


Ser 


Tyr 


Ser 


Leu 


Asp 




130 










135 










140 










Tyr 


Asp 


Arg 


Val 


Val 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Ala 


Pro 






145 










150 










155 













<210> 2550 
<211> 156 
<212> PRT 

<213> Unknown (2564511-dir-0-6 conceptual translation of range 1-468) 
<400>2550 



Asn 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


Val 


Met 


Ser 


Lys 


Lys 


Val 


Cys 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Val 


Gly 


Met 


Leu 


Trp 


Leu 


Trp 


Ala 


Val 


Leu 


Tyr 


Ser 


Leu 


Met 


His 








20 










25 










30 






He 


Val 


Leu 


He 


Ser 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


Ser 


Asn 


Gin 


He 


Asn 






35 










40 










45 








His 


Phe 


Val 


Cys 


Asp 


Thr 


Val 


Pro 


Leu 


Phe 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 




50 










55 










60 








Thr 


Ser 


Thr 


Asn 


Gin 


Leu 


Val 


He 


Phe 


Thr 


Val 


Gly 


Ser 


Leu 


He 


Val 


65 










70 










75 










80 


Met 


Val 


Pro 


Phe 


Leu 


He 


Val 


Leu 


He 


Ser 


Tyr 


Ala 


Arg 


He 


Val 


Phe 










85 










90 










95 




Ala 


He 


Leu 


Lys 


He 


Ser 


Ser 


Thr 


Asp 


Gly 


Arg 


Arg 


Lys 


Thr 


Phe 


Ser 








100 










105 










110 






Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Tyr 


Phe 


Gly 


Thr 


He 






115 










120 










125 








Met 


Phe 


Met 


Tyr 


Phe 


Arg 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ser 


Leu 


Thr 


Lys 


Asp 




130 










135 










140 










Arg 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Leu 


Ala 


Pro 











145 150 155 

<210> 2551 
<211> 158 
<212> PRT 

<213> Unknown ( 2564 513-dir-0-6 conceptual translation of range 1-474) 



<400>2551 



He 


Cys 


Asp 


Pro 


Leu 


Arg 


Tyr 


Thr 


Val 


Val 


Met 


Ser 


Lys 


Arg 


He 


Cys 


1 








5 










10 










15 




Leu 


Gin 


Met 


Val 


Ala 


Gly 


Ser 


Trp 


Val 


Leu 


Val 


Ser 


Leu 


His 


Ser 


Leu 








20 










25 










30 






Leu 


His 


Thr 


Val 


Leu 


Thr 


Ala 


Arg 


Leu 


Ser 


Phe 


Cys 


Gly 


Arg 


Asn 


Leu 






35 










40 










45 








He 


Arg 


His 


Phe 


Phe 


Cys 


Glu 


Met 


Ser 


Pro 


Leu 


Phe 


Ala 


Leu 


Ser 


Cys 




50 










55 










60 










Ser 


Asp 


Thr 


Thr 


Thr 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Thr 


Glu 


Gly 


Ser 


Phe 


65 










70 










75 










80 


Ser 


Leu 


Ala 


Leu 


Pro 


Phe 


Leu 


Leu 


He 


Leu 


Phe 


Ser 


Tyr 


Leu 


Arg 


He 










85 










90 










95 




Leu 


Ser 


Thr 


Val 


Leu 


Arg 


He 


Arg 


Ser 


Val 


Asp 


Gly 


Lys 


Cys 


Arg 


Ala 








100 










105 










110 






Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


Leu 


Phe 


Tyr 


Gly 
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115 120 125 

Thr Leu Phe Ser Val Tyr Phe Arg Pro Ser Ser Ser His Ser Leu Asp 

130 135 140 

Asn Asp Arg Val Val Ser lie Met Tyr Thr Ala lie Thr Pro 
145 150 155 

<210> 2552 
<211> 315 
<212> PRT 

<213> Unknown (4808260-rev-1059-13 conceptual translation of range 106061- 
107005) 

<220> 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 

<400>2552 

Cys Leu Leu Ser Glu Val Met Leu Asn Thr Thr Ser Val Thr Glu Phe 

15 10 15 

Leu Leu Leu Gly Val Thr Asp lie Gin Glu Leu Gin Pro Phe Leu Phe 

20 25 30 

Val Val Phe Leu Thr He Tyr Phe He Ser Val Thr Gly Asn Gly Ala 

35 40 45 

Val Leu Met He Val He Ser Asp Pro Arg Leu His Ser Leu Met Tyr 

50 55 60 

Phe Phe Leu Gly Asn Leu Ser Tyr Leu Asp He Cys Tyr Ser Thr Val 
65 70 75 80 

Thr Leu Pro Lys Met Leu Gin Asn Phe Leu Ser Thr His Lys Ala He 

85 90 95 . 

Ser Phe Leu Gly Cys He Ser Gin Leu His Phe Phe His Phe Leu Gly 

100 105 110 

Ser Thr Glu Ser Met Leu Phe Ala Val Met Ala Phe Asp Leu Ser Val 

115 120 125 

Ala He Cys Lys Pro Leu Arg Tyr Thr Val He Met Asn Pro Gin Leu 

130 135 140 

Cys Thr Gin Met Ala He Thr He Trp Val He Gly Phe Phe His Ala 
145 150 155 160 

Leu Leu His Ser Val Met Thr Ser Arg Leu Asn Phe Cys Gly Ser Asn 

165 170 175 

Arg He His His Phe Leu Cys Asp He Lys Pro Leu Leu Lys Leu Ala 

180 185 190 

Cys Gly Asn Thr Glu Leu Asn Gin Trp Leu Leu Ser Thr Val Thr Gly 

195 200 205 

Thr He Ala Met Gly Pro Phe Phe Leu Thr Leu Leu Ser Tyr Phe Tyr 

210 215 220 

He He Thr Tyr Leu Phe Phe Lys Thr Arg Ser Cys Ser Met Leu Cys 
225 230 235 240 

Lys Ala Leu Ser Thr Cys Ala Ser His Phe Met Val Val He Leu Phe 

245 250 255 

Tyr Ala Pro Val Leu Phe Thr Tyr He His Pro Ala Leu Glu Ser Phe 

260 265 270 

Met Asp Gin Asp Arg He Val Ala He Met Tyr Thr Val Val Thr Pro 

275 280 285 

Val Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Lys Gly 

290 295 300 

Ala Leu Gly Arg Val He Arg Arg Leu Xaa Phe 
305 310 315 

<210> 2553 
<211> 162 
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<212> PRT 

<213> Unknovm ( 1617234-dir-0-6 conceptual translation of range 1-486) 



<400>2553 



Asn 


Ala 


lie 


Cvs 


Asn 


Pro 


Leu 


Leu 


Tyr 


Asn 


Thr 


He 


Met 


Asn 


Lys 


Arg 


1 








5 










10 










15 




Thr 


Cvs 


Val 


He 


Leu 


He 


Val 


Gly 


Ser 


Trp 


Leu 


He 


Ala 


Ser 


He 


Asn 






20 










25 










30 






Ser 


Leu 


He 


His 


Thr 


He 


Leu 


Thr 


Phe 


Met 


Leu 


Pro 


Phe 


Cys 


Gly 


Ser 






35 










40 










45 








Son 
.noil 


AT a 


Tip 


Asp 


Ser 


Phe 


Phe 


Cvs 


Asp 


Met 


Pro 


Pro 


Leu 


Leu 


Lys 


Leu 




50 










55 










60 










Ala 


Cys 


Thr 


Asp 


Thr 


Leu 


Val 


Asn 


Gin 


He 


Val 


He 


Phe 


Val 


Thr 


Gly 


65 








70 










75 










80 


Ser 


Cys 


He 


He 


Ala 


Gly 


Pro 


Phe 


Met 


Leu 


Thr 


Val 


Phe 


Ser 


Tyr 


Val 








85 










90 










95 




Gin 


He 


He 


Ser 


Thr 


He 


Val 


Ser 


He 


Arg 


Ser 


Ser 


Ser 


Arg 


Lys 


Lys 








100 










105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Thr 


Ser 


His 


He 


Thr 


Ala 


Val 


Val 


He 


Phe 






115 










120 










125 








Tyr 


Val 


Pro 


Ser 


He 


Cys 


He 


Tyr 


Phe 


Arg 


Pro 


Lys 


Ser 


Asn 


Gin 


Ala 




130 










135 










140 










Met 


He 


Gin 


Asp 


Lys 


Met 


Ala 


Thr 


Val 


He 


Cys 


Ala 


Val 


He 


Thr 


Pro 



145 150 155 160 

Leu Leu 



<210> 2554 
<211> 160 
<212> PRT 

<213> Unknown (4877310-dir-0-6 conceptual translation of range 2-481) 



<400>2554 



Ala 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Asn 


Thr 


He 


Met 


Asn 


Lys 


Arg 


1 








5 










10 










15 




Leu 


Cys 


Val 


Cys 
20 


Leu 


Ala 


Leu 


Gly 


Cys 
25 


Trp 


Gly 


Val 


Gly 


Val 
30 


He 


Asn 


Ser 


Thr 


He 
35 


His 


Val 


Phe 


Phe 


Thr 
40 


Phe 


Gin 


Leu 


Pro 


Phe 
45 


Cys 


Arg 


Ser 


Arg 


His 


He 


Asn 


His 


Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Pro 


Phe 


Phe 


Arg 


Leu 


50 










55 










60 










Ser 


Cys 


Gin 


Asp 


Thr 


Trp 


Phe 


Asn 


Glu 


Leu 


Ala 


Met 


Tyr 


He 


Ser 


Ala 


65 








70 










75 










80 


Cys 


He 


He 


Ala 


He 


Cys 


Ala 


Phe 


Phe 


Leu 


Thr 


Leu 


He 


Ser 


Tyr 


He 








85 










90 










95 




Tyr 


He 


He 


Ser 


Ser 


He 


Ala 


Lys 


He 


Arg 


Ala 


Pro 


Gin 


Gly 


Arg 


Tyr 






100 










105 










110 






Lys 


Ala 


Phe 
115 


Ser 


Thr 


Cys 


Ala 


Ser 
120 


His 


Leu 


Thr 


Val 


Val 
125 


Ala 


Val 


Tyr 


Tyr 


Gly 
130 


Thr 


He 


Met 


Phe 


He 
135 


Tyr 


Leu 


His 


Pro 


His 
140 


Ser 


Ala 


Tyr 


Ser 


Pro 


Glu 


Met 


Gly 


Lys 


He 


Val 


Ser 


He 


He 


Tyr 


Thr 


Ser 


Val 


Thr 


Pro 



145 150 155 160 

<210> 2555 
<211> 160 
<212> PRT 

<213> Unknown (4877337-dir-0-6 conceptual translation of range 2-481) 
<400>2555 

He Cys Ser Pro Leu Leu Tyr Phe Thr Lys Met Ser Thr Arg Val Tyr 
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1 








5 










10 










15 




Val 


Gin 


Leu 


Leu 


Thr 


Val 


Ala 


Tyr 


Val 


Gly Gly 


Phe 


Leu 


Asn 


Ala 


Cys 








20 










25 










30 






Ser 


Phe 


Thr 


He 


Cys 


Phe 


Tyr 


Tyr 


Leu 


Leu 


Leu 


Cys 


Gly 


Pro 


Asn 


Arg 






35 










40 










45 






Val 


Asn 


His 


Phe 


Phe 


Cys 


Asp 


Phe 


Ala 


Pro 


Leu 


Val 


Glu 


Phe 


Ser 


Cys 




50 










55 










60 








Ser Asp 


He 


Ser 


He 


Pro 


Ala 


Val 


Val 


Pro 


Ser 


Phe 


Thr 


Ala 


Gly 


Ser 


65 










70 










75 










80 


He 


He 


Val 


Val 


Thr 
85 


Val 


He 


Val 


He 


Ala 
90 


He 


Ser 


Tyr 


He 


Tyr 
95 


He 


Leu 


He 


Thr 


He 
100 


Leu 


Lys 


Met 


Arg 


Ser 
105 


Thr 


Glu 


Gly 


His 


His 
110 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Thr 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly 






115 










120 










125 






Thr 


He 
130 


Thr 


Leu 


He 


Tyr 


Val 
135 


Met 


Pro 


Lys 


Ser 


Ser 
140 


Phe 


Ser 


Thr 


Asp 


Gin 


Asn 


Lys 


Val 


Val 


Cys 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


He 


Pro 


Met 


Leu 


145 










150 










155 










160 



i <210> 2556 
<211> 315 
<212> PRT 

<213> Unknown (4680263-dir-l-12 conceptual translation of range 259-1203) 
<220> 

<221> VARIANT 

<222> (1)...(315) 

<223> Xaa = Any Amino Acid 

<400>2556 

Glu Met Glu Pro Gly Asn Tyr Thr Val Val Thr Glu Phe He Leu Leu 

15 10 15 

Gly Leu Thr Asp Asp lie Thr Val Ser Val lie Leu Phe Val Met Phe 

20 25 30 

Leu He Val Tyr Ser Val Thr Leu Met Gly Asn Leu Asn He He Val 

35 40 45 

Leu He Arg Thr Ser Pro Gin Leu His Thr Pro Met Tyr Leu Phe Leu 

50 55 60 

Ser His Leu Ala Phe Leu Asp He Gly Tyr Ser Ser Ser Val Thr Pro 
65 70 75 80 

He Met Leu Arg Gly Phe Leu Arg Lys Gly Thr Phe He Pro Val Ala 

85 90 95 

Gly Cys Val Ala Gin Leu Cys He Val Val Ala Phe Gly Thr Ser Glu 

100 105 110 

Ser Phe Leu Leu Ala Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

115 120 125 

Ser Pro Leu Leu Tyr Ser Thr Gin Met Ser Ser Thr Val Cys He Leu 

130 135 140 

Leu Val Gly Thr Ser Tyr Leu Gly Gly Trp Val Asn Ala Trp He Phe 
145 150 155 160 

Thr Gly Cys Ser Leu Asn Leu Ser Phe Cys Gly Pro Asn Lys He Asn 

165 170 175 

His Phe Phe Cys Asp Tyr Ser Pro Leu Leu Lys Leu Ser Cys Ser His 

180 185 190 

Asp Phe Ser Phe Glu Val He Pro Ala He Ser Ser Gly Ser He He 

195 200 205 

Val Val Thr Val Phe He He Ala Leu Ser Tyr Val Tyr He Leu Val 

210 215 220 

Ser He Leu Lys Met Arg Ser Thr Glu Gly Arg Gin Lys Ala Phe Ser 
225 230 235 240 
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Thr 


Cys 


Thr 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Thr 


Leu 


Phe 


Phe 


Gly 


Thr 


He 








245 










250 










255 




Thr 


Phe 


He 


Tyr 


Val 


Met 


Pro 


Gin 


Ser 


Ser 


Tyr 


Ser 


Thr 


Asp 


Gin 


Asn 








zbU 










4t O ~J 










270 






Lys 


Val 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 




275 










280 










285 








Leu 


He 


Tyr 


Ser 


Phe 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Glu 


Ala 


Met 


Lys 


Lys 




290 










295 










300 










Leu 


He 


Ala 


Lys 


Thr 


His 


Trp 


Trp 


Ser 


Xaa 


Asn 












305 










310 










315 












<210> 2557 




























<211> 312 




























<212> PRT 




























<213> Unknown ( 1246533-dir-0-ii 


conceptual translation of range 


<400>2557 




























Met 


Ala 


Glu 


Gly Asn 


His 


Thr 


Leu 


Ala 


Ser 


Glu 


Phe 


He 


Leu 


Val 


Gly 


1 








5 










10 










15 , 




Leu 


Ser 


Asp 


His 


Pro 


Lys 


Met 


Lys 


Ala 


Ala 


Leu 


Phe 


Val 


Val 


Phe 


Leu 








20 










25 










30 






Leu 


He 


Tyr 


Val 


He 


Thr 


Phe 


Gin 


Gly 


Asn 


Leu 


Gly 


He 


He 


He 


Leu 






35 










40 










45 








He 


Gin 


Gly Asp 


Pro 


Arg 


Leu 


His 


Thr 


Ser 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




DO 










55 










60 










Ser 


Leu 


Ser 


Val 


Val 


Asp 


He 


Cys 


Phe 


Ser 


Ser 


Val 


He 


Ala 


Pro 


Arg 


c c 

ob 










70 










75 










80 


i nr 


Leu 


Val 


Asn 


Phe 


Leu 


Ser 


Glu 


Arg 


Arg 


Thr 


He 


Ser 


Phe 


Thr 


Gly 










85 










90 










95 




Cys 


X XIX 


Gly Gin Thr 


Phe 


Phe 


Tyr 


He 


Val 


Phe 


Val 


Thr 


Thr 


Glu 


Cys 






100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 






115 










120 










125 








Pro 


Leu 


Leu 


Tyr 


Ser 


Thr 


He 


Met 


Thr 


Arg 


Arg 


Gin 


Cys 


Met 


Gin 


Leu 




130 










135 










140 










Val 


Val 


Gly 


Ser 


Tyr 


He Gly Gly 


He 


Leu 


Asn 


Ala 


He 


lie 


Gin 


Thr 


145 










150 










155 










160 


Thr 


Phe 


He 


He 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Ser 


Asn 


He 


He 


Asn 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Val 


Pro 


Pro 


Leu 


Leu 


Ala 


Leu 


Ser 


Leu 


Ala 


Ser 


Thr 








180 










185 










190 






Tyr 


He 


Ser 


Glu 


Met 


He 


Leu 


Phe 


Ser 


Leu 


Ala 


Gly 


He 


He 


Glu 


Leu 






195 










200 










205 








Ser 


Thr 


Val 


Thr 


Ser 


He 


Leu 


Val 


Ser 


Tyr 


lie 


Phe 


He 


Ser 


Cys 


Ala 




210 










215 










220 










He 


Leu 


Arg 


He 


Arg 


Ser 


Ala 


Glu 


Gly Arg 


Gin 


Lys 


Ala 


Leu 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Thr 


Leu 


Leu 


Tyr 


Gly 


Thr 


Thr 


He 










245 










250 










255 




Phe 


Thr 


Tyr 


Leu 


Arg 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ser 


Leu 


Asn 


Thr 


Asp 


Lys 








260 










265 










270 






Val 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Gin 


Glu 


Val 


Lys 


Gly 


Ala 


Leu 


Ser 


Arg 


Val 




290 










295 










300 










Val 


Glu 


Arg 


He 


Thr 


Val 


Arg 


Val 



















305 310 



<210> 2558 
<211> 313 
<212> PRT 
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<213> Unknown (p28-dir-0-ll conceptual translation of range 1-939) 



<400>2558 



Met 


Glu 


Gly Lys 


Asn 


Leu 


Thr 


Ser 


He 


Ser 


Glu 


Cys 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Glu 


Gin 


Leu 


Glu 


Glu 


Gin 


Lys 


Pro 


Leu 


Phe 


Gly 


Ser 


Phe 


Leu 








20 










25 










30 






Phe 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Ala 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Val 






35. 










40 










45 








He 


He 


Thr 


Asp 


Thr 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Leu 


Ala 


Asp Ala 


Cvs 


Phe 


Val 


Ser 


Thr 


Thr 


Val 


Pro 


Lvs 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 


r*i n 




Gin 


Ser 


Gin 


Ala 


He 


Ser 


Tvr 


Ser 


Glv 










85 










90 










95 




Cvs 


Leu 


Leu 


Gin 


Leu 


Tyr 


t*ne 


Phe 


Met 


Leu 


Phe 


Val 


Met 


Leu 


Glu 


Ala 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


rie t 


Aid 




Asp 


Cvs 


Tvr 
xyx 


Val 


Ala 


He 


Cvs, 


His 






115 










120 










125 










Leu 


His 


xyx 


Tip 
x x 


Leu 


± le 


Met 




-IT X V 


uiy 


Leu 


i_ys 


Tl 


pv,p 


Leu 




130 

J. J w 










"IOC 










1 40 

Xlu 










Val 


Ser 


Ala 


Coy- 
OCX 


x xp 


x JLe 


Met 


Asn 


Ala 


Leu 


His 


Car 

OCX 


Leu 


XlCU 


nxa 


X 11X 


X *a _J 










x o u 










1 SS 

i j j 










i fin 

X O w 


Leu 


Leu 


Mo t- 


Asn 




Leu 


Ser 


rile 


Cys 


Ala 


Asn 


His 


Glu 


He 


Pro 


nxs 










X D J 










X / u 










X / D 




Phe 


Phe 


<-ys 


Asp 


Tip 
X X ts 


Asn 


Pro 




JjGU 




Ljeu 


Ser 


Cys 


Thr 


Asp 


Pro 








X o v 










X O J 










190 






roller 


X XIX 


Asn 


ulu 


T 

Leu 


Val 


He 




Tip 
lie 


X XIX 


f^l vr 

uxy 


Gly 


Leu 


Thr 


uxy 


Leu 






X J J 




















205 








Tip 
lie 


v^ys 


V dl 




Owe 


Leu 


He 


Tl fa 

lie 




Tyr 


X l IX 


Asn 


Val 


Phe 


Ser 


X XIX 




210 










215 










220 










He 


Leu 


Lys 


He 


Pro 


Ser 


Ala 


Gin 


Glv 


Lys 


Ara 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Phe Gly Thr 


Ser 


Phe 










245 










250 










255 




Cys 


Val 


Asp 


Phe 


Ser 


Ser 


Pro 


Ser 


Thr 


His 


Ser 


Ala 


Gin 


Lys 


Asp 


Thr 








260 










265 










270 






Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Gin 


Glu 


He 


Lys 


Ser 


Ser 


Leu 


Arg 


Lys 


Leu 




290 










295 










300 










He 


Trp 


Val 


Arg 


Lys 


He 


His 


Ser 


Pro 

















305 310 



<210> 2559 
<211> 117 
<212> PRT 

<213> Unknown (2695895-dir-0-5 conceptual translation of range 2-351) 
<220> 

<221> VARIANT 

<222> (1)...{117) 

<223> Xaa = Any Amino Acid 

<400>2559 

Asp Leu Cys Tyr Ser Thr Val He Ala Pro Lys Ala Leu Ala He Phe 

15 10 15 

Leu Ser Lys Asp Lys Lys He Ser Tyr Asn Gly His Ala Ala Xaa Phe 

20 25 30 

Tyr Phe Leu Cys Cys Val Gly Thr Glu Gly Leu Leu Leu Ala Val Met 
35 40 45 
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Ala 


Tyr 
50 


Asp 


His 


Phe 


Ser 


Ala 
55 


Phe 


Arg 


Met 


Ser 


Gin 


Gin 


Val 


Cys 


Val 


65 










70 






Cys 


Gly Gly 


He 


Asn 


Ser 


Met 


Val 










85 








Asn 


Phe 


Cys 


Gly 
100 


Glu 


Asn 


Xaa 


Leu 


Ala 


Leu 


lie 
115 


Lys 


He 









Cys Ser Pro Phe Leu Tyr Pro Val 
60 

His Leu Val He Gly Ser Tyr He 

75 80 
Gin Thr Gly Phe Thr Phe Ser Leu 

90 95 
Asp His Phe Phe Cys Asp Val Pro 
105 110 



<210> 2560 
<211> 216 
<212> PRT 

<213> Unknown ( 2921661-dir-0-8 conceptual translation of range 2-649) 



<400>2560 



Leu 


Ala 


Asp 


Ala 


Cys 


Phe 


Val 


Ser 


inr 


i nr 


vai 


Pro 


Lys 


WcC 


Leu 


Aid 


l 








5 










1U 










1 D 




Asn 


-L X fcr 


vjin 


lie 


Gin 


Ser 


Gin 


nl cL 




OcJ. 


i y x 


Cor 


V3 -Ljf 




Leu 


L6U 








20 










25 










30 






Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Leu 


Phe 


Val 


Met 


Leu 


Glu 


Ala 


Phe 


Leu 


Leu 






35 










40 










45 








Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Cys 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 




50 










55 










60 










Tyr 


He 


Leu 


He 


Met 


Ser 


Pro 


Gly 


Leu 


Arg 


He 


Phe 


Leu 


Val 


Ser 


Ala 


65 










70 










75 










80 


Ser 


Trp 


He 


Met 


Asn 


Ala 


Leu 


His 


Ser 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 










85 










90 










95 




Asn 


Ser 


Leu 


Ser 


Phe 


Cys 


Ala 


Asn 


His 


Glu 


He 


Pro 


His 


Phe 


Leu 


Cys 








100 










105 










110 






Asp 


He 


Asn 


Pro 


Leu 


Leu 


Gly 


Leu 


Ser 


Cys 


Thr 


Asp 


Pro 


Phe 


Thr 


Asn 






115 










120 










125 








Glu 


Leu 


Val 


He 


Phe 


He 


Thr 


Gly 


Gly 


Leu 


Thr 


Gly 


Leu 


He 


Cys 


Val 




130 










135 










140 










Leu 


Cys 


Leu 


He 


He 


Ser 


Tyr 


Thr 


Asn 


Val 


Phe 


Ser 


Thr 


He 


Leu 


Lys 


145 










150 










155 










160 


He 


Pro 


Ser 


Ala 


Gin Gly Lys 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 










165 










170 










175 




His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Phe 


Gly 


Thr 


Ser 


Phe 


Cys 


Val 


Asp 








180 










185 










190 






Phe 


Ser 


Ser 


Pro 


Ser 


Thr 


His 


Ser 


Ala 


Gin 


Lys 


Asp 


Thr 


Val 


Ala 


Ser 






195 










200 










205 








Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 2561 
<211> 313 
<212> ,PRT 

<213> Unknown (pl9-dir-0-ll conceptual translation of range 1-93 9) 
<400>2561 

Met Glu Gly Lys Asn Leu Thr Ser He Ser Glu Phe Phe Leu Leu Gly 

15 10 15 

Phe Ser Glu Gin Leu Glu Glu Gin Lys Ala Leu Phe Gly Ser Phe Leu 

20 25 30 

Phe Met Tyr Leu Val Met Val Ala Gly Asn Leu Leu He He Leu Val 

35 40 45 

He He Thr Asp Thr Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Leu Ala Asp Ala Cys Phe Val Ser Thr Thr Val Pro Lys 
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65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


lie 


Gin 


He 


Gin 


Ser 


Gin 


Ala 


He 


Ser 


Tyr 


Ser 


Gly 










85 










90 










95 




Cys 


Leu 


Leu 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Leu 


Phe 


Val 


Met 


Leu 


Glu 


Ala 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


His 


Tyr 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


He 


Leu 


He 


Met 


Ser 


Pro Gly 


Leu 


Cys 


Val 


Phe 


Leu 




130 










135 










140 










Val 


Ser 


Ala 


Ser 


Trp 


He 


Met 


Asn 


Ala 


Leu 


Tyr 


Ser 


Leu 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Asn 


Ser 


Leu 


Ser 


Phe 


Cys 


Ala 


Asn 


His 


Glu 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


He 


Asp 


Pro 


Leu 


Leu 


Ser 


Leu 


Ser 


Cys 


Ala 


Asp 


Pro 








180 










185 










190 






Phe 


Thr 


Asn 


Glu 


Leu 


Val 


He 


Phe 


He 


Thr 


Gly Gly Leu 


Thr 


Gly 


Leu 






195 










200 










205 








lie 


Cys 


Val 


Leu 


Cys 


Leu 


He 


He 


Ser 


Tyr 


Thr 


Asn 


Val 


Phe 


Ser. 


Thr 




210 










215 










220 










lie 


Leu 


Lys 


lie 


Pro 


Ser 


Ala 


Gin 


Gly 


Lys 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cvs 


Ser 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Cys 


Gly Thr 


Ser 


Phe 










245 










250 










255 




Cys 


Val 


Tyr 


Phe 


Ser 


Pro 


Pro 


Ser 


Thr 


Arg 


Ser 


Ala 


Gin 


Lys 


Asp 


Thr 








260 










265 










270 






Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








lie 


Tyr 


Ser 


Leu 


Arg 


Asn 


Gin 


Glu 


He 


Lys 


Ser 


Ser 


Leu 


Arg 


Lys 


Leu 




290 










295 










300 










lie 


Trp 


Val 


Arg 


Lys 


He 


His 


Ser 


Pro 

















305 310 



<210> 2562 
<211> 313 
<212> PRT 

<213> Unknown (p40-dir-0-ll conceptual translation of range 1-938) 



<400>2562 



Met 


Glu 


Gly 


Lys 


Asn 


Leu 


Thr 


Ser 


He 


Ser 


Glu 


Phe 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Glu 


Gin 


Leu 


Glu 


Glu 


Gin 


Lys 


Ala 


Leu 


Leu 


Val 


Ser 


Phe 


Leu 








20 










25 










30 






Phe 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Ala 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Val 






35 










40 










45 








He 


He 


Thr 


Asp 


Thr 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


Ala 


Cys 


Phe 


Val 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 


Gin 


He 


Gin 


Ser 


Gin 


Ala 


He 


Ser 


Tyr 


Ser 


Gly 










85 










90 










95 




Cys 


Leu 


Leu 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Leu 


Phe 


Val 


Met 


Leu 


Glu 


Ala 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


His 


Tyr 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


He 


Leu 


He 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


Val 


Phe 


Leu 




130 










135 










140 










Val 


Ser 


Ala 


Ser 


Trp 


He 


Met 


Asp 


Ala 


Leu 


His 


Ser 


Leu 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Asn 


Ser 


Leu 


Ser 


Phe 


Tyr 


Ala 


Asn 


His 


Glu 


Thr 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


He 


Asp 


Pro 


Leu 


Leu 


Ser 


Leu 


Ser 


Cys 


Thr 


Asp 


Pro 
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180 

Phe Thr Asn Glu Leu Val He 
195 

Val Cys Val Leu Cys Leu He 
210 215 
He Leu Lys He Pro Ser Ala 
225 230 
Cys Gly Ser His Leu Ser Val 
245 

Cys Val Tyr Phe He Pro Pro 
260 

Val Ala Ser Val Met Tyr Thr 
275 

He Tyr Ser Leu Arg Asn Gin 
290 295 
He Trp Val Arg Glu He His 
305 310 

<210> 2563 
<211> 161 
<212> PRT 

<213> Unknown ( 293757-dir-0-6 conceptual translation of range 2-484) 



<400>2563 



Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Thr 


Tyr 


Lys 


Val 


He 


Met 


Ser 


1 








5 










10 










15 




Pro 


Lys 


He 


Cys 
20 


Cys 


Leu 


Leu 


He 


Phe 
25 


Ser 


Ser 


Tyr 


Leu 


Met 
30 


Gly 


Phe 


Ala 


Ser 


Ala 


Met 


Ala 


His 


Thr 


Gly Cys 


Met 


He 


Arg 


Leu 


Ser 


Phe 


Cys 






35 










40 










45 








Asp 


Ser 
50 


Asn 


He 


He 


Asn 


His 
55 


Tyr 


Met 


Cys 


Asp 


He 
60 


Phe 


Pro 


Leu 


Leu 


Pro 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 


Tyr 


Val 


Asn 


Glu 


Leu 


Met 


Ser 


Ser 


Val 


65 










70 










75 










80 


Val 


Val 


Gly 


Ser 


Ala 
85 


He 


He 


Leu 


Cys 


Cys 
90 


Leu 


He 


He 


Leu 


He 
95 


Ser 


Tyr 


Ala 


Met 


He 
100 


Leu 


Phe 


Asn 


He 


He 
105 


His 


Met 


Ser 


Ser 


Gly 
110 


Lys 


Gly 


Trp 


Ser 


Lys 
115 


Ala 


Leu 


Gly 


Thr 


Cys 
120 


Gly 


Ser 


His 


He 


He 
125 


Thr 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Ser 


Gly 


Leu 


Leu 


Ala 


Tyr Val 


Lys 


Pro 


Ser 


Ser 


Ala 




130 










135 










140 










Lys 


Thr 


Val 


Gly Gin 


Gly 


Lys 


Phe 


Phe 


Ser 


Val 


Phe 


Tyr 


Thr 


Leu 


Leu 


145 










150 










155 










160 


Val 

































185 
Phe He Thr 
200 

He Ser Tyr 

Gin Gly Lys 

Val Ser Leu 
250 

Ser Thr Arg 

265 
Val Val Thr 
280 

Glu He Lys 
Ser Pro 



Gly Gly Leu 
205 

Thr Asn He 

220 
Arg Lys Ala 
235 

Phe Phe Gly 

Ser Ala Gin 

Pro Met Leu 
285 

Ser Ser Leu 
300 



190 

Thr Gly Leu 

Phe Ser Thr 

Phe Ser Thr 
240 

Thr Ser Phe 

255 
Lys Asp Thr 
270 

Asn Pro Phe 
Arg Lys Leu 



<210> 2564 
<211>«313 
<212> PRT 

<213> Unknown (p39-dir-0-ll conceptual translation of range 1-939) 
<400>2564 



Met 


Glu Gly 


Lys 


Asn 


Leu 


Thr 


Ser 


He Ser Glu 


Phe 


Phe 


Leu 


Leu 


Gly 


1 






5 








10 








15 




Phe 


Ser Glu 


Gin 


Leu 


Glu 


Glu 


Gin 


Lys Ala Leu 


Phe 


Gly 


Ser 


Phe 


Leu 






20 










25 






30 






Phe 


Met Tyr 


Leu 


Val 


Thr 


Val 


Ala 


Gly Asn Leu 


Leu 


He 


He 


Leu 


Val 




35 










40 






45 








He 


He Thr 


Asp 


Thr 


Gin 


Leu 


His 


Thr Pro Met 


Tyr 


Phe 


Phe 


Leu 


Ala 



50 55 60 
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BNSDOCID: <W0 01 271 58A2_I_> 



WO 01/27158 PCT7US00/27582 



Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


Ala 


Cys 


Phe 


Val 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 


Gin 


He 


Gin 


Ser 


Gin 


Ala 


He 


Ser 


Tvr 


Ser Gly 










85 










90 










95 




Cys 


Leu 


Leu 


Gin 
100 


Leu 


Tyr 


Phe 


Phe 


Met 
105 


Leu 


Phe 


Val 


Met 


Leu 
110 


Glu 


Ala 


Phe 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Hi <5 


Pro 


Leu 


His 


Tyr 


He 


Leu 


He 


Met 


Ser 


Pro 


Gly Leu 


Cys 


Val 


Phe 


Leu 




130 










135 










140 










Val 


Ser 


Ala 


Ser 


Trp 


He 


Met 


Asn 


Ala 


Leu 


His 


Ser 


Leu 


Leu 


His 


Thr 


145 










150 










155 










1 fin 

X 0 u 


Leu 


Leu 


Met 


Asn 


Ser 
165 


Leu 


Ser 


Phe 


Cvs 


Ala 
170 


Asn 


His 


Glu 


He 


Prrv 
17c 


Hie: 

nib 


Phe 


Phe 


Cvs 


Asp 
180 


He 


Asd 


Pro 


Leu 


Leu 
185 


Ser 


Leu 


Ser 


Cys 


Thr 
190 


Asp 


Pro 


Phe 


Thr 


Asn 


Glu 


Leu 


Val 


He 


Phe 


He 


Thr 


Gly Gly 


Leu 


Thr 


Gly 


Leu 






195 










200 










205 








Val 


Cvs 
210 


Val 


Leu 


Cvs 


Leu 


He 
215 


He 


Ser 




Thr 


Asn 
220 


He 


Phe 


Ser 


Thr 


i lie 


Leu 


Lvs 


lie 


Pro 


Ser 


Ala 


Gin Gly 


Lys 


Arg 


Lys 


Ala 


Phe 


Ser 


1 iir 


225 










230 










235 










240 


\-ys> 


Glv 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Phe Gly Thr 


Ser 


Phe 










245 










250 










255 




Cys 


Val 


Tyr 


Phe 
260 


He 


Pro 


Pro 


Ser 


Thr 
265 


Arg 


Ser 


Ala 


Gin 


Lys 
270 


Asp 


Thr 


Val 


Ala 


Ser 
275 


Val 


Met 


Tyr 


Thr 


Val 
280 


Val 


Thr 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Phe 


lie 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Gin 
295 


Glu 


He 


Lys 


Ser 


Ser 
300 


Leu 


Arg 


Lys 


Leu 


lie Trp Val 


Arg 


Glu 


He 


His 


Ser 


Pro 

















305 310 



<210> 2565 
<211> 315 
<212> PRT 

<213> Unknown (3738097-rev-723-12 conceptual translation of range 72448- 
73392) 

<220> 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 



<400>2565 



Met 


Leu 


Ala 


Arg 


Asn 


Asn 


Ser 


Leu 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Ala 


Gly 


,1 








5 










10 










15 




Leu 


Thr 


Asp 


Arg 


Pro 


Glu 


Phe 


Trp 


Gin 


Pro 


Phe 


Phe 


Phe 


Leu 


Phe 


Leu 








20 










25 










30 






Val 


He 


Tyr 


He 


Val 


Thr 


Met 


Val 


Gly 


Asn 


Leu 


Gly 


Leu 


He 


Thr 


Leu 






35 










40 










45 








Phe 


Gly 


Leu 


Asn 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Phe 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


He 


Asp 


Leu 


Cys 


Tyr 


Ser 


Ser 


Val 


Phe 


Thr 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Met 


Asn 


Phe 


Val 


Ser 


Lys 


Lys 


Asn 


He 


He 


Ser 


Asn 


Val 


Gly 










85 










90 










95 




Cys 


Met 


Thr 


Arg 


Leu 


Phe 


Phe 


Phe 


Leu 


Phe 


Phe 


Val 


He 


Ser 


Glu 


Cys 








100 










105 










110 






Tyr 


Met 


Leu 


Thr 


Ser 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 



115 120 125 
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Pro 


Leu 


Leu Tyr 


Lys 


Val 


Thr 


Met 


Ser 


His 


Gin 


Val 


Cys 


Ser 


Met 


Leu 




130 










135 










140 










Thr 


Phe 


Ala 


Ala 


Tyr 


lie 


Met 


Gly 


Leu 


Ala 


Gly 


Ala 


Thr 


Ala 


His 


Thr 


145 










150 










155 










160 


Glv 




Mp f- 


Phe 


Aro 


Leu 


Thr 


Phe 


Cys 


Ser 


Ala 


Asn 


He 


He 


Asn 


His 






165 










170 










175 






Leu 


cys 


A c; fi 


lie 


Leu 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Ser 


Thr 






X O \J 










185 










190 








Val 


Asn 


Glu 


Val 


Val 


Val 


Leu 


He 


Val 


Val 


Gly 


Thr 


Asn 


He 


Thr 














200 










205 








Val 


Pro 

210 


Ser 


Cys 


Thr 


lie 


Leu 
215 


He 


Ser 


Tyr 


Val 


Phe 
220 


He 


Val 


Thr 


Ser 


lie 


Leu 


His 


lie 


Lvs 


Ser 


Thr 


Gin 


Gly 


Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


Val 


He 


Ala 


Leu 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala 


Ala 








245 










250 










255 




Phe 


Met 


Tyr 


lie 
260 


Lvs 


Tvr 


Ser 


Ser 


Gly 
265 


Ser 


Met 


Glu 


Gin 


Gly 
270 


Lys 


Val 


Phe 


Ser 


Val 
275 


Phe 


Tyr 


Thr 


Asn 


Val 
280 


Val 


Pro 


Met 


Leu 


Asn 
285 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Val 


Ala 


Leu 


Arg 


Lys 


Ala 


Leu 


290 










295 










300 










lie 


Lys 


lie 


Gin 


Arg 


Arg 


Asn 


He 


Phe 


Xaa 


Leu 












305 










310 










315 













<210> 2566 
<211> 313 
<212> PRT 

<213> Unknown (p41-dir-0-ll conceptual translation of range 1-938) 



<400>2566 



Met 


Glu 


Gly Lys 


Asn 


Leu 


Thr 


Ser 


He 


Ser 


Glu 


Phe 


Phe 


Leu 


Leu Gly 


1 








5 










10 










15 




Phe 


Ser 


Glu 


Gin 


Leu 


Glu 


Glu 


Gin 


Lys 


Ala 


Leu 


Phe 


Gly 


Ser 


Phe 


Leu 








20 










25 










30 






Phe 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Ala 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Val 






35 










40 










45 








He 


He 


Thr 


Asp 


Thr 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


Ala 


Cys 


Phe 


Val 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 


Arg 


He 


Gin 


Ser 


Gin 


Ala 


He 


Ser 


Tyr 


Ser 


Gly 










85 










90 










95 




Cys 


Leu 


Leu 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Leu 


Phe 


Val 


Met 


Leu 


Glu 


Ala 






100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


He 


Leu 


He 


Met 


Ser 


Pro 


Gly 


Leu 


Cys 


Val 


Phe 


Leu 




130 










135 










140 










Val 


Ser 


Ala 


Ser 


Trp 


He 


Met 


Asn 


Ala 


Leu 


His 


Ser 


Leu 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Asn 


Ser 


Leu 


Ser 


Phe 


Cys 


Thr 


Asn 


Arg 


Glu 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


He 


Asn 


Pro 


Leu 


Leu 


Ser 


Leu 


Ser 


Cys 


Thr 


Asp 


Pro 








180 










185 










190 






Phe 


Thr 


Asn 


Glu 


Leu 


Val 


He 


Phe 


He 


Thr 


Gly 


Gly 


Val 


Ala 


Gly Leu 






195 










200 










205 








Val 


Cys 


Val 


Leu 


Cys 


Leu 


He 


He 


Ser 


Tyr 


Met 


Asn 


Val 


Phe 


Ser 


Thr 




210 










215 










220 










He 


Leu 


Lys 


He 


Pro 


Ser 


Ala 


Gin 


Gly 


Lys 


Arg 


Ser 


Ser 


Phe 


Ser 


Thr 


225 










230 










235 










240 
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Cys Ser Ser His Leu Ser Val Val Ser Leu Phe Phe Gly Thr Ser Phe 

245 250 255 

Cys Val Tyr Val Ser Pro Pro Ser Thr Leu Ser Ala Gin Lys Asp Thr 

260 265 270 

Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Thr Leu Asn Pro Phe 

275 280 285 

lie Tyr Ser Leu Arg Asn Gin Glu lie Lys Ser Ser Leu Arg Lys He 

290 295 300 

He Trp Val Arg Lys He His Ser Pro 
305 310 

<210> 2567 
<211> 315 
<212> PRT 

<213> Unknown ( 2317703-dir-0-13 conceptual translation of range 211-1155) 
<220> 

<221> VARIANT 

<222> (1) . . . <315) 

<223> Xaa = Any Amino Acid 

<400>2567 

Met Ala Thr Gly Asn Tyr Cys Val Phe Pro Glu Phe He Leu Thr Gly 

1 5 10 15 

Leu Ser Lys Lys Ser Glu Leu Gin Met Pro Leu Phe Val Leu Phe Leu 

20 25 30 

Gly He Tyr He Val Thr Val Val Gly Asn Leu Gly Met He Thr Leu 

35 40 .45 

He Arg Leu Ser Ser Leu Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 

50 55 60 

Ser Leu Ser Phe He Asp Leu Cys His Ser Thr Val He Thr Pro Lys 
g 5 70 75 80 

Met Leu Val Asn Phe Val Ala Glu Lys Asn He He Ser Tyr Thr Gly 

85 90 95 

Cys Met Thr Gin Leu Phe Phe Phe Leu He Phe Ala He Ala Glu Cys 

100 105 110 

His Met Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Asn Ala He Met Ser Tyr Gin Ser Tyr He Ser Met 

130 135 140 

He Ser Gly Val Tyr He He Gly Val Val Cys Ala Ser Ala His Thr 
145 150 155 160 

Gly Phe Met He Arg Ser Gin Phe Cys Asn Leu Asp Val He Asn His 

165 170 175 

Tyr Phe Cys Asp Leu Leu Pro Leu Leu Glu Leu Ala His Ser Ser Thr 

180 185 190 

Tyr Val Asn Glu Leu Val He Leu He Cys Gly Thr Cys Asn He Val 

195 200 205 

Val Pro Thr Leu Thr He Leu Thr Ser Tyr He Phe He He Ala Thr 

210 215 220 

He Leu His He Arg Ser Thr Glu Gly Arg Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His He Leu Ala Val Ala Val Phe Phe Gly Ser Ala Ala 

245 250 255 

Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Gly Lys 

260 265 270 

Val Ser Ser Val Phe Tyr Thr He Val Val Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Ser Thr Ala Leu Lys Lys He 

290 295 300 

Leu Glu Arg Lys Ser Phe Val Xaa Thr Glu Val 



1561 
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305 310 315 

<210> 2568 
<211> 114 
<212> PRT 

<213> Unknown (888-dir-0-5 conceptual translation of range 2-343) 



<400>2568 



He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Pro 


Val 


He 


Met 


Ser 


Asn 


Thr 


Leu 


Cys 


1 








5 










10 










15 




He 


Arg 


Leu 


Leu 


Val 


Leu 


Ser 


Leu 


Leu 


Gly 


Gly 


Leu 


Leu 


His 


Ala 


lie 






20 










25 










30 






He 


His 


Ser 
35 


Ser 


Phe 


Leu 


Phe 


Arg 
40 


Leu 


Thr 


Phe 


Cys 


Asp 
45 


Ser 


He 


lie 


Val 


His 
50 


His 


Phe 


Tyr 


Cys 


Asp 
55 


He 


He 


Pro 


Leu 


Leu 
60 


Lys 


He 


Thr 


Cys 


Thr 


Asp 


Pro 


Ser 


He 


Asn 


Tyr 


Leu 


lie 


Val 


Phe 


lie 


Phe 


Ala 


Gly 


Ser 


65 








70 










75 










80 


He 


Gin 


Met 


Phe 


Thr 
85 


He 


Leu 


He 


Val 


Leu 
90 


Val 


Ser 


Tyr 


Thr 


Leu 
95 


Val 


Leu 


Phe 


Thr 


He 
100 


Leu 


Arg 


Lys 


Lys 


Ser 
105 


Leu 


Gin 


Gly 


He 


Lys 
110 


Lys 


Ala 



1 Phe Ser 



<210> 2569 
<211> 159 
<212> PRT 

<213> Unknown (1514485-dir-0-6 conceptual translation of range 2-478) 



<400>2569 




























Val 


Ala 


lie 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


He 


Ser 


Met 


Pro 


Lys 


Ser 


1 








5 










10 










15 




Leu 


Cys 


Met 


Lys 
20 


Leu 


Val 


Ala 


Gly 


Ser 
25 


Tyr 


Leu 


Gly 


Gly 


Val 
30 


Leu 


Asn 


Ser 


Leu 


Thr 
35 


Gin 


Thr 


Cys 


Cys 


Leu 
40 


Leu 


Pro 


Leu 


Pro 


Phe 
45 


Cys 


Gly 


Pro 


Asn 


Val 
50 


He 


Asn 


His 


Tyr 


Phe 
55 


Cys 


Asp 


Thr 


Asn 


Pro 
60 


Leu 


Leu 


Lys 


Leu 


Thr 


Cys 


Ser 


Asp Gly Arg 


Leu 


Asn 


Glu 


Leu 


Leu 


Leu 


Val 


Thr 


Phe 


Asn 


65 










70 










75 










80 


Gly 


Thr 


He 


Ser 


Met 
85 


Thr 


Val 


Leu 


Leu 


He 
90 


He 


Val 


He 


Ser 


Tyr 
95 


Val 


Tyr 


He 


Leu 


Val 
100 


Ser 


He 


Leu 


Ser 


He 
105 


Arg 


Ser 


Ala 


Arg 


Gly 
110 


Arg 


His 


Lys 


Ala 


Phe 
115 


Ser 


Thr 


Cys 


Ala 


Ser 
120 


His 


Leu 


Leu 


Thr 


Val 
125 


Thr 


Leu 


Phe 


Tyr 


Val 


Pro 


Ala Gly 


Leu 


Ser 


His 


Met 


Gin 


Pro 


Gly 


Ser 


Lys 


Tyr 


Ser 


i 


130 










135 










140 










Leu 


Asp 


Met 


Glu 


Lys 


Val 


Thr 


Ala 


Val 


Phe 


Tyr 


Thr 


Leu 


Leu 


Val 




145 










150 










155 













<210> 2570 
<211> 131 
<212> PRT 

<213> Unknown < 1514487-dir-0-5 conceptual translation of range 2-394) 
<400>2570 

Val Ala He Cys Ser Pro Leu Leu Tyr Ser Thr Val Met Thr Lys Arg 

15 10 15 

Val Cys Met Gin Leu Val Val Gly Ser Tyr Met Gly Gly Leu Leu Asn 
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20 










25 










30 






Ser 


Leu 


Thr 


His 


Thr 


Cys 


Gly 


Leu 


Leu 


Gly 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 






35 










40 










45 








Asn 


Val 


He 


Asn 


His 


Tyr 


Phe 


Cys 


Asp 


He 


Pro 


Pro 


Leu 


Leu 


Gin 


Leu 




50 










55 










60 










Ala 


Cys 


Ser 


Asp 


Thr 


His 


Arg 


Asn 


Glu 


Thr 


Leu 


Leu 


Leu 


Ala 


Phe 


Ser 


65 


Val 








70 










75 










80 


Ala 


He 


Ala 


Leu 


Phe 


Thr 


Leu 


Phe 


Val 


He 


Thr 


Ala 


Ser 


Tyr 


Met 










85 










90 










95 




Leu 


He 


Leu 


Ser 


Val 


He 


Leu 


Lys 


He 


Gin 


Ser 


Asp 


Asp 


Gly 


Arg 


Lys 








100 










105 










110 






Lys 


Thr 


Phe 


His 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


He 


Thr 


He 


Phe 



115 120 125 



Phe Gly Ser 
130 



<210> 2571 

<211> 114 

<212> PRT 

<213> Unknown ( 32508-dir-0-5 conceptual translation of range 2-343) 

! 



<400>2571 



He 


Val 


Ser 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met 


Ser 


Asp 


Arg 


Lys 


Cys 


1 








5 










10 










15 




Val 


Glu 


Leu 


Val 
20 


Thr 


Gly 


Ser 


Trp 


He 
25 


Gly 


Gly 


He 


Val 


Asn 
30 


Thr 


Leu 


He 


His 


Thr 
35 


He 


Ser 


Leu 


Arg 


Arg 
40 


Leu 


Ser 


Phe 


Cys 


Arg 
45 


Leu 


Asn 


Ala 


Val 


Ser 
50 


His 


Phe 


Phe 


Cys 


Asp 
55 


He 


Pro 


Ser 


Leu 


Leu 
60 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Ser 


Met 


Asn 


Glu 


Leu 


Leu 


Leu 


Leu 


Thr 


Phe 


Ser 


Gly Val 


65 










70 










75 










80 


He 


Ala 


Met 


Ala 


Thr 
85 


Phe 


Leu 


Thr 


Val 


He 
90 


He 


Ser 


Tyr 


He 


Phe 
95 


He 


Ala 


Phe 


Ala 


Ser 
100 


Leu 


Arg 


He 


His 


Ser 
105 


Ala 


Ser 


Gly 


Arg 


Gin 
110 


Gin 


Ala 



Phe Ser 



<210> 2572 
<211> 315 
<212> PRT 

<213> Unknown (p42-dir-0-ll conceptual translation of range 1-945) 
<400>2572 

Met Glu Ser Glu Ala Gly Thr Asn Arg Thr Ala Val Ala Glu Phe He 

,1 5 10 15 

Leu Leu Gly Leu Val Gin Thr Glu Glu Met Gin Ser Val Val Phe Val 

20 25 30 

Leu Leu Leu Phe Ala Tyr Leu Val Thr Thr Gly Gly Asn Pro Ser He 

35 40 45 

Leu Ala Ala Val Leu Val Glu Pro Lys Leu His Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Gly Asn Leu Ser Val Leu Asp Val Gly Cys He Thr Val Thr 
65 70 75 80 

Val Pro Ala Met Leu Gly Arg Leu Leu Ser His Lys Cys He lie Ser 

85 90 95 

Tyr Asp Ala Cys Leu Ser Gin Leu Phe Phe Phe His Leu Leu Ala Gly 

100 105 110 

Met Asp Cys Phe Leu Leu Thr Ala Met Ala Tyr Asp Arg Phe Leu Ala 
115 120 125 
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lie Cys Arg Pro Leu Thr Tyr Ser Thr Arg Met Ser Gin Thr Val Gin 

130 135 140 

Gly Met Leu Val Ala Val Ser Trp Thr Cys Ala Phe Thr Asn Ala Leu 
145 150 155 160 

Thr His Thr lie Ala Leu Thr Thr Leu Asn Phe Cys Gly Pro Ser Val 

165 170 175 

He Asn His Phe Tyr Cys Asp Leu Pro Gin Leu Phe Gin Leu Ser Cys 

180 185 190 

Ser Ser Thr Gin Leu Asn Glu Leu Leu Leu Phe Val Ala Ala Ala Phe 

195 200 205 

Met Ala Val Val Pro Leu Val Leu He Ser Val Ser Tyr Ala His Val 

210 215 220 

Val Ala Ala Val Leu Gin He His Ser Ala Glu Gly Arg Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Gly Ser His Leu Thr Val Val Gly lie Phe Tyr Gly 

245 250 255 

Thr Gly Val Phe Ser Tyr Met Arg Leu Gly Ser Val Glu Ser Ser Asp 

260 265 270 

Lys Asp Lys Gly Val Gly Val Phe Met Thr Val He Asn Pro Met Leu 

275 280 285 

Asn Pro Leu He Tyr Ser Leu Arg Asn Thr Asp Val Gin Gly Ala Leu 

290 295 300 

Trp Gin Leu Leu Val Gly Lys Arg Ser Leu Thr 
305 310 315 

<210> 2573 
<211> 315 
<212> PRT 

<213> Unknown (pl76-dir-0-ll conceptual translation of range 1-945) 
<400>2573 

Met Gin Pro Glu Ser Gly Ala Asn Gly Thr Val He Ala Glu Phe He 

15 10 15 

Leu Leu Gly Leu Leu Glu Ala Pro Gly Leu Gin Pro Val Val Phe Val 

20 25 30 

Leu Phe Leu Phe Ala Tyr Leu Val Thr Val Gly Gly Asn Leu Ser He 

35 40 45 

Leu Ala Ala Val Leu Val Glu Pro Lys Leu His Ser Pro Met Tyr Phe 

50 55 60 

Phe Leu Gly Asn Leu Ser Val Leu Asp Val Gly Cys He Ser Val Thr 
65 70 75 80 

Val Pro Ser Met Leu Ser Arg Leu Leu Ser Arg Lys Arg Ala Val Pro 

85 90 95 

Cys Gly Ala Cys Leu Thr Gin Leu Phe Phe Phe His Leu Phe Val Gly 

100 105 110 

Val Asp Cys Phe Leu Leu Thr Ala Met Ala Tyr Asp Arg Phe Leu Ala 

115 120 125 

He Cys Arg Pro Leu Thr Tyr Ser Thr Arg Met Ser Gin Thr Val Gin 

1*0 135 140 

Arg Met Leu Val Ala Ala Ser Trp Ala Cys Ala Phe Thr Asn Ala Leu 
145 150 155 160 

Thr His Thr Val Ala Met Ser Thr Leu Asn Phe Cys Gly Pro Asn Glu 

165 170 175 

Val Asn His Phe Tyr Cys Asp Leu Pro Gin Leu Phe Gin Leu Ser Cys 

180 185 190 

Ser Ser Thr Gin Leu Asn Glu Leu Leu Leu Phe Ala Val Gly Phe He 

195 200 205 

Met Ala Gly Thr Pro Met Ala Leu He Val He Ser Tyr He His Val 

210 215 220 

Ala Ala Ala Val Leu Arg He Arg Ser Val Glu Gly Arg Lys Lys Ala 
225 230 235 240 
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Phe Ser Thr Cys Gly Ser His Leu Thr Val Val Ala Met Phe Tyr Gly 

245 250 255 

Ser Gly lie Phe Asn Tyr Met Arg Leu Gly Ser Thr Lys Leu Ser Asp 

260 265 270 

Lys Asp Lys Ala Val Gly He Phe Asn Thr Val He Asn Pro Met Val 

275 280 285 ' 

Asn Pro He He Tyr Arg Phe Arg Asn Pro Glu Val Gin Ser Ala He 

290 295 300 

Trp Arg Met Leu Thr Gly Arg Arg Ser Leu Ala 
305 310 315 



<210> 2574 

<211> 162 

<212> PRT 

<213> Unknown ( 1552397-dir-0-6 conceptual translation of range 1-486) 



<400>2574 



val 


Ala 


Val 


Cys 


His 


Pro 


Leu 


Leu 


Tyr 


Val 


Phe 


His 


Met 


Ser 


Gin 


Lys 


1 








5 










10 










15 




His 


Cys 


Thr 


Phe 


Phe 


Val 


Ser 


Ala 


Ala 


Trp 


He 


He 


Gly 


Phe 


Leu 


Asp 








20 










25 










30 






Pro 


Thr 


Ser 


Tyr 


Val 


Val 


Leu 


He 


Ser 


Lys 


Phe 


Ser 


Phe 


Cys 


Thr 


Ser 






35 










40 










45 








Asn 


He 


He 


Asp 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


Ala 


Pro 


Leu 


Leu 


Lys 


Leu 




50 










55 










60 










Ser 


Cys 


Ser 


Asp 


Thr 


Phe 


Gin 


He 


Glu 


Val 


Leu 


Asn 


Tyr 


Val 


Glu 


Ser 


65 










70 










75 










80 


Ala 


Leu 


Val 


Thr 


Leu 


Asn 


Ser 


Phe 


Val 


Leu 


Thr 


Val 


He 


Ser 


Tyr 


He 










85 










90 










95 




Phe 


Thr 


He 


Ser 


Ala 


He 


Leu 


Asn 


He 


Lys 


Ser 


Ala 


Glu 


Gly 


Arg 


His 








100 










105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Thr 


Ser 


His 


Leu 


Thr 


Cys 


Val 


He 


He 


Phe 






115 










120 










125 








Tyr 


Ser 


Thr 


lie 


He 


Ser 


Leu 


Tyr 


He 


Arg 


Pro 


He 


Ser 


Thr 


Tyr 


Ala 




130 










135 










140 










Pro 


Lys 


Gin 


Asp 


Gin 


Phe 


Phe 


Ala 


Leu 


Leu 


Tyr 


He 


Val 


Leu 


He 


Pro 


145 










150 










155 










160 



Leu Leu 



<210> 2575 
<211> 161 
<212> PRT 

<213> Unknown (1552399-dir-0-6 conceptual translation of range 1-483) 
<400>2575 

Val Ala He Cys Tyr Pro Leu His Tyr Ala Leu Arg Met Ser Leu Lys 

15 10 15 

His Cys Ala Lys He He Val Gly Val Trp Val Ala Gly Phe Leu Ala 

20 25 30 

Pro Val He His Thr Val Leu Met Thr Asn Leu Ser Phe Cys Ser Ser 

35 40 45 

Asn His He Asn His Phe Leu Cys Asp Leu Thr Pro Val Leu Lys He 

50 55 60 

Ser Cys Ser Asp Thr Ser Leu He Glu Met He Thr Tyr He Asp Gly 
65 70 75 80 

Val He Val Ala Phe Ser Thr Phe Thr He Thr Ser Val Ser Tyr Val 

85 90 95 

Phe He Leu Phe Lys He Leu Lys He His Ser Ser Gin Gly Lys Lys 

100 105 110 

Lys Ala Leu Ser Thr Cys Thr Ser His Leu Thr Cys Val He He Phe 
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115 120 125 

Tyr Gly Ser lie lie Cys Leu Tyr Met Arg Pro Thr Lys Ser lie Ser 

130 135 140 

Pro Asn Gin Asp Val Phe Ala Leu Leu Tyr Ala Val Leu Val Pro Met 
145 150 155 160 

Leu 



<210> 2576 
<211> 160 
<212> PRT 

<213> Unknown (4877302-dir-0-6 conceptual translation of range 2-481) 



<400>2576 



lie 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Thr 


Ser 


He 


He 


Ser 


Thr 


Lys 


1 








5 










10* 










15 




Val 


Cys 


He 


Leu 
20 


Leu 


Ala 


Ala 


Leu 


Arg 
25 


Trp 


Ser 


Val 


Gly 


Phe 
30 


Val 


Cys 


Thr 


Leu 


Pro 
35 


Cys 


Thr 


Val 


Leu 


Leu 
40 


Leu 


Arg 


Leu 


Ser 


Phe 
45 


Cys 


Gly 


Pro 


Lys 


Glu 
50 


He 


Tyr 


His 


Tyr 


Tyr 
55 


Cys 


Asp 


His 


Pro 


Gin 
60 


He 


Leu 


Lys 


Val 


Ala 


Cys 


Asn 


Asp 


Thr 


Ser 


Leu 


Asn 


Tyr 


Tyr 


Val 


Ser 


Leu 


Tyr 


Val 


Ala 


65 










70 










75 










80 


Ala 


Val 


Val 


He 


Val 
85 


Val 


Pro 


Phe 


Leu 


Phe 
90 


He 


Leu 


Ser 


Thr 


Tyr 
95 


Leu 


Gly 


He 


Leu 


Arg 
100 


Ala 


Val 


Leu 


Lys 


He 
105 


Arg 


Ser 


Ala 


Glu 


Gly 
110 


Arg 


Arg 


Lys 


Thr 


Phe 
115 


Ser 


Thr 


Cys 


Ser 


Ser 
120 


His 


Leu 


Val 


Cys 


Val 
125 


Val 


He 


Phe 


Tyr 


Leu 
130 


Ser 


Ala 


Gly 


Phe 


Ala 
135 


Tyr 


Phe 


Arg 


Pro 


Gin 
140 


Glu 


Thr 


Ser 


Ala 


Ser 


Asp 


Tyr 


Ser 


He 


Met 


Ala 


Ser 


Leu 


Leu 


Tyr 


Ser 


Thr 


Leu 


Ser 


Pro 


145 










150 










155 










160 



<210> 2577 
<211> 153 
<212> PRT 

<213> Unknown (2564501-dir-0-6 conceptual translation of range 1-459) 
<400>2577 



Lys 


Pro 


Leu 


His 


Tyr 


Met 


Thr 


He 


Met 


Ser 


His 


Arg 


Thr 


Cys 


Gly 


Leu 


1 








5 










10 










15 




Leu 


Val 


Ala 


Ala 


Ser 


Trp 


Val 


Gly 


Gly 


Ser 


He 


His 


Ser 


Leu 


Leu 


Gin 








20 










25 










30 






Thr 


Leu 


Leu 


Leu 


Ala 


Trp 


Leu 


Pro 


Tyr 


Cys 


Gly 


Pro 


Asn 


Met 


He 


Asp 






35 










40 










45 








Ser 


Phe 


Phe 


Cys 


Asp 


Ala 


Pro 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Thr 


Asp 




50 










55 










60 










Thr 


Thr 


Leu 


Val 


Gly 


Trp 


Leu 


He 


Leu 


Cys 


Asn 


Gly 


Gly 


Leu 


He 


Ala 


65 










70 










75 










80 


Val 


Cys 


Ser 


Phe 


Ser 


Val 


Leu 


Val 


Thr 


Ser 


Tyr 


Thr 


Phe 


He 


He 


Arg 










85 










90 










95 




Thr 


Pro 


Arg 


Thr 


Gin 


Leu 


He 


Glu 


Gly 


Lys 


Arg 


Arg 


Ala 


Leu 


Ser 


Thr 








100 










105 










110 






Cys 


Gly 


Ser 


His 


Cys 


He 


Val 


Val 


Val 


Phe 


Phe 


Phe 


Gly 


Pro 


Cys 


He 






115 










120 










125 








Tyr 


He 


Tyr 


Leu 


Arg 


Pro 


Ser 


He 


Ser 


He 


Phe 


Leu 


Asp 


Lys 


Val 


Val 




130 










135 










140 










Ser 


Val 


Phe 


Tyr 


Thr 


Leu 


He 


Thr 


Pro 

















145 150 
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<210> 2578 
<211> 152 
<212> PRT 

<213> Unknown < 2564499-dir-0-6 conceptual translation of range 1-456) 
<400>2578 



Asn 


Pro 


Leu 


Arg 


Tyr 


Thr 


Thr 


He 


Met 


Ser 


Arg 


Lvs 


Val 


Cys 


Ser 


Leu 


1 








5 










10 








15 




Leu 


Val 


Leu 


Ala 


Cys 


Trp 


Val 


Gly 


Gly 


Ala 


Val 


His 


Ser 


Thr 


Ala 


Gin 








20 










25 










30 






Val 


Leu 


Leu 


Val 


Met 


Thr 


Leu 


Pro 


Phe 


Cys 


Glv 


Pro 


Asn 


Glu 


Val 








35 










40 










45 






His 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Pro 


Leu 


Phe 


Pro 


Leu 


Val 


Cys 


Thr 


Asp 




50 










55 










60 








Thr 


Phe 


Leu 


Ser 


Gly 


Val 


Leu 


He 


Met 


Ser 


Asn 


Ser 


Gly Leu 


He 


Ser 


65 










70 










75 










80 


Leu 


Ala 


Cys 


Phe 


Leu 


Thr 


Leu 


He 


He 


Ser 


Tyr 


Thr 


Leu 


He 


Leu. 


Leu 










85 










90 










95 




Ala 


Val 


Arg 


Arg 


Cys 


Ser 


Ala 


Glu 


Gly 


Lys 


Ser 


Lys 


Ala 


Leu 


Ser 


Thr 








100 










105 










110 






Cys 


Gly 


Thr 


His 


Leu 


Thr 


Val 


Val 


Thr 


He 


Ala 


Phe 


Gly 


Pro 


Ser 


He 






115 










120 










125 








Phe 


lie 


Tyr Met 


Lys 


Pro 


Met 


Asn 


Leu 


Gin 


Val 


Asp 


Lys 


He 


Val 


Ala 




130 










135 










140 




» 






Leu 


Phe 


Phe 


Val 


lie 


He 


Thr 


Pro 


















145 










150 























<210> 2579 
<211> 205 
<212> PRT 

<213> Unknown (hg449-dir-0-7 conceptual translation of range 1-616) 
<220> 

<221> VARIANT 

<222> (1) . . . (205) 

<223> Xaa = Any Amino Acid 

<400>2579 

Leu Met Glu He Ser Tyr Phe Thr Val Val Pro Lys Phe He Thr Asp 

1 5 10 15 

Leu Leu Ala Lys He Lys Ala He Ser Leu Glu Gly Tyr Leu Ala Gin 

20 25 30 

He Phe Leu His Phe Cys Gly He Pro Trp He Phe Leu Leu Pro Leu 

35 40 45 

Met Thr Asn Asp Gin Tyr Met Ala Asn Cys Lys Leu Tyr Tyr Tyr Thr 

50 ( 55 60 

Thr He Met Ser Cys Arg Val Cys His Leu Leu Val Ala Gly Phe Trp 
65 , 70 75 80 

Leu Arg Gly He He His Ser Met Val Gin He Leu Val Ser Val Gin 

85 90 95 

Leu Phe Phe Cys Gly Pro Asn Met lie' Asp His Ser Phe Cys Asp Leu 

100 105 110 

Gin Val Leu Phe Lys Leu Ala Cys Thr Asp Thr Phe Val Glu Gly Val 

115 120 125 

He Val Leu Ala Asn Ser Glu Leu Val Ser Val Phe Phe Leu He Leu 

130 135 140 

Val Ser Ser Tyr He lie He Leu Val Asn Leu Arg Asn His Ser Ala 
145 150 155 160 

Glu Gly Arg Cys Lys Ala Leu Ser Thr Cys Ala Ser Tyr Leu Val Phe 
165 170 175 
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Xaa Thr Cys lie Phe Leu Tyr Val Xaa Leu Ser Ser Thr Phe Thr Lys 

180 185 190 

Asp Lys Leu Val Ala Val Phe Tyr Val lie lie Thr Pro 
195 200 205 

<210> 2580 
<211> 154 
<212> PRT 

<213> Unknown (902708-dir-0-6 conceptual translation of range 2-463) 
<400>2580 



lie 




Lys 


Pro 


Leu 


His 


Tvr 


Met 


Thr 


He 


Met 


Ser 


Arg 


Pro 


Val 


Cys 


1 








5 










10 










15 




lie 


Phe 


Leu 


Val 
20 


Gly 


Ala 


Ala 


Val 


He 
25 


Leu 


Gly 


Phe 


He 


His 
30 


Gly 


Ala 


lie 


Gin 


Thr 
35 


Leu 


Phe 


Met 


Ala 


Gin 
40 


Leu 


Pro 


Phe 


Cys 


Gly 
45 


Pro 


Asn 


He 


lie 


Asn 
50 


His 


Phe 


Met 


Cys 


Asp 
55 


Leu 


He 


Pro 


Leu 


Leu 
60 


Glu 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 


His 


Thr 


Leu 


Gly 


Pro 


Leu 


He 


Ala 


Ala 


Asn 


Ser 


Gly 


Ser 


65 








70 










75 










80 


Leu 


Cys 


Leu 


Leu 


Thr 
85 


Phe 


Ser 


Met 


Leu 


Val 
90 


Val 


Ser 


Tyr 


Val 


Val 
95 


He 


Pro 


Arg 


Ser 


Leu 
100 


Arg 


Asn 


His 


Ser 


Ser 
105 


Glu 


Gly 


Arg 


Arg 


Lys 
110 


Ala 


Leu 


Ser 


Thr 


Cys 
115 


Ala 


Ser 


His 


Val 


Thr 
120 


Val 


Val 


Val 


Leu 


Phe 
125 


Leu 


Val 


Pro 


Cys 


Ser 
130 


Tyr 


Leu 


Tyr 


Leu 


Arg 
135 


Pro 


Met 


Thr 


Ser 


Phe 
140 


Pro 


Thr 


Asn 


Lys 


Ala 


Val 


Thr 


Val 


Phe 


Cys 


Thr 


Leu 


Val 


Thr 















145 150 

<210> 2581 
<211> 114 
<212> PRT 

<213> Unknown (32513-dir-0-5 conceptual translation of range 2-343) 



<400>2581 



He 


Cys 


Tyr 


Pro 


Leu 


Arg 


Tyr 


Thr 


Ala 


He 


Met 


Asn 


Pro 


Arg 


He 


Cys 


1 








5 










10 










15 




Val 


Ala 


Leu 


Ala 
20 


Val 


Gly 


Thr 


Trp 


Leu 
25 


Leu 


Gly 


Cys 


He 


His 
30 


Ser 


Ser 


He 


Leu 


Thr 
35 


Ser 


Leu 


Thr 


Phe 


Thr 
40 


Leu 


Pro 


Tyr 


Cys 


Gly 
45 


Pro 


Asn 


Glu 


Val 


Asp 
50 


His 


Phe 


Phe 


Cys 


Asp 
55 


He 


Pro 


Ala 


Leu 


Leu 
60 


Pro 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Ser 


Leu 


Ala 


Gin 


Arg 


Val 


Ser 


Phe 


Thr 


Ser 


Val 


Gly 


Leu 


65 










70 










75 










80 


He 


Ser 


Leu 


Val 


Cys 
85 


Phe 


Leu 


Leu 


He 


Leu 
90 


Leu 


Ser 


Tyr 


Thr 


Arg 
95 


He 


Thr 


He 


Ser 


He 
100 


Leu 


Ser 


He 


Arg 


Thr 
105 


Thr 


Glu 


Gly 


Arg 


Arg 
110 


Arg 


Ala 



Phe Ser 



<210> 2582 
<211> 114 
<212> PRT 

<213> Unknown (32516-dir-0-5 conceptual translation of range 2-343) 
<400>2582 



1568 



BNSDOCID: <WO_0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



He 


Cys 


His 


Pro 


Leu 


Asn 


Tyr 


Pro 


Val 


He 


Met 


Asn 


Arg 


Gly 


Val 


Phe 


1 








5 










10 










15 




Met 


Lys 


Leu 


Val 
20 


He 


Phe 


Ser 


Trp 


He 
25 


Ser 


Gly 


He 


Met 


Val 
30 


Ala 


Thr 


Val 


Gin 


Thr 
35 


Thr 


Trp 


Val 


Phe 


Ser 
40 


Phe 


Pro 


Phe 


Cys 


Gly 
45 


Pro 


Asn 


Glu 


He 


Asn 


His 


Leu 


Phe 


Cys 


Glu 


Tlir 


Pro 


Pro 


Val 


Leu 


Glu 


Leu 


Val 


Cvs 




50 










55 










60 








Ala 


Asp 


Thr 


Phe 


Leu 


Phe 


Glu 


He 


Tyr 


Ala 


Phe 


Thr 


Gly 


Thr 


He 


Leu 


65 










70 










75 










80 


He 


Val 


Met 


Val 


Pro 
85 


Phe 


Leu 


Leu 


He 


Leu 
90 


Leu 


Ser 


Tyr 


He 


Arg 
95 


Val 


Leu 


Phe 


Ala 


He 
100 


Leu 


Lys 


Met 


Pro 


Ser 
105 


Thr 


Thr 


Gly 


Arg 


Gin 
110 


Lys 


Ala 



Phe Ser 



<210> 2583 
<211> 195 
<212> PRT 

i<213> Unknown { 2252615-dir-0-7 conceptual translation of range 1-586) 
<400>2583 



Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


1 








5 










10 










15 




Ser 


Cys 


Val 


Arg 
20 


Pro 


Gin 


Met 


Leu 


Val 
25 


His 


Leu 


Trp 


Gly 


Pro 
30 


His 


Lys 


Thr 


He 


Ser 


Phe 


Leu 


Gly Cys 


Ala 


Val 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Leu 






35 










40 










45 








Leu 


Gly 
50 


Thr 


Thr 


Glu 


Cys 


Val 
55 


Leu 


Leu 


Thr 


Val 


Met 
60 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


Met 


His 


Pro 


65 










70 










75 










80 


Arg 


Leu 


Cys 


Arg Gin 


Leu 


Ala 


Ala 


Val 


Ala 


Trp 


Val 


Met 


Gly Leu 


Val 










85 










90 










95 




Gin 


Ser 


He 


Val 
100 


Gin 


Thr 


Pro 


Pro 


Thr 
105 


Leu 


Arg 


Leu 


Pro 


Phe 
110 


Cys 


Pro 


His 


Arg 


Gin 
115 


He 


Asp 


Asp 


Phe 


Val 
120 


Cys 


Gin 


Val 


Pro 


Ser 
125 


Leu 


He 


Arg 


Leu 


Ser 


Cys 


Gly Asp 


Thr 


Thr 


Phe 


Asn 


Gly 


He 


Gin 


Leu 


Ala 


Val 


Ser 




130 










135 










140 










Ser 


Val 


Val 


Phe 


Leu 


Val 


Val 


Pro 


Leu 


Ala 


Leu 


He 


Leu 


He 


Ser 


Tyr 


145 










150 










155 










160 


Gly Ala 


He 


Ala 


Arg 


Ala 


Val 


Leu 


Arg 


He 


Ser 


Ser 


Ala 


Thr 


Ala 


Trp 










165 










170 










175 




Arg 


Lys 


Ala 


Leu 


Gly Thr 


Cys 


Ser 


Ser 


His 


Leu 


Ala 


Val 


Val 


Thr 


Leu 








180 










185 










190 







Phe Tyr Ser 
195 

<210> 2584 
<211> 106 
<212> PRT 

<213> Unknown <3328023-dir-0-5 conceptual translation of range 1-318) 
<400>2584 

Thr Thr Glu Cys Val Leu Leu Thr Val Met Ala Phe Asp Arg Tyr Val 

15 10 15 

Ala Val Cys Gin Pro Leu His Tyr Ala Thr He Met His Pro Arg Leu 

20 25 30 

Cys Arg Gin Leu Ala Ala Val Ala Trp Val Met Gly Leu Val Gin Ser 
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35 40 45 

He Val Gin Thr Pro Pro Thr Leu Arg Leu Pro Phe Cys Pro His Arg 

50 55 60 

Arg Val Asp Asp Phe Val Cys Glu Val Pro Ala Leu He Arg Leu Ser 
65 70 75 80 

Cys Gly Asp Thr Thr Tyr Asn Glu He Gin Met Ala Val Ala Ser Val 

85 90 95 

Phe He Leu Val Val Pro Leu Ser Leu He 
100 105 

<210> 2585 
<211> 194 
<212> PRT 

<213> Unknown (2828696-dir-0-7 conceptual translation of range 1-582) 



<400>2585 



Tyr 


Phe 


Phe 


Leu 


Ser 


Asp 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


1 








5 










10 










15 




Ser 


Cys 


Val 


Pro 


Gin 


Met 


Leu 


Val 


Asn 


Leu 


Trp 


Gly 


Pro 


Lys 


Lys 


Thr 








20 










25 










30 




He 


Ser 


Phe 
35 


Leu 


Gly 


Cys 


Ser 


Val 
40 


Gin 


Leu 


Phe 


He 


Phe 
45 


Leu 


Ser 


Leu 


Gly 


Thr 
50 


Thr 


Glu 


Cys 


lie 


Leu 
55 


Leu 


Thr 


Val 


Met 


Ala 
60 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


He 


His 


Pro 


Arg 


65 










70 










75 






Leu 




80 


Leu 


Cys 


Trp 


Gin 


Leu 
85 


Ala 


Ser 


Val 


Ala 


Trp 
90 


Val 


Met 


Ser 


Val 
95 


Gin 


Ser 


He 


Val 


Gin 
100 


Lys 


Pro 


Ser 


Thr 


Leu 
105 


His 


Leu 


Pro 


Phe 


Cys 
110 


Pro 


His 


Gin 


Gin 


He 
115 


Asp 


Asp 


Phe 


Leu 


Cys 
120 


Glu 


Val 


Pro 


Ser 


Leu 
125 


He 


Gly 


Leu 


Ser 


Cys 
130 


Gly 


Asp 


Thr 


Ser 


Tyr 
135 


Asn 


Glu 


He 


Gin 


Leu 
140 


Ala 


Val 


Ser 


Ser 


Val 


He 


Phe 


Val 


Val 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Ala 


Tyr 


Tyr 


Gly 


145 










150 










155 










160 


Ala 


Thr 


Ala 


Gin 


Ala 
165 


Val 


Leu 


Arg 


He 


Asn 
170 


Ser 


Ala 


Thr 


Ala 


Trp 
175 


Arg 


Lys 


Ala 


Phe 


Gly 
180 


Thr 


Cys 


Ser 


Ser 


His 
185 


Leu 


Thr 


Val 


Val 


Thr 
190 


Leu 


Phe 



Tyr Ser 



<210> 2586 
<211> 318 
<212> PRT 

<213> Unknown {4160199-rev-489-12 conceptual translation of range 49035- 
49987) 



<400>2586 



Gin 


Glu 


Gin 


Ala 


Met 


Val 


Asn 


Gin 


Ser 


Ser 


Thr 


Pro 


Gly 


Phe 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Phe 


Ser 


Glu 


His 


Pro 


Gly 


Leu 


Glu 


Arg 


Thr 


Leu 


Phe 


Val 


Val 








20 










25 










30 






Val 


Phe 


Thr 


Ser 


Tyr 


Leu 


Leu 


Thr 


Leu 


Val 


Gly 


Asn 


Thr 


Leu 


He 


He 






35 










40 










45 








Leu 


Leu 


Ser 


Ala 


Leu 


Asp 


Pro 


Lys 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 




50 










55 










60 










Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr 


Thr 


Ser 


Cys 


Val 


65 










70 










75 










80 


Pro 


Gin 


Met 


Leu 


Val 


Asn 


Leu 


Trp Gly 


Pro 


Lys 


Lys 


Thr 


He 


Ser 


Phe 
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85 










90 










95 




Leu 


Asp 


Cys 


Ser 


Val 


Gin 


lie 


Phe 


He 


Phe 


Leu 


Ser 


Leu 


Gly 


Thr 


Thr 








100 










105 










110 






Glu 


Cys 


lie 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Phe Asp 


Arg 


Tyr Val 


Ala 


Val 






115 










120 










125 








Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


He 


His 


Pro 


Arg 


Leu 


Cys 


Trp 




130 










135 










140 








Gin 


Leu 


Ala 


Ser 


Val 


Ala 


Trp 


Val 


He 


Gly Leu 


Val 


Glu 


Ser 


Val 


Val 


145 










150 










155 










160 


Gin 


Thr 


Pro 


Ser 


Thr 


Leu 


His 


Leu 


Pro 


Phe 


Cys 


Pro 


Asp 


Arg 


Gin 


Val 










165 










170 










175 




Asp Asp 


Phe 


Val 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


He 


Arg 


Leu 


Ser 


Cys 


Glu 








180 










185 










190 






Asp 


Thr 


Ser 


Tyr 


Asn 


Glu 


He 


Gin 


Val 


Ala 


Val 


Ala 


Ser 


Val 


Phe 


He 






195 










200 










205 








Leu 


Val 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly Ala 


He 


Thr 




210 










215 










220 










Trp 


Ala 


Val 


Leu 


Arg 


lie 


Asn 


Ser 


Ala 


Lys 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Gly Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Ser 


Ser 










245 










250 










255 




Val 


lie 


Ala 


Val 


Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


Pro 


Tvr 


Ala 


Gin 


Glu 


Arg 








260 










265 










270 






Gly Lys 


Phe 


Phe Gly 


Leu 


Phe 


Tyr 


Ala 


Val 


Gly 


Thr 


Pro 


Ser 


Leu 


Asn 






275 










280 










285 








Pro 


Leu 


lie 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Thr 


Arg 


Ala 


Phe 


Arg 




290 










295 










300 










Arg 


Leu 


Leu 


Gly 


Lys 


Glu 


Met 


Gly 


Leu 


Thr 


Gin 


Ser 


Trp 


Arg 






305 










310 










315 













<210> 2587 
<211> 320 
<212> PRT 

<213> Unknown (1041044-dir-3-13 conceptual translation of range 488-1447) 
<400>2587 

Gin Glu Gin Ala Met Asp Asn Gin Ser Ser Thr Pro Gly Phe Leu Leu 

15 10 15 

Leu Gly Phe Ser Glu His Pro Gly Leu Gly Arg Thr Leu Phe Val Asp 

20 25 30 

Val lie Thr Ser Tyr Leu Leu Thr Leu Val Gly Asn Thr Leu He He 

35 40 45 

Leu Leu Ser Ala Leu Asp Thr Lys Leu His Ser Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser Cys Val 
65 70 75 80 

Pro Gin Met Leu Ala Asn Leu Trp Gly Pro Lys Lys Thr He Ser Phe 

85 90 95 

Leu Asp Cys Ser Val Gin He Phe He Phe Leu Ser Leu Gly Thr Thr 

100 105 110 

Glu Cys He Leu Met Lys Val Met Ala Phe Asp Arg Tyr Val Ala Val 

115 120 125 

Cys Gin Pro Leu His Tyr Ala Thr He He His Pro Arg Leu Cys Trp 

130 135 140 

Gin Leu Ala Ser Val Ala Trp Val He Gly Leu Val Gly Ser Val Val 
145 150 155 160 

Gin Thr Pro Ser Thr Leu His Leu Pro Phe Cys Pro Asp Arg Gin Val 

165 170 17.5 

Asp Asp Phe Val Cys Glu Val Pro Ala Leu He Arg Leu Ser Cys Glu 

180 185 190 

Asp Thr Ser Tyr Asn Glu He Gin Val Ala Val Ala Ser Val Phe He 
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195 










200 










205 






T 

iJCU 


val 

210 


val 


Pro 


Leu 


Ser 


Leu 
215 


lie 


Leu 


Val 


Ser 


Tyr 
220 


Gly 


Ala He 


Thr 


x xp 


Al a 

t\ la. 


Val 
val 


Leu 


Arg 


lie 


Asn 


Ser 


Ala 


Thr 


Ala 


Trp 


Arg 


Lys Ala 


Phe 


225 










230 










235 








240 


o i _y 


Thr 




Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Phe 


Tyr Ser 


Ser 






245 










250 








255 




Val 


lie 


Ala 


Val 
260 


Tvr 


Leu 


Gin 


Pro 


Lys 
265 


Asn 


Pro 


Tyr 


Ala 


Gin Gly 
270 


Arg 


Gly 


Lys 


Phe 
275 


Phe 


Gly 


Leu 


Phe 


Tyr 
280 


Ala 


Val 


Gly 


Thr 


Pro 
285 


Ser Leu 


Asn 


Pro 


Leu 
290 


Val 


Tyr 


Thr 


Leu 


Arg 
295 


Asn 


Lys 


Glu 


He 


Lys 
300 


Arg 


Ala Leu 


Arg 


Arg 


Leu 


Leu 


Gly 


Lys 


Glu 


Arg 


Asp 


Ser 


Arg 


Glu 


Ser 


Trp 


Arg Ala 


Ala 


305 










310 










315 








320 



<210> 2588 
<211> 316 
<212> PRT 

<213> Unknown (30933 12-dir-13 64-13 conceptual translation of range 136584- 
137530) 



<400>2588 



Val 


Ala 


Met 


He 


He 


He 


Cys 


Asn 


Asp 


Ser 


His 


Ser 


Asp 


Phe 


He 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Phe 


Ser 


Asn 


Lys 


Pro 


His 


Leu 


Glu 


Lys 


He 


Leu 


Plie 


val 


Tl - 

lie 








20 










25 










30 






He 


Phe 


He 


Phe 


Tyr 


Phe 


Leu 


Thr 


Leu 


Ala 


Gly 


Asn 


Met 


val 


T 1 a 

lie 


vai 






35 










40 










A C 

4b 








Leu 


Val 


Ser 


Leu 


Lys 


Asp 


Pro 


Lys 


Leu 


nib 


Tl o 
lie 


Pro 






Phe 


Phe 




50 










55 










60 










Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Leu 


Cys 


Leu 


Thr 


Ser 


Ser 


Cys 


Val 


65 










70 










75 










80 


Pro 


Gin 


Met 


Leu 


He 


Asn 


Phe 


Trp 


Gly 


Pro 


Glu 


Lys 


Thr 


He 


Ser 


Tyr 










85 










90 










95 




He 


Gly 


Cys 


Ala 


He 


Gin 


Leu 


Tyr 


Val 


Phe 


Leu 


Trp 


Leu 


Gly 


Ala 


Thr 








100 










105 










110 






Glu 


Tyr 


Val 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Val 


Asp 


Cys 


Tyr 


Val 


Ala 


Val 






115 










120 










125 








Cys 


His 


Pro 


Leu 


Gin 


Asn 


Thr 


Met 


He 


Met 


His 


Pro 


Lys 


Leu 


Cys 


Leu 




130 










135 










140 










Gin 


Leu 


Ala 


He 


Leu 


Ala 


Trp 


Gly 


Thr 


Gly 


Leu 


Ala 


Gin 


Ser 


Leu 


He 


145 










150 










155 










160 


Gin 


Ser 


Pro 


Ala 


Thr 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Ser 


Gin 


Arg 


Met 


Val 










165 










170 










175 




Asp 


Asp 


Val 


Val 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


He 


Gin 


Leu 


Ser 


Ser 


Thr 








180 










185 










190 






Asp 


Thr 


Thr 


Tyr 


Ser 


Glu 


He 


Gin 


Met 


Ser 


He 


Ala 


Ser 


Val 


Val 


Leu 




195 










200 










205 








Leu 


Val 


Met 


Pro 


Leu 


He 


He 


He 


Leu 


Ser 


Ser 


Ser 


Gly 


Ala 


He 


Ala 




210 










215 










220 










Lys 


Ala 


Val 


Leu 


Arg 


He 


Lys 


Ser 


Thr 


Ala 


Gly 


Gin 


Lys 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Gly 


Thr 


Cys 


He 


Ser 


His 


Leu 


Leu 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 








245 










250 










255 




Val 


Thr 


Gly Val 


Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


His 


Tyr 


Pro 


His 


Glu 


Trp 








260 










265 










270 






Gly 


Lys 


Phe 


Leu 


Thr 


Leu 


Phe 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Thr 


Leu 


Asn 




275 










280 










285 








Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Leu 


He 



290 295 300 
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Arg Leu Gly Arg Arg Thr Trp Asp Ser Gin Asn Asn 
305 310 315 

<210> 2589 
<211> 348 
<212> PRT 

<213> Unknown ( 5262456-dir-612-12 conceptual translation of range 61285- 
62326) 

<220> 

<221> VARIANT 

<222> (1)...(348) 

<223> Xaa = Any Amino Acid 

<400>2589 

Leu lie Phe Cys Pro Met Ala Asn Thr Leu Ser Ser Leu Asn Ser Cys 

15 10 15 

Asn Val Phe Leu Leu Val Leu Asn Arg Val Met Gly Met Thr Asn Ser 

20 25 30 

Ser Val Lys Gly Asp Phe lie Leu Val Gly Phe Ser His Gin Pro His 

35 40 45 

Leu Glu Lys lie Leu Phe Val Ala Val Leu lie Ser Tyr Leu Leu Thr 

50 55 60 

Leu Val Gly Asn Thr Val lie lie Leu lie Cys Ser Val Asp Pro Lys 
65 70 75 80 

Leu Lys Thr Pro Met Tyr Phe Phe Leu Ser His Leu Ser Leu Val Asp 

85 90 95 

lie Cys Phe Thr Thr Ser lie Val Pro Gin Leu Leu Trp Asn Leu Lys 

100 105 110 

Gly Pro Asp Lys Thr He Thr Phe Leu Gly Cys Val He Gin Leu Tyr 

115 120 125 

He Ser Leu Ala Leu Gly Ser Thr Glu Cys Val Leu Leu Ala Val Met 

130 135 140 

Ala Phe Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu His Tyr Thr Ala 
145 150 155 160 

Val Met Asn Pro Gin Leu Cys Gin Ala Leu Ala Gly Val Ala Trp Leu 

165 170 175 

Ser Gly Val Gly Asn Thr Leu He Gin Gly Thr Val Thr Leu Trp Leu 

180 185 190 

Pro Arg Cys Gly His Arg Leu Leu Gin His Phe Phe Cys Glu Val Pro 

195 200 205 

Ser Met He Lys Leu Ala Cys Vai Asp He His Asp Asn Glu Val Gin 

210 215 220 

Leu Phe Val Ala Ser Leu Val Leu Leu Leu Leu Pro Leu Val Leu He 
225 230 235 240 

Leu Leu Ser Tyr Gly His He Ala Lys Val Val He Arg He Lys Ser 

245 250 255 

Val Gin Ala Trp Cys Lys Gly Leu Gly Thr Cys Gly Ser His Leu He 

260 265 270 

Val Val Ser Leu Phe Cys Gly Thr He Thr Ala Val Tyr He Gin Ser 

275 280 285 

Asn Ser Ser Tyr Ala His Ala His Gly Lys Phe He Ser Leu Phe Tyr 

290 295 300 

Thr Val Val Thr Pro Thr Leu Asn Pro Leu He Tyr Thr Leu Arg Asn 
305 310 315 320 

Asn Asp Val Lys Gly Ala Leu Arg Leu Phe Asn Arg Asp Leu Gly Thr 

325 330 335 

Xaa Lys Met Lys Gin Ser Thr Gin Arg Ser Thr Phe 
340 345 

<210> 2590 
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<211> 312 \ 
<212> PRT 

<213> Unknown ( 200153-dir-0-ll conceptual translation of range 1-936) 



<400>2590 



Met 


Glu 


Val 


Asp 


Ser 


Asn 


Ser 


Ser 


Ser 


Gly 


Thr 


Phe 


He 


Leu 


Met 


Gly 


1 








5 










10 








■ 


15 




Val 


Ser 


Asp 


His 


Pro 


His 


Leu 


Glu 


He 


He 


Phe 


Phe 


Ala 


Val 


He 


Leu 






20 










25 










30 






Ala 


Ser 


Tvr 


Leu 


Leu 


Thr 


Leu 


Val 


Gly 


Asn 


Leu 


Thr 


He 


He 


Leu 


Leu 






35 










40 










45 








Ser 


.rvi y 


Leu 


Asp 


Ala 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 














55 










60 










Asn 


Leu 


Oct 


Ser 


Leu 


Asp 


Leu 


Ala 


Phe 


Thr 


Thr 


Ser 


Ser 


Val 


Pro 


Gin 












70 










75 










80 




T .on 




Asn 


Leu 


ir 


Gly 


Pro 


Asp 


Lvs 


Thr 


He 


Ser 


Tyr 


Gly 


Gly 










DC 

O Zj 










90 










95 




V— _y ir> 


Val 


1 I1X 


fll n 


T .on 


xyx 


Val 


Phe 


Leu 


Trn 


Leu 


Glv 


Ala 


Thr 


Glu 


Cys 








1 nn 

ivU 










105 










110 






Aie 


Leu 


Leu 


val 


val 


Kit: i. 


Ala 


Phe 


Asp 


/\x y 


Tvr 


Val 


Ala 


Val 


Cvs 


Arg 






1 1 c 

JL X D 










120 










125 








Pro 


Leu 


rix S 


Tyr 




1 111 


Val 


Met 


Asn 


Pro 


Arg 


Leu 


Cvs 


Trr> 


Glv 


Leu 




1 *jn 
IjU 










135 










140 










Ala 


Axa 


lie 


ber 


Trp 


Leu 


Gly Gly 


Leu 


v3 1 _y 


Asn 


Ser 


Val 


He 


Gin 


Ser 


145 










XOU 










1 55 
i ~j -> 










160 


jl nr 


irne 


i nr 


Leu 


V?1I1 


Leu 


Pro 


Phe 


v_ys» 


Glv 
uxy 


His 


Arg 


Lys 


Val 


Asp 


Asn 










lOJ 










170 










175 




Pne 


Leu 


Cys 


LjXU 


Val 


Pro 


Ala 


Met 


Tip 
lie 


uy & 


Leu 


Ala 


Cys 


Glv 


Asp 


Thr 








1 OA 

xoU 










1 R5 

X O J 










190 






Ser 


Leu 


Asn 


ulU 


AX cl 


v d x 


Leu 


Asn 


Gly 


Val 


Cvs 


Thr 


Phe 


Phe 


Thr 


Val 






Xi? D 










200 










205 








Val 


Pro 


Val 


Ser 


Val 


He 


Leu 


Val 


Ser 


Tyr 


Cys 


Phe 


He 


Ala 


Gin 


Ala 




210 










215 










220 










Val 


Met 


Lys 


He 


Arg 


Ser 


Val 


Glu 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Asn 


Thr 


225 










230 










235 










240 


Cys 


Val 


Ser 


His 


Leu 


Val 


Val 


Val 


Phe 


Leu 


Phe 


Tyr 


Gly 


Ser 


Ala 


He 








245 










250 










255 




Tyr 


Gly 


Tyr 


Leu 


Leu 


Pro 


Ala 


Lys 


Ser 


Ser 


Asn 


Gin 


Ser 


Gin 


Gly 


Lys 








260 










265 










270 






Phe 


lie 


Ser 


Leu 


Phe 


Tyr 


Ser 


Val 


Val 


Thr 


Pro 


Met 


Val 


Asn 


Pro 


Leu 






275 










280 










285 








lie 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Leu 


Gly 


Arg 


Leu 




290 










295 










300 










Leu 


Gly 


Lys 


Gly Arg Gly 


Ala 


Ser 



















305 310 



<210> 2591 
<211> 157 
<212>*PRT 

<213> Unknovm ( 902728-dir-0-6 conceptual translation of range 2-472) 



<400>2591 



Val 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 


Met 


Thr 


Val 


Met 


Asn 


Pro 


Arg 


Leu 


Cys 


1 






5 










10 










15 




Trp 


Val 


Leu 


Ala 


Ala 


He 


Ser 


Trp 


Leu 


Gly Gly 


Leu 


Gly Asn 


Ser 


Val 








20 










25 










30 






He 


Gin 


Ser 
35 


Thr 


Phe 


Thr 


Leu 


Gin 
40 


Leu 


Pro 


Phe 


Cys 


Gly 
45 


His 


Arg 


Lys 


Val 


Asp 
50 


Asn 


Phe 


Leu 


Cys 


Glu 
55 


Val 


Pro 


Ala 


Met 


He 
60 


Lys 


Leu 


Ala 


Cys 


Gly Asp 


Thr 


Ser 


Leu 


Asn 


Glu 


Ala 


Val 


Leu 


Asn 


Gly Val 


Cys 


Thr 


Phe 
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65 70 75 80 

Phe Thr Ala Val Pro Leu Ser lie He Leu Val Ser Tyr Cys Phe He 

85 90 95 

Ala Gin Ala Val Met Lys He Arg Ser Val Glu Gly Arg Arg Lys Ala 

100 105 110 

Phe Asn Thr Cys Val Ser His Leu Val Val Val Phe Leu Phe Tyr Gly 

115 120 125 

Ser Ala He Tyr Gly Tyr Leu Leu Pro Ala Lys Ser Ser Asn Gin Asp 

130 135 140 

Gin Gly Lys Phe He Ser Leu Phe Tyr Ser Val Val Thr 
145 150 155 

<210> 2592 
<211> 312 
<212> PRT 

<213> Unknown (pl46-dir-0-ll conceptual translation of range 1-936) 
<400>2592 

Met Asp Gly Val Asn Asp Ser Ser Leu Gin Gly Phe Val Leu Met Ser 

15 10 15 

! He Ser Asp His Pro Gin Leu Glu Met He Phe Phe He Ala He Leu 
20 25 30 

Phe Ser Tyr Leu Leu Thr Leu Leu Gly Asn Ser Thr He He Leu Leu 

3.5 40 45 

Ser Arg Leu Glu Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leii Ser 

50 55 60 

Asn Leu Ser Ser Leu Asp Leu Ala Phe Ala Thr Ser Ser Val Pro Gin 
65 70 75 80 

Met Leu He Asn Leu Trp Gly Pro Gly Lys Thr He Ser Tyr Gly Gly 

85 90 95 

Cys He Thr Gin Leu Tyr Val Phe Leu Trp Leu Gly Ala Thr Glu Cys 

100 105 110 

He Leu Leu Val Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Arg 

115 120 125 

Pro Leu Arg Tyr Thr Ala He Met Asn Pro Gin Leu Cys Trp Leu Leu 

130 135 140 

Ala Val He Ala Trp Leu Gly Gly Leu Gly Asn Ser Val He Gin Ser 
145 150 155 160 

Thr Phe Thr Leu Gin Leu Pro Leu Cys Gly His Arg Arg Val Glu Gly 

165 170 175 

Phe Leu Cys Glu Val Pro Ala Met He Lys Leu Ala Cys Gly Asp Thr 

180 185 190 

Ser Leu Asn Gin Ala Val Leu Asn Gly Val Cys Thr Phe Phe Thr Ala 

195 200 205 

Val Pro Leu Ser He He Val He Ser Tyr Cys Leu He Ala Gin Ala 

210 215 220 

Val Leu Lys He His Ser Ala Glu Gly Arg Arg Lys Ala Phe Asn Thr 
225 230 235 240 

Cys Leu Ser His Leu Leu Val Val Phe Leu Phe Tyr Gly Ser Ala Ser 

245 250 255 

Tyr Gly Tyr Leu Leu Pro Ala Lys Asn Ser Lys Gin Asp Gin Gly Lys 

260 265 270 

Phe He Ser Leu Phe Tyr Ser Leu Val Thr Pro Met Val Asn Pro Leu 

275 280 285 

He Tyr Thr Leu Arg Asn Met Glu Val Lys Gly Ala Leu Arg Arg Leu 

290 295 300 

Leu Gly Lys Gly Arg Glu Val Gly 
305 310 

<210> 2593 
<211> 216 
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<212> PRT 

<213> Unknown (2921701-dir-0-8 conceptual translation of range 2-648) 



<400>2593 



Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Cys 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Leu 


Cvs 


Ser 


He 


Arg 


Lys 


Val 


He 


Ser 


Tyr 


Arg 


Gly 


Cys 


Val 


Ala 








20 










25 










30 






Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ala 


Leu 


Gly 


Ala 


Thr 


Glu 


Tyr 


Leu 


Leu 


Leu 






35 










40 










45 








Ala 


Val 


Met 


Ser 


Phe 


Asp 


Ara 


Phe 


Val 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


His 




50 










55 










60 












Ser 


Val 


He 


Met 


His 


Gin 


Arg 


Leu 


Cys 


Leu 


Gin 


Leu 


Ala 


Ala 


Ala 


65 










70 










75 










80 


Ser 




Val 


Thr 




Phe 


Ser 


Asn 


Ser 


Val 


Mr 


Leu 


Ser 


Thr 


Leu 


Thr 










85 










90 










95 




Leu 


Gin 


Leu 


Pro 


Leu 


Cys 


Asp 


Pro 




Val 


He 


Asp 


His 


Phe 


Leu 


Cvs 








100 










105 










110 






Glu 


v d -i. 


Jr J. 


ft 1 a 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Val 


Glu 


Thr 


Thr 


Ala 


Asn 






115 










120 










125 








Glu 


Ala 


Glu 


Leu 


Phe 


Leu 


Val 


Ser 


Glu 


Leu 


Phe 


His 


Leu 


He 


Pro 


Leu 




130 










135 










140 










Thr 


Leu 


lie 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Arg 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


lie 


Gin 


Ser 


Ala 


Glu 


Gly Arg 


Gin 


Lys 


Ala 


Phe 


Gly 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


He 


Val 


Val 


Ser 


Leu 


Phe 


Lys 


Gly 


Thr 


Ala 


Val 


Ser 


Val 


Tyr 








180 










185 










190 






Leu 


Gin 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys 


Asp 


Gin 


Gly 


Lys 


Met 


Val 


Ser 






195 










200 










205 








Leu 


Phe 


Tyr 


Gly 


He 


He 


Ala 


Pro 



















210 215 



<210> 2594 
<211> 216 
<212> PRT 

<213> Unknown (2921699-dir-0-8 conceptual translation of range 2-649) 



<400>2594 



Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Cys 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Leu 


Cys 


Ser 


He 


Arg 


Lys 


Val 


He 


Ser 


Tyr Arg Gly Cys 


Val 


Ala 








20 










25 










30 






Gin 


Leu 


Phe 
35 


He 


Phe 


Leu 


Ala 


Leu 
40 


Gly 


Ala 


Thr 


Glu 


Tyr 
45 


Leu 


Leu 


Leu 


Ala 


Val 
50 


Met 


Ser 


Phe 


Asp 


Arg 
55 


Phe 


Val 


Ala 


He 


Cys 
60 


Arg 


Pro 


Leu 


His 


Tyr 


Ser 


Val 


He 


Met 


His 


Gin 


Arg 


Leu 


Cys 


Leu 


Gin 


Leu 


Ala 


Ala 


Ala 


65 










70 










75 










80 


Ser 


Trp 


Val 


Thr Gly 


Phe 


Ser 


Asn 


Ser 


Val 


Trp 


Leu 


Ser 


Thr 


Leu 


Thr 










85 










90 










95 




Leu 


Gin 


Leu 


Pro 
100 


Leu 


Cys 


Asp 


Pro 


Tyr 
105 


Val 


He 


Asp 


His 


Phe 
110 


Leu 


Cys 


Glu 


Val 


Pro 
115 


Ala 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cys 


Val 


Glu 


Thr 
125 


Thr 


Ala 


Asn 


Glu 


Ala 
130 


Glu 


Leu 


Phe 


Leu 


Val 
135 


Ser 


Glu 


Leu 


Phe 


His 
140 


Leu 


He 


Pro 


Leu 


Thr 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Arg 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


He 


Gin 


Ser 


Ala 


Glu 


Gly 


Arg 


Gin 


Lys 


Ala 


Phe 


Gly Thr 


Cys 


Gly 


Ser 



165 170 175 
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His Leu lie Val Val Ser Leu Phe Tyr Ser Thr Ala Val Ser Val Tyr 

180 185 190 

Leu Gin Pro Pro Ser Pro Ser Ser Lys Asp Gin Gly Lys Met Val Ser 

195 200 205 

Leu Phe Tyr Gly lie lie Ala Pro 
210 215 

<210> 2595 
<211> 215 
<212> PRT 

<213> Unknown (2921706-dir-0-8 conceptual translation of range 2-646) 
<220> 

<221> VARIANT 

<222> (1) . . . (215) 

<223> Xaa = Any Amino Acid 



<400>2595 



Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Cys 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Leu 


Cys 


Ser 
20 


He 


Arg 


Lys 


Val 


He 
25 


Ser 


Tyr 


Arg 


Gly 


uys 
30 


v d j. 


Ala 


Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ala 


Leu 


Gly Ala 


Thr 


Glu 


Tyr 


Leu 


Leu 


Leu 






35 










40 










45 








Ala 


Val 


Thr 


Ser 


Leu 


He 


Gly Cys 


Ser 


Tyr 


Cys 


Arg 


Pro 


Leu 


His 


Tyr 




50 










55 










60 










Ser 


Val 


lie 


Met 


His 


Gin 


Arg 


Leu 


Cys 


Leu 


Gin 


Leu 


Ala 


Ala 


Ala 


Ser 


65 










70 










75 










80 


Trp 


Val 


Thr 


Gly 


Phe 
85 


Ser 


Asn 


Ser 


Val 


Trp 
90 


Leu 


Ser 


Thr 


Leu 


Thr 

95 ■ 


Leu 


Gin 


Leu 


Pro 


Leu 
100 


Cys 


Asp 


Pro 


Tyr 


Val 
105 


He 


Asp 


His 


Phe 


Leu 
110 


Cys 


Glu 


Val 


Pro 


Ala 
115 


Leu 


Leu 


Lys 


Leu 


Ser 
120 


Cys 


Val 


Glu 


Thr 


Thr 
125 


Ala 


Asn 


Glu 


Ala 


Glu 
130 


Leu 


Phe 


Leu 


Asp 


Ser 
135 


Glu 


Leu 


Phe 


His 


Leu 
140 


He 


Pro 


Leu 


Thr 


Leu 


lie 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Arg 


Ala 


Val 


Leu 


Arg 


He 


145 










150 










155 










160 


Gin 


Ser 


Ala Glu Gly Arg 


Gin 


Lys 


Ala 


Phe 


Gly 


Thr 


Cys 


Gly 


Ser 


His 










165 










170 










175 




Leu 


lie 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Ser 


Thr 


Ala 


Val 


Ser 


Val 


Tyr 


Leu 








180 








185 










190 






Xaa 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys 


Asp Gin Gly 


Lys 


Met 


Val 


Ser 


Leu 






195 










200 










205 








Phe 


Tyr 
210 


Gly 


He 


He 


Ala 


Pro 
215 





















<210> 2596 
<211>, 112 
<212> PRT 

<213> Unknown ( 1142995-dir-0-5 conceptual translation of range 1-336) 
<400>2596 

Arg Pro Leu His Tyr Ser Val He Met His Gin Arg Leu Cys Leu Gin 

15 10 15 

Leu Ala Ala Val Ser Trp He He Gly Phe Gly Asn Ser Val Trp Leu 

20 25 30 

Ser lie Leu Thr Leu Gin Leu Pro Arg Cys Gly His Tyr Val He Asp 

35 40 45 

His Phe Leu Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Val Asp 
50 55 60 
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Leu Thr Pro Leu Ser Leu lie Leu Thr Ser Tyr Ala Phe lie Ala 

85 90 95 

Ala lie Leu Lys lie Gin Ser Ala Glu Gly Arg Gin 1 Lys Ala Phe 
100 105 110 



Val Thr Ala Asn Glu Ala Glu Leu Phe Phe Val Ser Val Phe Phe 
65 70 75 



His 

80 

Arg 



Gly 



<210> 2597 
<211> 314 
<212> PRT 

<213> Unknown (3080457-rev-750-12 conceptual translation of range 75137- 
76079) 



<400>2597 



Asn 


wee 


Asn 


Trp Val 


Asn 


Lys 


Ser 


Val 


Pro 






XT Xltr 


He 


Leu 


Leu 


i 








c 
D 










JL U 










X. -) 




vai 


Fne 


Ser 


Asp 




Pro 


Trp 


Leu 


blU 


ne 


Pro 


Pro 


T>V»Q 

rue 


vai 


Mot- 
ile u 


T>V, O 


















z o 










J \J 






L»eu 


Fne 


Ser 


Tyr 


lie 


T mi » 

Lieu 


inr 


lie 


Fne 




Asn 


Leu 


l nr 


lie 


lie 


Leu 






3 b 










A ft 










A R 








va J. 


Ser 


His 


vax 


Asp 


Fne 


L»ys 


Leu 


HIS 


l nr 


Pro 




Tyr 


rflc 


riie 


Leu 




DO 




















o u 










Ser 


Asn 


Leu 


Ser 


Leu 


Leu 


ASp 


L»eu 


Cys 


Tyr 


Thr 


inr 


Ser 


i nr 


vai 


Pro 


c a 
D D 










n ft 










/ D 










o u 


Gin 


Met 


Leu 


vai 


Asn 


T "I ^ 

lie 


Cys 


Asn 


rpV> 

i nr 


Arg 


Lys 


vai 


lie 


Ser 


Tyr 


v^iy 










Q C 










q n 














Gly 


Cys 


Val 


Ala 


bin 


Leu 


Fne 


lie 


Fne 


L#eu 


Ala 

Aia 


Leu 


L?ly 


oer 


i nr 


VjrlU 








1UU 










IUj 










1 1 u 






Cys 


Leu 


Leu 


T ah 
bell 


r\. J. ct 


vai 


rieu 


Cys 


Fne 


Asp 


Arg 


Fne 


vai 


Ala 


ne 


Cys 






11C 
11 J 










1 9fJ 

X A \J 










X A J 








Arg 


Pro 


Leu 


His 




Cor 
Del 


J. -L fc: 


Tip 


ITltr V. 


His 


C\ n 

O XI I 




Leu 


Cys 


Phe 


Gin 




130 










135 










140 










Leu 


Ala 


Ala 


Ala 


Ser 


Trp 


He 


Ser 


Gly 


Phe 


Ser 


Asn 


Ser 


Val 


Leu 


Gin 


145 










150 










155 










160 


Ser 


Thr 


Trp 


Thr 


Leu 


Lys 


Met 


Pro 


Leu 


Cys 


Gly 


His 


Lys 


Glu 


Val 


Asp 










165 










170 










175 




His 


Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Val 


Asp 








180 










185 










190 






Thr 


Thr 


Ala 


Asn 


Glu 


Ala 


Glu 


Leu 


Phe 


Phe 


He 


Ser 


Val 


Leu 


Phe 


Leu 






195 










200 










205 








Leu 


He 


Pro 


Val 


Thr 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Gin 




210 










215 










220 










Ala 


Val 


Leu 


Arg 


He 


Gin 


Ser 


Ala 


Glu 


Gly 


Gin 


Arg 


Lys 


Ala 


Phe 


Gly 


225 










230 










235 










240 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


He 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Ala 










245 










250 










255 




He 


Ser 


Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys 


Asp 


Arg 


Gly 








260 










265 










270 






Lys 


Met 


Val 


Ser 


Leu 


Phe 


Cys 


Gly 


He 


He 


Ala 


Pro 


Met 


Leu 


Asn 


Pro 






275 










280 










285 








Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Glu 


Ala 


Phe 


Lys 


Arg 




290 










295 










300 










Leu 


Leu 


Gin 


Arg 


Val 


Phe 


Leu 


He 


Lys 


Lys 















305 310 



<210> 2598 
<211> 343 
<212> PRT 

<213> Unknown (506841-dir-0-12 conceptual translation of range 60-1090) 
<220> 
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<221> VARIANT 

<222> <!)... (343) 

<223> Xaa = Any Amino Acid 

<400>2598 

Cys lie lie Tyr Met Ser Val Ala Asn Glu Ser lie Ser Arg Glu Phe 

1 5 10 15 

lie Leu Leu Gly Phe Ser Asp Arg Pro Trp Leu Glu Leu Pro Leu Phe 

20 25 30 

Val Val Phe Leu Val Ser Tyr lie Leu Thr lie Phe Gly Asn Met Met 

35 40 45 

lie lie Leu Val Ser Arg Leu Asp Ser Lys Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe Leu Thr Asn Leu Ser Leu Leu Asp Leu Cys Tyr Thr Thr Ser 
65 70 75 80 

Thr Val Pro Gin Met Leu lie Asn lie Cys Ser Thr Arg Lys Val lie 

85 90 95 

Ser Tyr Gly Gly Cys Val Val Gin Leu Phe lie Phe Leu Ser Leu Gly 

100 105 110 

Ser Thr Glu Cys Phe Leu Leu Gly Val Met Ser Leu Asp Arg Phe Leu 
i 115 120 125 

Ala lie Cys Arg Pro Leu His Tyr Ser Val lie Met His Gin Arg Arg 

130 135 140 

Cys Leu His Leu Ala Ala Ala Cys Trp lie Ser Gly Phe Ser Asn Ser 
145 150 155 160 

Val Leu Gin Ser Thr Trp Thr Leu Gin Met Pro Leu Cys Gly His Lys 

165 170 175 

Glu Val Asp His Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser 

180 185 190 

Cys Val Asp Thr Thr Ala Asn Glu Ala Glu Leu Phe Phe lie Ser Val 

195 200 205 

Leu Phe Leu Leu He Pro Val Thr Leu He Leu He Ser Tyr Ala Phe 

210 215 220 

lie Val Gin Ala Val Leu Lys lie Arg Ser Ala Glu Cys Arg Arg Lys 
225 230 235 240 

Ala Phe Gly Thr Cys Gly Ser His Leu He Val Val Val Leu Phe Tyr 

245 250 255 

Gly Thr Ala He Tyr Met Tyr Leu Gin Pro Pro Ser Pro Ser Ser Lys 

260 265 270 

Asp Arg Gly Lys Met Val Ser Leu Phe Tyr Gly He He Thr Pro Met 

275 280 285 

Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Glu Glu Val Lys Gly Ala 

290 295 300 

Phe Lys Arg Leu Met Lys Arg He He Leu He Gly Lys Xaa Gly Val 
305 310 315 * 320 

Pro Glu Xaa Xaa Pro Tyr Xaa Tyr Lys Tyr He Phe He Ala Cys Lys 

325 330 335 

Leu Tyr Cys Phe Leu Leu Cys 
340 

<210> 2599 
<211> 348 
<212> PRT 

<213> Unknown ( 3093312-rev-75-13 conceptual translation of range 7680-8721) 
<220> 

<221> VARIANT 

<222> (1)...(348) 

<223> Xaa = Any Amino Acid 

<400>2599 
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Leu 


lie 


Ala 


Phe 


Leu 


Ser 


Tyr 


He 


Phe 


Leu 


Gly 


Val 


Arg 


Asn 


Lys 


Xaa 


1 








5 










10 










15 




Val 


lie 


Met 


Asn 


Tro 


Glu 


Asn 


Glu 


Ser 


Ser 


Pro 


Lys 


Glu 


Phe 


He 


Leu 








20 










25 










30 






Leu 


Glv 


Phe 


Ser 


Asp 


Arg 


Ala 


Trp 


Leu 


Gin 


Met 


Pro 


Leu 


Phe 


Val 


Val 






35 










40 










45 








T.oii 
Jj tr Ul 


T .011 


He 


Ser 


TVr 


Thr 


He 


Thr 


He 


Phe 


Gly 


Asn 


Val 


Ser 


He 


Met 




50 










55 










60 










iric? c 


V d X 




He 


Leu 


Asp 


Pro 


Lys 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 










70 










75 










80 


T.oii 


X Hi 


noli 


Leu 


Ser 


He 


Leu 


Asp 


Leu 


Cvs 


Tyr 


Thr 


Thr 


Thr 


Thr 


Val 










85 










90 










95 




Pro 


His 


Met 


Leu 


Val 


Asn 


He 


Glv 


Cys 


Asn 


Lys 


Lvs 


Thr 


He 


Ser 


Tyr 








100 










105 










110 






Alp 
r\-L ci 




cys 


VwX 


Ala 


His 


Leu 


He 


He 


Phe 


Leu 


Ala 


Leu 


Glv 


Ala 


Thr 






i i i; 

XI J 










120 










125 








f2l 11 


Cys 


Leu 


i_»eu 


T.oii 


Ala 


Val 


Met 


Ser 


Phe 


Asp 


Arg 


Tvr 

* Jr *■ 


Val 


Ala 


Val 




X J 1/ 










135 










140 










Cys 


Arg 


Pro 


L>eu 


n jl o 


xyi 


Val 


Val 


He 


Met 


Asn 


Tvr 


Tro 


Phe 


Cvs 

^— Jr *-* 


Leu 


1 










ISO 

J 'U 










155 










160 


Arg 


neu 


nla 


Ala 


pv, c, 
Jrii t: 


Cor 

OCX 


up 


jL»eu 


Tip 


Glv 


Phe 


Glv 


Asn 


Ser 


Val 


Leu 










ID J 










170 










175 






Ser 


Ser 


Leu 




Leu 


Asn 


Mot* 


Pro 


A "r~rr 

nig 




Glv 


His 


Gin 


Glu 


Val 








low 










l ft S 

X O J 










190 






Asp 


HIS 


rne 


D Via 


Cys 


ulU 


v« 1 

Veil 


Pro 


A 1 T 

AXa 


Leu 


T.on 


T .A./' «2 
X>Jf £> 


Leu 


Ser 


w b 


Ala 






1QC 










9nn 

^ V KJ 










205 








ASp 


Tnr 


Lys 


Pro 


lie 


r*l ii 

bill 


a 1 a 
nla 


til 11 


Leu 


Jr lit; 


Phe 


Phe 


Ser 


Val 


Leu 


He 




ni ft 
z 1 U 










Zl J 










2 20 










Leu 


Leu 


lie 


Pro 


vai 


i nr 


Leu 


Tl o 

ne 


Leu 


Tip 
XXc 


Ocl 


lyi 


Glv 


php 

rue 


Ilo 

XXC 


Ala 












Z J u 










235 










240 




ai a 


val 


Leu 


Lys 


Tl o 

lie 


Arg 




Ala 
nX d 


Gl ii 
ux u 


Gl v 
oxy 


Arg 


Gin 


Lys 


Ala 


Phe 




















250 










255 




v»iy 


i nr 


Cys 


vsiy 


Ser 


nl s 




Tl o 

116 


VOX 


Val 


Ser 


Leu 


Phe 


xyx 


Glv 


Thr 








9 An 










2 65 










270 






Aid 


Tl 

lie 




rae u 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Ser 


Thr 


Ser 


Lys 


Asp 








275 










280 










285 








Gly 


Lys 


Met 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


He 


He 


Thr 


Ser 


Met 


Leu 


Asn 




290 










295 










300 










Ser 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Glu 


Ala 


Phe 


Lys 


305 










310 










315 










320 


Arg 


Leu 


Met 


Pro 


Arg 


He 


Phe 


Phe 


Cys 


Lys 


Lys 


Xaa 


Arg 


Ser 


Thr 


Pro 










325 










330 










335 




Ser 


Val 


Met 


Arg 


He 


Phe 


Leu 


Val 


Phe 


Pro 


Tyr 


Leu 











340 345 



<210> 2600 
<211> 272 
<212> PRT 

<2 1 3 >^ Unknown ( 5262456-rev-0-10 conceptual translation of range 184-1000) 
<400>2600 

Met Trp He Asn Asn Gin Ser Ser Leu Asp Asp Phe He Leu Leu Gly 

15 10 15 

Phe Ser Asp Arg Pro Trp Leu Glu Thr Pro Leu Val He Phe Leu Val 

20 25 30 

Ala Tyr He Phe Ser Leu Phe Gly Asn He Ser He He Leu Val Ser 

35 40 45 

His Leu Asp Pro Gin Leu Asp Ser Pro Met Tyr Phe Phe Val Ser Asn 

50 55 60 

Leu Ser Phe Leu Asp Leu Cys Tyr Thr Thr Ser Thr Val Pro Gin Met 
65 70 75 80 
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Leu 


Val 


Asn 


Leu 


Arg 
85 


Gly 


Pro 


Glu 


Lys 


Thr 
90 


He 


Ser 


Tyr 


Gly 


Gly 
95 


Cys 


Val 


Ala 


Gin 


Leu 
100 


Tyr 


He 


Phe 


Leu 


Ala 
105 


Leu 


Gly 


Ser 


Thr 


Glu 
110 


Cys 


He 


Leu 


Leu 


Ala 
115 


He 


Met 


Ala 


Phe 


Asp 
120 


Arg 


Tyr 


Ala 


Ala 


He 
125 


Cys 


Lys 


Pro 


Leu 


His 
130 


Tyr 


Pro 


Val 


He 


Met 
135 


Asn 


His 


Arg 


Arg 


Cys 
140 


He 


His 


Met 


Ala 


Ala 


Gly 


Thr 


Trp 


He 


Ser 


Gly 


Phe 


Ala 


Asn 


Ser 


Leu 


Val 


Gin 


Ser 


Thr 


145 










150 










155 










160 


Leu 


Thr 


Val 


Val 


Ala 
165 


Pro 


Arg 


Cys 


Gly 


Gin 
170 


Arg 


Val 


Leu 


Asp 


His 
175 


Phe 


Phe 


Cys 


Glu 


Val 
180 


Pro 


Ala 


Leu 


Leu 


Lys 
185 


Leu 


Ala 


Cys 


He 


Asp 
190 


He 


Arg 


Val 


Asn 


Glu 
195 


Met 


Glu 


Leu 


Asn 


Val 
200 


Leu 


Gly 


Ala 


Leu 


Leu 
205 


Leu 


Leu 


Met 


Pro 


Leu 
210 


Thr 


Leu 


He 


Leu 


Gly 
215 


Thr 


Tyr 


Val 


Phe 


He 
220 


Ala 


Gin 


Ala 


Val 


Met 


Arg 


He 


Cys 


Ser 


Ala 


Glu 


Ser 


Arg 


Trp 


Lys 


Ala 


Phe 


Asn 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Leu 


Leu 
245 


Val 


Val 


Ser 


Leu 


Phe 
250 


Tyr 


Phe 


Thr 


Ala 


He 
255 


Ser 


Met 


Tyr 


Val 


Gin 
260 


Pro 


Pro 


Ser 


Ser 


Tyr 
265 


Ser 


His 


Asp 


Arg 


Gly 
270 


Lys 


He 



<210> 2601 
<211> 350 
<212> PRT 

<213> Unknown ( 3093312-dir-1027-12 conceptual translation of range 102817- 
103865) 

<220> 

<221> VARIANT 

<222> (1) (350) 

<223> Xaa = Any Amino Acid 

<400>2601 

Phe Leu Ser Gly Asn Arg Lys Xaa Met Met Met Glu Lys Xaa Asn Ala 

15 10 15 

Ser Ser Glu Gly Tyr Phe He Leu Val Gly Phe Ser Asn Trp Pro Tyr 

20 25 30 

Leu Glu Val Val Leu Phe Val Val He Leu He Phe Cys Leu Met Thr 

35 40 45 

Leu He Gly Asn Leu Phe He He He Leu Thr Tyr Leu Asp Ser His 

50 55 60 

Leu His Thr Pro Leu Tyr Phe Phe Leu Ser Asn Leu Ser Phe Leu Asp 
65 70 7 5 80 

Leu Cys Tyr Thr Thr Ser Ser He Pro Gin Leu Leu Val Ser Leu Trp 

85 90 95 

Gly Val Glu Lys Thr He Ser Tyr Ala Gly Cys Met Val Gin Leu Tyr 

100 105 110 

Phe Phe Leu Thr Leu Gly Thr Thr Glu Cys Val Leu Leu Val Val Met 

115 120 125 

Ser Tyr Asp Arg Tyr Ala Ala Val Cys Arg Pro Leu His Tyr Thr Val 

130 135 140 

Leu Met His Ser Arg Phe Cys His Leu Leu Ala Val Ala Ser Trp Val 
145 150 155 160 

Ser Gly Phe Thr Asn Pro Ala Leu His Ser Ser Phe Thr Phe Trp Val 

165 170 175 

Pro Leu Cys Gly His Arg Gin He Asp His Phe Phe Cys Glu Val Pro 
180 185 190 
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Ala 


Leu 


Leu 


Xaa 


Leu 


Ser 


Phe 


Val 


Asn 


Thr 


Arg Glu 


Asn 


Lys 


Leu 


Thr 






195 










200 










205 








Leu 


Met 
210 


He 


Thr 


Ser 


Ser 


He 
215 


Phe 


Val 


Leu 


Leu 


Leu 
220 


Leu 


Thr 


Leu 


He 


Phe 


Thr 


Ser 


Tyr 


Gly 


Ala 


He 


Ala 


Gin 


Ala 


Val 


Leu 


Arg 


Met 


Gin 


Ser 


225 










230 










235 










240 


Thr 


Thr 


Gly 


Leu 


Gin 
245 


Lys 


Val 


Phe 


Gly 


Thr 
250 


Cys 


Gly 


Ala 


His 


His 
255 


Met 


Val 


Val 


Ser 


Leu 
260 


Phe 


Phe 


He 


Pro 


Ala 
265 


Met 


Cys 


Met 


Tyr 


Leu 
270 


Gin 


Pro 


Pro 


Ser 


Gly 


Asn 


Ser 


Gin 


Asp 


Gin Gly 


Lys 


Phe 


He 


Ala 


Leu 


Phe 


Tyr 






275 










280 










285 








Thr 


Val 
290 


Val 


Thr 


Pro 


Ser 


Leu 
295 


Asn 


Pro 


Leu 


He 


Tyr 
300 


Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Arg 


Gly 


Val 


Val 


Lys 


Arg 


Leu 


Arg Gly 


Trp 


Glu 


Xaa 


Ala 


305 










310 










315 










320 


Cys 


Val 


Cys 


Val 


He 
325 


Leu 


Thr 


He 


Xaa 


Trp 
330 


Ser 


Leu 


Ser 


Ser 


Gin 
335 


Xaa 


Phe 


He 


His 


Leu 
340 


Phe 


He 


Tyr 


Gin 


Pro 
345 


Phe 


Phe 


Tyr 


Ser 


Leu 
350 







<210> 2602 
<211> 205 
<212> PRT 

<213> Unknown (5262456-dir-273-9 conceptual translation of range 27452-28066) 



<400>2602 




























Gin 


Lys 


He 


Ala 


Lys 


Met 


He 


Asn 


Asp 


Ser 


Tyr 


Phe 


Gly 


Trp 


Leu 


Met 


1 








5 










10 










15 




Leu 


Leu 


Gly 


Phe 
20 


Pro 


Gly 


Lys 


Pro 


Gin 
25 


Leu 


Glu 


Met 


He 


He 
30 


Ser 


Gly 


Val 


Val 


Phe 
35 


Phe 


Phe 


Tyr 


Ala 


He 
40 


Ser 


Leu 


Met 


Gly 


Asn 
45 


Met 


Val 


Leu 


He 


Leu 
50 


Leu 


Pro 


Leu 


Leu 


Asp 
55 


Lys 


His 


Leu 


Gin 


Thr 
60 


Pro 


He 


Tyr 


Phe 


Phe 


Leu 


Arg 


Asn 


Leu 


Ala 


He 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Asn 


He 


65 










70 










75 










80 


Val 


Pro 


Gin 


Met 


Leu 


Val 


Asn 


Ala 


Trp Gly 


Lys 


Asp 


Lys 


Lys 


He 


Thr 










85 










90 










95 




Phe 


Gly 


Gly 


Cys 
100 


Ala 


Phe 


Gin 


Leu 


Phe 
105 


Thr 


Asn 


Val 


Thr 


Leu 
110 


Cys 


Thr 


Val 


Glu 


Cys 
115 


Met 


Leu 


Leu 


Ala 


Val 
120 


Met 


Ser 


Tyr 


Asp 


Pro 
125 


Phe 


Asn 


Ala 


Val 


Cys 
130 


Lys 


Pro 


Leu 


Asp 


Tyr 
135 


Met 


Thr 


He 


Met 


Asn 
140 


Pro 


Gin 


Leu 


Cys 


Gin 


Gly 


Leu 


Val 


Ala 


Met 


Thr 


Trp 


Leu 


He 


Gly Val 


Thr 


Asn 


Cys 


Met 


145 










150 










155 










160 


He 


Leu 


Ser 


Pro 


Cys 
165 


Pro 


Val 


Ser 


Leu 


Pro 
170 


Arg 


Cys 


Gly 


Asp 


His 
175 


His 


Leu 


Asp 


His 


Tyr 
180 


Phe 


Cys 


Glu 


He 


Ser 
185 


Ala 


Met 


Val 


Lys 


He 
190 


Ala 


Cys 


Gly 


Ala 


Thr 


Thr 


Val 


Met 


Glu 


Glu 


Thr 


Val 


Arg Val 


Lys 












195 










200 










205 









<210> 2603 
<211> 210 
<212> PRT 

<213> Unknown (2924249-rev-741-9 conceptual translation of range 74285-74912) 
<220> 

<221> VARIANT 
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<222> (1) . . . (210) 

<223> Xaa = Any Amino Acid 



<400>2603 



Ser 


Val 


Lys 


Tyr 


Leu 


Asn 


Glu 


Ser 


Phe 


Pro 


Glu 


Asp 


Phe 


He 


Leu 


Met 


1 








5 










10 










15 




Gly 


Phe 


Val 


Lys 
20 


Tyr 


Pro 


Trp 


Leu 


Asp 
25 


Phe 


Leu 


Leu 


Phe 


Cys 
30 


Val 


Leu 


Leu 


Thr 


Phe 
35 


Tyr 


Met 


Phe 


Thr 


Leu 
40 


Leu 


Gly 


Asn 


Ser 


Ala 
45 


He 


He 


Leu 


Val 


Ser 
50 


Gin 


Leu 


Asp 


Ser 


Gin 
55 


Leu 


His 


Ser 


Pro 


Met 
60 


Tyr 


Phe 


Leu 


Leu 


Thr 


Ser 


Leu 


Ser 


Val 


Leu 


Tyr 


Leu 


Cys 


Phe 


Thr 


Thr 


Thr 


Thr 


Val 


Pro 


65 










70 










75 










80 


Gin 


Met 


Leu 


Phe 


Asn 


Leu 


Gly Gly 


Thr 


Asn 


Lys 


Asn 


He 


Thr 


Xaa 


He 










85 










90 










95 




Gly 


Cys 


Met 


Ala 
100 


Gin 


Ala 


Tyr 


Val 


Phe 
105 


His 


Trp 


Leu 


Ala 


Cys 
110 


He 


Glu 


Cvs 


Val 


Leu 
115 


Leu 


Gly 


lie 


Val 


Ala 
120 


Leu 


Asp 


Cys 


Tyr 


Val 
125 


Ala 


Val 


Cys 


Lys 


Pro 
130 


Pro 


Arg 


Tyr 


Thr 


lie 
135 


He 


He 


Asp 


His 


Lys 
140 


Val 


Cys 


Leu 


His 


Leu 


Ser 


Ser 


Thr 


Ala 


Trp 


Leu 


He 


Gly 


Leu 


Ala 


Asn 


Ser 


Leu 


Leu 


Gin 


145 










150 










155 










160 


Ser 


Thr 


lie 


Thr 


lie 
165 


Gin 


Leu 


Pro 


Leu 


Xaa 
170 


Arg 


Cys 


He 


Ala 


Gin 
175 


He 


Phe 


Leu 


Xaa 


Leu 
180 


Glu 


Ser 


Val 


Thr 


Xaa 
185 


Gin 


Ser 


Leu 


Thr 


Val 
190 


Thr 


Tyr 


Leu 


Xaa 


Asp 


Leu 


Leu 


Gin 


His 


Ser 


He 


Xaa 


Gly Gin 


Leu 


His 


Ala 


Gly 






195 










200 










205 









Glu Leu 
210 



<210> 2604 
<211> 210 
<212> PRT 

<213> Unknown ( 4156137-rev-1191-9 conceptual translation of range 119253- 
119880) 

<220> 

<221> VARIANT 

<222> (1)...(210) 

<223> Xaa = Any Amino Acid 



<400>2604 



Ser 


Val 


Lys 


Tyr 


Leu 


Asn 


Glu 


Ser 


Phe 


Pro 


Glu 


Asp 


Phe 


He 


Leu 


Met 


1 








5 










10 










15 




Gly 


Phe 


Val 


Lys 


Tyr 


Pro 


Trp 


Leu 


Asp 


Phe 


Leu 


Leu 


Phe 


Cys 


Val 


Leu 








20 










25 










30 






Leu 


Thr 


Phe 


Tyr 


Met 


Phe 


Thr 


Leu 


Leu 


Gly 


Asn 


Ser 


Ala 


He 


He 


Leu 






35 










40 










45 








Val 


Ser 


Gin 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 




50 










55 










60 










Thr 


Ser 


Leu 


Ser 


Val 


Leu 


Tyr 


Leu 


Cys 


Phe 


Thr 


Thr 


Thr 


Thr 


Val 


Pro 


65 










70 










75 










80 


Gin 


Met 


Leu 


Phe 


Asn 


Leu 


Gly 


Gly 


Thr 


Asn 


Lys 


Asn 


He 


Thr 


Xaa 


He 










85 










90 










95 




Gly 


Cys 


Met 


Ala 


Gin 


Ala 


Tyr 


Val 


Phe 


His 


Trp 


Leu 


Ala 


Cys 


Thr 


Glu 








100 










105 










110 






Cys 


Val 


Leu 


Leu 


Gly 


He 


Val 


Ala 


Leu 


Asp 


Cys 


Tyr 


Val 


Ala 


Val 


Cys 



115 120 125 
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Lys 


Pro 
130 


Pro 


Arg 


Tyr 


Thr 


He 
135 


He 


He 


Asp 


His 


Lys 
140 


Val 


Tyr 


Leu 


His 


Leu 


Ser 


Ser 


Thr 


Ala 


Tro 


Leu 


He Gly Leu Ala 


Asn 


Ser 


Leu 


Leu 


Gin 


145 










150 










155 










160 


Ser 


Thr 


He 


Thr 


He 
165 


Gin 


Leu 


Pro 


Leu 


Xaa 
170 


Arg 


Cys 


He 


Ala 


Gin 
175 


He 


Phe 


Leu 


Xaa 


Leu 
180 


Glu 


Ser 


Val 


Thr 


Xaa 
185 


Gin 


Ser 


Leu 


Thr 


Val 
190 


Thr 


Tyr 


Leu 


Xaa 


Asp 


Leu 


Leu 


Gin 


His 


Ser 


He 


Xaa 


Gly Gin 


Leu 


His 


Ala 


Gly 






195 










200 










205 









Glu Leu 



210 

<210> 2605 
<211> 216 
<212> PRT 

<213> Unknown (2921643-dir-0-8 conceptual translation of range 2-649) 



<400>2605 




























Leu 


Val 


Asp 


Val 


Ser 


Tyr 


Ala 


Thr 


Ser 


Val 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


' 1 








5 










10 










15 




His 


Phe 


Leu 


Ala 
20 


Glu 


His 


Lys 


Ala 


He 
25 


Pro 


Phe 


Gin 


Ser 


Cys 
30 


Ala 


Ala 


Gin 


Leu 


Phe 
35 


Phe 


Ser 


Leu 


Ala 


Leu 
40 


Gly 


Gly 


He 


Glu 


Phe 
45 


Val 


Leu 


Leu 


Ala 


Val 
50 


Met 


Gly 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


Val 


Cys 
60 


Asp 


Ala 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 


His 


Gly Gly 


Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


He 


Thr 


65 










70 










75 










80 


Ser 


Trp 


Val 


Ser 


Gly 
85 


Phe 


He 


Ser 


Ser 


Pro 
90 


Val 


Gin 


Thr 


Ala 


He 
95 


Thr 


Phe 


Gin 


Leu 


Pro 


Met 


Cys 


Arg Asn 


Lys 


Phe 


He 


Asp 


His 


He 


Ser 


Cys 








100 










105 










110 






Glu 


Leu 


Leu 
115 


Ala 


Val 


Val 


Arg 


Leu 
120 


Ala 


Arg 


Val 


Asp 


Thr 
125 


Ser 


Ser 


Asn 


Glu 


Val 
130 


Thr 


He 


Met 


Val 


Ser 
135 


Ser 


He 


Val 


Leu 


Leu 
140 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 


Tyr 


He 


Gin 


He 


He 


Ser 


Thr 


He 


Leu 


Lys 


145 










150 










155 










160 


He 


Gin 


Ser 


Arg 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


His 


Thr 


Cys 


Ala 


Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 
180 


Val 


Ala 


Leu 


Cys 


Tyr 
185 


Gly 


Val 


Ala 


He 


Phe 
190 


Thr 


Tyr 


He 


Gin 


Pro 
195 


His 


Ser 


Ser 


Pro 


Ser 
200 


Val 


Leu 


Gin 


Glu 


Lys 
205 


Leu 


Phe 


Ser 


Val 


Phe 
210 


Tyr 


Ala 


He 


Leu 


Thr 
215 


Pro 



















<210>*2606 
<211> 216 
<212> PRT 

<213> Unknown (2921711-dir-0-8 conceptual translation of range 2-649) 
<400>2606 

Leu Val Asp Val Ser Cys Ala Thr Ser Val Val Pro Gin Leu Leu Ala 

15 10 15 

His Phe Leu Ala Glu His Lys Ala He Pro Phe Gin Ser Cys Ala Ala 

20 25 30 

Gin Leu Phe Phe Ser Leu Ala Leu Gly Gly He Glu Phe Val Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asp Ala Leu Arg 
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50 55 60 

Tyr Ser Ala He Met His Gly Gly Leu Cys Ala Arg Leu Ala He Thr 
65 70 75 80 

Ser Trp Val Ser Gly Phe He Ser Ser Pro Val Gin Thr Ala He Thr 

85 90 95 

Phe Gin Leu Pro Met Cys Arg Asn Lys Phe He Asp His He Ser Cys 

100 105 110 

Glu Leu Leu Ala Val Val Arg Leu Ala Cys Val Asp Thr Ser Ser Asn 

115 120 125 

Glu Val Thr He Met Val Ser Ser He Val Leu Leu Met Thr Pro Phe 

130 135 140 

Cys Leu Val Leu Leu Ser Tyr He Gin He He Ser Thr He Leu Lys 
145 150 155 160 

He Gin Ser Arg Glu Gly Arg Lys Lys Ala Phe His Thr Cys Ala Ser 

165 170 175 

His Leu Thr Val Val Ala Leu Cys Tyr Gly Val Ala He Phe Thr Tyr 

180 185 190 

He Gin Pro His Ser Ser Pro Ser Val Leu Gin Glu Lys Leu Phe Ser 

195 200 205 

Val Phe Tyr Ala He Leu Thr Pro 
i 210 215 

<210> 2607 
<211> 317. 
<212> PRT 

<213> Unknown ( 133 6042-dir-0-ll conceptual translation of range 1-951) 
<400>2607 

Met Gly Thr Asp Asn Gin Thr Trp Val Ser Glu Phe He Leu Leu Gly 

1 5 10 15 

Leu Ser Ser Asp Trp Asp Thr Arg Val Ser Leu Phe Val Leu Phe Leu 

20 25 30 

Val Met Tyr Val Val Thr Val Leu Gly Asn Cys Leu He Val Leu Leu 

35 40 45 

He Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 

50 55 60 

Asn Leu Ser Leu Val Asp Val Ser Tyr Ala Thr Ser Val Val Pro Gin 
65 70 75 80 

Leu Leu Ala His Phe Leu Ala Glu His Lys Ala He Pro Phe Gin Ser 

85 90 95 

Cys Ala Ala Gin Leu Phe Phe Ser Leu Ala Leu Gly Gly He Glu Phe 

100 105 110 

Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asp 

115 120 125 

Ala Leu Arg Tyr Ser Ala He Met His Gly Gly Leu Cys Ala Arg Leu 

130 135 140 

Ala He Thr Ser Trp Val Ser Gly Phe He Ser Ser Pro Val Gin Thr 
145 150 155 160 

Ala He Thr Phe Gin Leu Pro Met Cys Arg Asn Lys Phe He Asp His 

165 170 175 

He Ser Cys Glu Leu Leu Ala Val Val Arg Leu Ala Cys Val Asp Thr 

180 185 190 

Ser Ser Asn Glu Val Thr He Met Val Ser Ser He Val Leu Leu Met 

195 200 205 

Thr Pro Leu Cys Leu Val Leu Leu Ser Tyr He Gin He He Ser Thr 

210 215 220 

He Leu Lys He Gin Ser Arg Glu Gly Arg Lys Lys Ala Phe His Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Val Val Ala Leu Cys Tyr Gly Val Ala He 

245 250 255 

Phe Thr Tyr He Gin Pro His Ser Ser Pro Ser Val Leu Gin Glu Lys 
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260 265 270 

Leu Phe Ser Val Phe Tyr Ala lie Leu Thr Pro Met Leu Asn Pro Met 

275 280 285 

lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly Ala Trp Gin Lys Leu 

290 295 300 

Leu Trp Lys Phe Ser Gly Leu Thr Ser Lys Leu Ala Thr 
305 310 315 

<210> 2608 
<211> 216 
<212> PRT 

<213> Unknown (2921713-dir-0-8 conceptual translation of range 2-649) 



<400>2608 




























Leu 


Val 


Asp 


Val 


Ser 


Tyr 


Ala 


Thr 


Ser 


Val 


Val 


Pro 


Gin 


lieu 


Lieu 


Ala 


1 








5 










1U 










ij 




His 


Phe 


Leu 


Ala 
20 


Glu 


His 


Lys 


Ala 


Thr 

o c 
ZD 


Pro 


Phe 


Gin 


Ser 


Cys 
J u 


Ala 


Ala 


Gin 


Leu 


Phe 
35 


Phe 


Ser 


Leu 


Ala 


Leu 
4 0 


Gly 


Gly 


He 


Glu 


Phe 


Val 


Leu 


Leu 


Ala 


Val 
50 


Met 


Thr 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


Val 


Cys 
60 


Asp 


Ala 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 


His 


Gly 


Gly 


Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


He 


Thr 


65 










70 








75 










80 


Ser 


Trp 


Val 


Ser 


Gly 
85 


Phe 


He 


Ser 


Ser 


Pro 
90 


Val 


Gin 


Thr 


Ala 


He 
95 


Thr 


Phe 


Gin 


Leu 


Pro 
100 


Met 


Cys 


Arg 


Asn 


Lys 
105 


Phe 


He 


Asp 


His 


He 
110 


Ser 


Cys 


Glu 


Leu 


Leu 
115 


Ala 


Val 


Val 


Arg 


Leu 
120 


Ala 


Cys 


Val 


Asp 


Thr 
125 


Ser 


Ser 


Asn 


Glu 


Val 
130 


Thr 


He 


Met 


Val 


Ser 
135 


Ser 


Val 


Val 


Leu 


Leu 
140 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 


Tyr 


He 


Gin 


He 


Asn 


Ser 


Thr 


He 


Leu 


Lys 


145 










150 










155 










160 


lie 


Gin 


Ser 


Arg 


Glu 
165 


Gly 


Arg 


Lys 


Lys 


Ala 
170 


Phe 


His 


Thr 


Cys 


Ala 
175 


Ser 


His 


Leu 


Thr 


Val 
180 


Val 


Ala 


Leu 


Cys 


Tyr 
185 


Gly 


Val 


Ala 


He 


Phe 
190 


Thr 


Tyr 


lie 


Gin 


Pro 
195 


His 


Ser 


Ser 


Pro 


Ser 
200 


Val 


Leu 


Gin 


Glu 


Lys 
205 


Leu 


Phe 


Ser 


Val 


Phe 
210 


Tyr 


Ala 


He 


Leu 


Thr 
215 


Pro 



















<210> 2609 
<211> 301 
<212> PRT 

<213> Unknown (pl61-dir-0-ll conceptual translation of range 2-903) 



<400>2609 

Trp Val Ser Glu Phe He Leu Leu 

1 5 
Gin Val Ser Leu Phe Val Leu Phe 
20 

Leu Gly Asn Cys Leu He Val Leu 

35 40 
His Thr Pro Met Tyr Phe Phe Leu 

50 55 
Ser Tyr Ala Thr Ser Val Val Pro 
65 70 
Glu His Lys Ala He Ser Phe Gin 
85 



Gly Leu Ser Ser Asp Trp Asp Thr 

10 15 
Leu Val Met Tyr Val Val Thr Val 
25 30 
Leu He Arg Leu Asp Ser Arg Leu 
45 

Thr Asn Leu Ser Leu Val Asp Val 
60 

Gin Leu Leu Ala His Phe Leu Ala 

75 80 
Ser Cys Ala Ala Gin Leu Phe Phe 
90 95 
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Ser Leu Ala Leu Gly Gly lie Glu Phe Val Leu Leu Ala Val Met Ala 

100 105 110 

Tyr Asp Arg Tyr Val Ala Val Cys Asp Ala Leu Arg Tyr Ser Ala lie 

115 120 125 

Met His Gly Gly Leu Cys Ala Arg Leu Ala lie Thr Ser Trp Val Ser 

130 135 140 

Gly Phe lie Asn Ser Leu Val Gin Thr Ala lie Thr Phe Gin Leu Pro 
145 150 155 160 

Met Cys Thr Asn Lys Phe He Asp His He Ser Cys Glu Leu Leu Ala 

165 170 175 

Val Val Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Val Thr He 

180 185 190 

Met Val Ser Ser He Val Leu Leu Met Thr Pro Phe Cys Leu Val Leu 

195 200 205 

Leu Ser Tyr He Gin He Thr Ser Thr He Leu Lys He Gin Ser Arg 

210 215 220 

Glu Gly Arg Arg Lys Ala Phe His Thr Cys Ala Ser His Leu Thr Val 
225 230 235 240 

Val Ala Leu Cys Tyr Gly Val Ala He Phe Thr Tyr He Gin Pro His 
245 250 255 

! Ser Ser Pro Ser Val Leu Gin Glu Lys Leu Phe Ser Val Phe Tyr Ala 
260 265 270 

He Leu Thr Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys 

275 280 285 

Glu Val Lys Gly Ala Trp Gin Lys Leu Leu Trp Lys Phe 
290 295 300 

<210> 2610 
<211> 334 
<212> PRT 

<213> Unknown (3766130-dir-170-13 conceptual translation of range 17111- 
18112) 

<220> 

<221> VARIANT 

<222> (1) . . . (334) 

<223> Xaa = Any Amino Acid 

<400>2610 

Phe Cys Phe Phe Leu Thr Leu Ser Thr Asp Xaa Tyr Ser Ser His Phe 

15 10 15 

Xaa Met Glu He Asp Asn Gin Thr Trp Val Arg Glu Phe He Leu Leu 

20 25 30 

Gly Leu Ser Ser Asp Trp Cys Thr Gin He Ser Leu Phe Ser Leu Phe 

35 40 45 

Leu Val Thr Tyr Leu Met Thr Val Leu Gly Asn Cys Leu He Val Leu 

50 55 60 

Leu He Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu 
65 . 70 75 80 

Thr Asn Leu Ser Leu Val Asp Val Ser Tyr Ala Thr Ser Val Val Pro 

85 90 95 

Gin Leu Leu Ala His Phe Leu Ala Glu His Lys Ala He Pro Phe Gin 

100 105 110 

Ser Cys Ala Ala Gin Leu Phe Phe Ser Leu Ala Leu Gly Gly He Glu 

115 120 125 

Phe Val Leu Leu Ala Val Met Ala Tyr Asp Arg His Val Ala Val Ser 

130 135 140 

Asp Arg Leu Arg Tyr Ser Ala He Met His Gly Gly Leu Cys Ala Arg 
145 150 155 160 

Leu Ala He Thr Ser Trp Val Ser Gly Ser He Asn Ser Leu Val Gin 
165 170 175 
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Thr 


Ala 


He 


Thr 
180 


Phe 


Gin 


Leu 


Pro 


Met 
185 


Cys 


Thr 


Asn 


Lys 


Phe 
190 


He 


Asp 


His 


He 


Ser 
195 


Cys 


Glu 


Leu 


Leu 


Ala 
200 


Val 


Val 


Arg 


Leu 


Ala 
205 


Cys 


Val 


Asp 


Thr 


Ser 
210 


Ser 


Asn 


Glu 


Ala 


Ala 
215 


He 


Met 


Val 


Ser 


Ser 
220 


He 


Val 


Leu 


Leu 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 


Tyr 


He 


Arg 


He 


He 


Ser 


225 










230 










235 










240 


Thr 


He 


Leu 


Lys 


He 


Gin 


Ser Arg 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


His 










245 










250 










255 




Thr 


Cys 


Ala 


Ser 
260 


His 


Leu 


Thr 


Val 


Val 
265 


Ala 


Leu 


Cys 


Tyr 


Gly 
270 


Thr 


Thr 


He 


Phe 


Thr 


Tyr 


He 


Gin 


Pro 


His 


Ser Gly 


Pro 


Ser 


Val 


Leu 


Gin 


Glu 






275 










280 










285 








Lys 


Leu 
290 


He 


Ser 


Val 


Phe 


Tyr 
295 


Ala 


He 


Val 


Met 


Pro 
300 


Leu 


Leu 


Asn 


Pro 


Val 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Trp 


His 


Lys 


305 










310 










315 










320 


Leu 


Leu 


Glu 


Lys 


Phe 


Ser 


Gly 


Leu 


Thr 


Ser 


Lys 


Leu 


Gly 


Thr 







325 330 



<210> 2611 
<211> 298 
<212> PRT 

<213> Unknown (pl72-dir-0-10 conceptual translation of range 2-895) 



<400>2611 



Thr 


He 


He 


Leu 


Leu 


Gly 


Leu 


Ser 


Ser 


Asp 


Trp 


Asp 


Ala 


Gin 


Val 


Ser 


1 








5 










10 










15 




Leu 


Phe 


Val 


Leu 
20 


Phe 


Leu 


Val 


Met 


Cys 
25 


Met 


Val 


Thr 


Met 


Leu 
30 


Gly 


Asn 


Cys 


Leu 


He 


Val 


Leu 


Leu 


He 


Arg 


Leu 


Asp 


Asn Arg 


Leu 


His 


Thr 


Pro 






35 










40 










45 








Met 


Tyr 
50 


Phe 


Phe 


Leu 


Thr 


Asn 
55 


Leu 


Ser 


Leu 


Val 


Asp 
60 


Val 


Ser 


Tyr 


Ala 


Thr 


Ser 


He 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


His 


Lys 


65 










70 










75 










80 


Ser 


He 


Pro 


Phe 


Gin 
85 


Ser 


Cys 


Ala 


Ala 


Gin 
90 


Leu 


Phe 


Phe 


Ser 


Leu 
95 


Ala 


Leu 


Gly 


Gly 


He 
100 


Glu 


Phe 


Val 


Leu 


Leu 
105 


Ala 


Val 


Met 


Ala 


Tyr 
110 


Asp 


Arg 


Tyr 


Val 


Ala 
115 


Val 


Cys 


Asp 


Pro 


Leu 
120 


Arg 


Tyr 


Ser 


Ala 


He 
125 


Met 


His 


Gly 


Ala 


Pro 
130 


Cys 


Ala 


Arg 


Leu 


Ala 
135 


He 


Thr 


Ser 


Trp 


Val 
140 


Ser 


Gly 


Phe 


He 


Asn 


Ser 


Leu 


Val 


Gin 


Thr 


Ala 


He 


Thr 


Phe 


His 


Leu 


Pro 


Met 


Cys 


Thr 


145 










150 










155 










160 


Asn 


Lys 


Phe 


He 


Asp 
165 


His 


He 


Ser 


Cys 


Glu 
170 


Leu 


Leu 


Ala 


Val 


He 
175 


Arg 


Leu 


Ala 


Cys 


Val 
180 


Asp 


Thr 


Ser 


Ser 


Asn 
185 


Glu 


Ala 


Ala 


He 


Met 
190 


Val 


Ser 


Ser 


He 


Val 
195 


Phe 


Leu 


Met 


Thr 


Pro 
200 


Phe 


Cys 


Leu 


Val 


Leu 
205 


Leu 


Ser 


Tyr 


He 


Trp 
210 


He 


He 


Ser 


Thr 


He 
215 


Val 


Lys 


He 


Gin 


Ser 
220 


Thr 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


His 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


Leu 


225 










230 










235 










240 


Cys 


Tyr 


Gly 


Leu 


Ala 
245 


He 


Phe 


Thr 


Tyr 


He 
250 


Gin 


Pro 


His 


Ser 


Ser 
255 


Leu 


Ser 


Val 


Leu 


Gin 
260 


Glu 


Lys 


Leu 


Phe 


Ser 
265 


Leu 


Phe 


Tyr 


Ala 


He 
270 


Leu 


Thr 
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Pro Met Leu Asn Pro Met lie Tyr Ser Leu Arg Asn Lys Glu Val Lys 

275 280 285 

Gly Ala Trp Gin Lys Leu Leu Trp Lys Phe 
290 295 

<210> 2612 
<211> 298 
<212> PRT 

<213> Unknown (pl71-dir~0-10 conceptual translation of range 3-896) 
<220> 

<221> VARIANT 

<222> (1) . . . (298) 

<223> Xaa = Any Amino Acid 



<400>2612 



Ser 


Asp 


Phe 


He 


Leu 


Leu 


Gly Leu 


Ser 


Ser 


Asp 


Trp Asp Ala 


Gin 


Val 


1 








5 










10 










15 . 




Ser 


Leu 


Phe 


Val 


Leu 


Phe 


Leu 


Val 


Met 


TVr 

1 y ■ L 


Met 


Val 


Thr 


Met 


Leu 










20 










25 










30 






Asn 


Cys 


Leu 


He 


Val 


Leu 


Leu 


He 


Arg 


Leu 


Asp 


Asn 


Aro 


Leu 


His 


Thr 






35 










40 










45 








Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Ser 


Tvr 




50 










55 










60 










Ala 


Thr 


Ser 


He 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


His 


65 










70 










75 










80 


Lys 


Ser 


lie 


Pro 


Phe 


Gin 


Ser 


Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 


Leu 










85 










90 










95 




Ala 


Leu 


Gly Gly 


He 


Glu 


Phe 


Val 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 








100 










105 










110 






Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Asp 


Pro 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 


His 






115 










120 










125 








Gly Ala 


Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


He 


Thr 


Ser 


Trp 


Val 


Ser Gly 


Phe 




130 










135 










140 










lie 


Asn 


Ser 


Leu 


Val 


Gin 


Thr 


Ala 


He 


Thr 


Phe 


His 


Leu 


Pro 


Met 


Cys 


145 










150 










155 










160 


Thr 


Asn 


Lys 


Phe 


He 


Asp 


His 


He 


Ser 


Cys 


Glu 


Leu 


Leu 


Ala 


Val 


He 










165 










170 










175 




Arg 


Leu 


Ala 


Cys 


Val 


Asp 


Thr 


Ser 


Ser 


Asn 


Glu 


Ala 


Ala 


He 


Met 


Val 








180 










185 










190 






Ser 


Ser 


He 


Val 


Phe 


Leu 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 






195 










200 










205 








Tyr 


lie 


Xaa 


He 


He 


Ser 


Thr 


He 


Val 


Lys 


He 


Gin 


Ser 


Thr 


Glu 


Gly 




210 










215 










220 










Arg 


Lys 


Lys 


Ala 


Phe 


His 


Thr 


Tyr 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


225 










230 










235 










240 


Leu 


Cys 


Tyr 


Gly 


Leu 


Ala 


He 


Phe 


Thr 


Tyr 


He 


Gin 


Pro 


His 


Ser 


Ser 










245 










250 










255 




Leu 


Ser 


Val 


Leu 


Gin 


Glu 


Lys 


Leu 


Phe 


Ser 


Leu 


Phe 


Tyr 


Ala 


He 


Leu 








260 










265 










270 






Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Met 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 






275 










280 










285 








Lys 


Gly Ala 


Trp 


Gin 


Lys 


Leu 


Leu 


Trp 


Lys 















290 295 



<210> 2613 
<211> 299 
<212> PRT 

<213> Unknown (pl73-dir-0-ll conceptual translation of range 4-900) 
<400>2613 
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Val 


Thr 


He 


He 


Leu 


Leu 


Gly 


Leu 


Ser 


Ser 


Asp 


Trp 


Asp 


Ala 


Gin 


Val 


1 








5 










10 










15 




Ser 


Leu 


Phe 


Val 


Leu 


Phe 


Leu 


Val 


Met 


Tyr 


Met 


Val 


Thr 


Met 


Leu 


Gly 








20 










25 










30 






Asn 


Cys 


Leu 


He 


Val 


Leu 


Leu 


He 


Arg 


Leu 


Asp 


Asn 


Arg 


Leu 


His 


Thr 






35 










40 










45 








Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Ser 


Tyr 




50 










55 










60 










Ala 


He 


Ser 


He 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


His 


65 










70 










75 










80 


Lys 


Ala 


He 


Ser 


Leu 


Gin 


Ser 


Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 


Leu 










85 










90 










95 




Ala 


Leu 


Gly Gly He Glu 


Phe 


Val 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 








100 










105 










110 






Arg 


Tyr 


val 


Ala 


Val 


Cys 


Asp 


Pro 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 


His 






IIS 










120 










125 








Gly 


Ala 


Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


He 


Thr 


Ser 


Trp 


Val 


Ser 


Gly 


Phe 




130 










135 










140 










lie 


Asn 


Ser 


Leu 


Val 


Gin 


Thr 


Ala 


He 


Thr 


Phe 


His 


Leu 


Pro 


Met 


Cys 


145 










150 










155 










160 


Thr 


Asn 


Lys 


Phe 


He 


Asp 


His 


He 


Ser 


Cys 


Glu 


Leu 


Leu 


Ala 


Val 


He 










165 










170 










175 




Arg 


Leu 


Ala 


Cys 


Val 


Asp 


Thr 


Ser 


Ser 


Asn 


Glu 


Ala 


Ala 


He 


Met 


Val 








180 










185 










190 






Ser 


Ser 


He 


Val 


Phe 


Leu 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 






195 










200 










205 








Tyr 


He 


Trp 


He 


He 


Ser 


Thr 


He 


Val 


Lys 


He 


Gin 


Ser 


Thr 


Glu 


Gly 




210 










215 










220 










Arg 


Lys 


Lys 


Ala 


Phe 


His 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


225 










230 










235 










240 


Leu 


Cys 


Tyr 


Gly Leu Ala 


He 


Phe 


Thr 


Tyr 


He 


Gin 


Pro 


His 


Ser 


Ser 










245 










250 










255 




Leu 


Ser 


Val 


Leu 


Gin 


Glu 


Lys 


Leu 


Phe 


Ser 


Leu 


Phe 


Tyr 


Ala 


He 


Leu 








260 










265 










270 






Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Met 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 






275 










280 










285 








Lys 


Gly 


Ala 


Trp 


Gin 


Lys 


Leu 


Leu 


Trp 


Lys 


Phe 













290 295 



<210> 2614 
<211> 300 
<212> PRT 

<213> Unknown (pl42-dir-0-ll conceptual translation of range 2-900) 



<400>2614 



Val 


Ser 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Ser 


Ser 


Asp 


Trp 


Asp 


Thr 


Gin 


1 








5 










10 










15 




Val 


Ser 


Leu 


Phe 


Val 


Leu 


Phe 


Leu 


Val 


Met 


Tyr 


Val 


Val 


Thr 


Val 


Leu 






20 










25 










30 






Gly 


Asn 


Cys 
35 


Leu 


He 


Val 


Leu 


Leu 
40 


He 


Arg 


Leu 


Asp 


Ser 
45 


Arg 


Leu 


His 


Thr 


Pro 
50 


Met 


Tyr 


Phe 


Phe 


Leu 
55 


Thr 


Asn 


Leu 


Ser 


Leu 
60 


Val 


Asp 


Val 


Ser 


Tyr 


Ala 


Thr 


Ser 


He 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


65 










70 










75 










80 


His 


Lys 


Ala 


He 


Ser 
85 


Phe 


Gin 


Ser 


Cys 


Ala 
90 


Ala 


Gin 


Leu 


Phe 


Phe 
95 


Ser 


Leu 


Ala 


Leu 


Gly 
100 


Gly 


He 


Glu 


Phe 


Val 
105 


Leu 


Leu 


Ala 


Val 


Met 
110 


Ala 


Tyr 


Asp 


Arg 


Tyr 
115 


Val 


Ala 


Val 


Cys 


Asp 
120 


Pro 


Leu 


Arg 


Tyr 


Ser 
125 


Ala 


He 


Met 



1590 

BNSDOCID: <WO_0127158A2_I_> 



WO 01/27158 



PCT7US00/27582 



His Ala Ala Leu Cys Ala Arg Leu Ala Val Thr Ser Trp Val Ser Gly 

130 135 140 

Ser lie Asn Ser Leu Val His Thr Thr lie Thr Phe Gin Leu Pro Met 
145 150 155 160 

Cys Ala Asn Lys Phe lie Asp His lie Ser Cys Glu lie Leu Ala Val 

165 170 175 

Val Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Val Thr lie Met 

180 185 190 

Val Phe Ser He Val Leu Leu Met Thr Pro Phe Cys Leu Val Leu Leu 

195 200 205 

Ser Tyr He Gin He He Ser Thr He Leu Lys He Gin Ser Arg Glu 

210 215 220 

Gly Arg Arg Lys Ala Phe Gin Thr Cys Gly Ser His Leu Thr Met Val 
225 230 235 240 

Ala Leu Cys Tyr Gly Val Ala He Phe Thr Tyr He Gin Pro His Ser 

245 250 255 

Ser Pro Ser Val Leu Gin Glu Lys Leu He Ser Leu Phe Tyr Ala He 

260 265 270 

Leu Thr Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Ser Lys Glu 
275 280 285 

i Val Lys Gly Ala Trp Lys Lys Leu Tyr Trp Lys Phe 
290 295 300 

<210> 2615 
<211> 300 
<212> PRT 

<213> Unknown (pl62-dir-0-10 conceptual translation of range 1-899) 
<400>2615 

Val Ser Glu Phe He Leu Leu Gly Leu Ser Ser Asp Trp Asp Thr Gin 

15 10 15 

Val Ser Leu Phe Val Leu Phe Leu Val Met Tyr Val Val Thr Val Leu 

20 25 30 

Gly Asn Cys Leu He Val Leu Leu He Arg Leu Asp Ser Arg Leu His 

35 40 45 

Thr Pro Met Tyr Phe Phe Leu Thr Asn Leu Ser Leu Val Asp Val Ser 

50 55 60 

Tyr Ala Thr Ser He Val Pro Gin Leu Leu Ala His Phe Leu Ala Glu 
65 70 75 80 

His Lys Ala He Ser Phe Gin Ser Cys Ala Ala Gin Leu Phe Phe Ser 

85 90 95 

Leu Ala Leu Gly Gly He Glu Phe Val Leu Leu Ala Val Met Ala Tyr 

100 105 110 

Asp Arg Tyr Val Ala Val Cys Asp Pro Leu Arg Tyr Ser Ala He Met 

. 115 120 125 

His Ala Ala Leu Cys Ala Arg Leu Ala Val Thr Ser Trp Val Ser Gly 

130 135 140 

Ser He Asn Ser Leu Ala His Thr Thr He Thr Phe Gin Leu Pro Met 
145 . 150 155 160 

Cys Ala Asn Lys Phe He Asp His He Ser Cys Glu He Leu Ala Val 

165 170 175 

Val Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Val Thr He Met 

180 185 190 

Val Ser Ser He Val Leu Leu Met Thr Pro Phe Cys Leu Val Leu Leu 

195 200 205 

Ser Tyr He Gin He He Ser Thr He Leu Lys He Gin Ser Arg Glu 

210 215 220 

Gly Arg Arg Lys Ala Phe Gin Thr Cys Gly Ser His Leu Thr Val Val 
225 230 235 240 

Ala Leu Cys Tyr Gly Val Ala He Phe Thr Tyr He Gin Pro His Ser 
245 250 255 
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Ser Pro Ser Val Leu Gin Glu Lys Leu lie Ser Leu Phe Tyr Ala Thr 

260 265 270 

Leu Thr Pro Met Leu Asn Pro Met lie Tyr Ser Leu Arg Asn Lys Glu 

275 280 285 

Val Lys Gly Ala Trp Lys Lys Leu Tyr Trp Lys Phe 
290 295 300 

<210> 2616 
<211> 300 
<212> PRT 

<213> Unknown (pl60-dir-0-ll conceptual translation of range 3-901) 



<400>2616 



Val 


Ser 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Ser 


Ser 


ASp 


Trp 


Asp 


inr 


bin 


1 








5 










10 










15 




Val 


Ser 


Leu 


Phe 


Val 


Leu 


Phe 


Leu 


Val 


Met 


Tyr 


Val 


Val 


Thr 


val 


Leu 








20 










25 










3 0 






Gly 


Asn 


Cys 


Leu 


He 


Val 


Leu 


Leu 


He 


Arg 


Leu 


Asp 


Ser 


Arg 


Leu 


His 






35 










40 










45 




Val 




Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Ser 




50 










55 










60 










Tyr 


Val 


Thr 


Ser 


He 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


65 










70 










75 










80 


His 


Lys 


Ala 


He 


Ser 


Phe 


Gin 


Ser 


Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 










85 










90 










95 




Leu 


Ala 


Leu 


Gly 


Gly 


He 


Glu 


Phe 


Val 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 








100 










105 










110 






Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Asp 


Pro 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 






115 










120 










125 








His 


Ala 


Ala 


Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


Val 


Tnr 


ser 


Trp 


val 


Ser 


(jiy 




130 










135 










140 










Ser 


He 


Asn 


Ser 


Leu 


Val 


His 


Thr 


Thr 


Thr 


Thr 


Phe 


Gin 


Leu 


Pro 


Met 


145 










150 










155 










160 


Cys 


Ala 


Asn 


Lys 


Phe 


He 


Asp 


His 


He 


Ser 


Cys 


Glu 


He 


Leu 


Ala 


Val 










165 










170 










175 




Val 


Arg 


Leu 


Ala 


Cys 


Val 


Asp 


Thr 


Ser 


Ser 


Asn 


Glu 


Val 


Thr 


He 


Met 








180 










185 










190 






Val 


Ser 


Ser 


He 


Val 


Leu 


Leu 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 






195 










200 










205 








Ser 


Tyr 


He 


Gin 


He 


He 


Ser 


Thr 


He 


Leu 


Lys 


He 


Gin 


Ser 


Arg 


Lys 




210 










215 










220 










Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Gin 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


225 










230 










235 










240 


Ala 


Leu 


Cys 


Tyr Gly Val 


Ala 


He 


Phe 


Thr 


Tyr 


He 


Gin 


Pro 


His 


Ser 










245 










250 










255 




Asn 


Pro 


Ser 


Val 


Leu 


Gin 


Glu 


Lys 


Leu 


He 


Ser 


Leu 


Phe 


Tyr 


Ala 


He 








260 










265 










270 






Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Met 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 






275 










280 










285 








Val 


Lys 


Gly Ala Trp Lys 


Lys 


Leu 


Tyr 


Trp 


Lys 


Phe 












290 










295 










300 











<210> 2617 
<211> 298 
<212> PRT 

<213> Unknown (pl65-dir-0-10 conceptual translation of range 1-893) 
<400>2617 

Val Ser Glu Phe He He Leu Gly Leu Ser Ser Asp Trp Asp Thr Gin 

15 10 15 

Val Ser Leu Phe Val Leu Phe Leu Val Met Tyr Met Val Thr Val Leu 
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20 25 30 



Gly Asn Cys 


Leu 


He 


Val 


Leu 


Leu 


He 


Arg 


Leu 


Asp 


Ser 


Arg 


Leu 


His 






35 










40 










45 








Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Ser 




50 










55 










60 










Tyr 


Ala 


Thr 


Ser 


He 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


65 










70 










75 










80 


His 


Lys 


Ala 


He 


Pro 


Phe 


Gin 


Ser 


Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 










85 










90 










95 




Leu 


Ala 


Leu 


Gly Gly 


He 


Glu 


Phe 


Val 


Leu 


Arg 


Ala 


Val 


Met 


Ala 


Tyr 








100 










105 










110 






Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Asp 


Pro 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 






115 










120 










125 








His 


Ala 


Ala 


Leu 


Cys 


Ala 


Arg 


Leu 


Ala 


Val 


Thr 


Ser 


Trp 


Val 


Ser 


Gly 




130 










135 










140 










Ser 


He 


Asn 


Ser 


Leu 


Val 


His 


Thr 


Thr 


He 


Thr 


Phe 


Gin 


Leu 


Pro 


Met 


145 










150 










155 










160 


Cys 


Thr 


Asn 


Lys 


Phe 


Val 


Asp 


His 


He 


Ser 


Cys 


Glu 


He 


Leu 


Ala 


Val 










165 










170 










175 




lie 


Arg 


Leu 


Ala 


Cys 


Val 


Asn 


Thr 


Ser 


Ser 


Asn 


Glu 


Val 


Thr 


He 


Met 








180 










185 










190 






Val 


Ser 


Ser 


Met 


Val 


Leu 


Leu 


Met 


Thr 


Pro 


Phe 


Cys 


Leu 


Val 


Leu 


Leu 






195 










200 










205 








Ser 


Asp 


He 


Gin 


He 


He 


Ser 


Thr 


He 


Leu 


Lys 


He 


Gin 


Ser 


Arg 


Glu 




210 










215 










220 










Gly Arg 


Arg 


Lys 


Ala 


Phe 


Gin 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


225 










230 










235 










240 


Ala 


Leu 


Cys 


Tyr 


Gly 


Met 


Ala 


He 


Phe 


Thr 


Tyr 


lie 


Gin 


Pro 


His 


Ser 










245 










250 










255 




Ser 


Pro 


Ser 


Val 


Leu 


Gin 


Glu 


Lys 


Leu 


He 


Ser 


Leu 


Phe 


Tyr 


Ala 


He 








260 










265 










270 






Glu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Met 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 






275 










280 










285 








Val 


Lys 


Gly Ala 


Trp 


Lys 


Lys 


Leu 


Leu 


Trp 















290 295 



<210> 2618 
<211> 299 
<212> PRT 

<213> Unknown (pl57-dir-0-10 conceptual translation of range 3-898) 
<220> 

<221> VARIANT 

<222> (1)...(299) 

<223> Xaa = Any Amino Acid 



<400>2618 



Val Ser 


Glu 


Phe 


He 


He 


Leu 


Gly 


Leu 


Ser 


Ser 


Asp Trp Asp 


Thr 


Gin 


1 






5 










10 










15 




Val Ser 


Leu 


Phe 
20 


Val 


Leu 


Phe 


Leu 


Val 
25 


Met 


Tyr 


Val 


Val 


Thr 
30 


Val 


Leu 


Gly Asn 


Cys 
35 


Leu 


He 


Val 


Leu 


Leu 
40 


He 


Arg 


Leu 


Asp 


Ser 
45 


Arg 


Leu 


His 


Thr Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Ser 


50 










55 










60 










Tyr Ala 


Thr 


Ser 


Val 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


65 








70 










75 










80 


His Lys 


Ala 


He 


Pro 
85 


Phe 


Gin 


Ser 


Cys 


Ala 
90 


Ala 


Gin 


Leu 


Phe 


Phe 
95 


Ser 


Leu Ala 


Leu 


Gly 
100 


Gly 


He 


Glu 


Phe 


Val 
105 


Leu 


Leu 


Ala 


Val 


Met 
110 


Ala 


Tyr 
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Asp Arg Tyr Val Ala Val Cys Asp Pro Leu Arg Tyr Ser Ala lie Met 

115 120 125 

His Ala Gly Leu Cys Ala Arg Leu Ala Val Thr Ser Trp Val Ser Gly 

130 135 140 

Ser lie Asn Ser Leu Val His Thr Ala lie Thr Phe Gin Leu Pro Arg 
145 150 155 160 

Cys Arg Asn Lys Phe lie Glu His lie Ser Cys Glu lie Leu Ala Val 

165 170 175 

lie Arg Leu Ala Cys Val Asp Thr Ser Ser Asn Glu Val Thr lie Met 

180 185 190 

Val Ser Ser lie Val Leu Leu Met Thr Pro Phe Cys Leu Val Leu Leu 

195 200 205 

Ser Tyr He Gin He He Ser Thr lie Leu Lys He Gin Ser Arg Glu 

210 215 220 

Gly Arg Arg Lys Ala Phe His Thr Cys Ala Ser His Leu Thr Val Val 
225 230 235 240 

Ala Leu Xaa Tyr Gly Val Ala He Phe Thr Xaa He Gin Pro His Ser 

245 250 255 

Ser Pro Ser Val He Gin Glu Lys Leu Phe Ser Leu Phe Tyr Ala He 

260 265 270 

Val Thr Pro Met Leu Asn Pro Met He Tyr Ser He Arg Asn Lys Glu 

275 280 285 

! Val Lys Gly Ala Trp Gin Lys He Leu Trp Lys 
290 295 

<210> 2619 
<211> 299 
<212> PRT 

<213> Unknown (pl74-dir-0-ll conceptual translation of range 4-900) 



<400>2619 



Val 


Thr 


He 


He 


Leu 


Leu 


Gly 


Leu 


Ser 


Ser 


Asp 


Trp 


Asp 


Ala 


Gin 


Val 


1 








5 










10 










15 




Ser 


Leu 


Phe 


Val 


Leu 


Phe 


Leu 


Val 


Met 


Tyr 


Met 


Val 


Thr 


Met 


Leu 


Gly 








20 










25 










30 






Asn 


Cys 


Leu 


He 


Val 


Leu 


Leu 


He 


Arg 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 






35 










40 










45 








Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Ser 


Tyr 




50 










55 










60 










Ala 


Thr 


Ser 


He 


Val 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Phe 


Leu 


Ala 


Glu 


His 


65 










70 










75 










80 


Lys 


Ala 


He 


Ser 


Leu 


Gin 


Ser 


Cys 


Ala 


Ala 


Gin 


Leu 


Phe 


Phe 


Ser 


Leu 










85 










90 










95 




Ala 


Leu 


Gly Gly 


He 


Glu 


Phe 


Val 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 








100 










105 










110 






Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Asp 


Pro 


Leu 


Arg 


Tyr 


Ser 


Val 


He 


Met 


His 






115 










120 










125 








Gly 


Ala 


Leu Cys 


Ala 


Lys 


Leu 


Ala 


He 


Thr 


Ser 


Trp 


Val 


Ser 


Gly 


Ser 




130 










135 










140 










He 


Asn 


Ser 


Arg 


Met 


His 


Thr 


Thr 


He 


Thr 


Phe 


Gin 


Leu 


Pro 


Met 


Cys 


145 










150 










155 










160 


Thr 


Asn 


Lys 


Phe 


He 


Asp 


His 


He 


Phe 


Cys 


Glu 


He 


Leu 


Ala 


Leu 


He 










165 










170 










175 




Arg 


Leu 


Ala 


Cys 


Val 


Asp 


Thr 


Ser 


Ser 


Asn 


Glu 


Val 


Thr 


He 


He 


Val 








180 










185 










190 






Ser 


Ser 


He 


Val 


Leu 


Leu 


Met 


Thr 


Pro 


Leu 


Cys 


Leu 


Val 


Leu 


Leu 


Ser 






195 










200 










205 








Tyr 


He 


Arg 


He 


He 


Ser 


Thr 


He 


Leu 


Lys 


He 


Gin 


Ser 


Arg 


Glu 


Gly 




210 










215 










220 










Arg 


Arg 


Lys 


Ala 


Phe 


His 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


225 










230 










235 










240 
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Leu Cys Tyr Gly Met Ala He Phe Thr Tyr He His Pro His Ser Ser 

245 250 255 

Pro Ser Val Leu Gin Glu Lys Leu He Ser Leu Phe Tyr Ala He Leu 

260 265 270 

Thr Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn Lys Glu Val 

275 280 * 285 

Lys Gly Ala Trp Lys Lys Leu Leu Trp Lys Phe 
290 295 

<210> 2620 
<211> 317 
<212> PRT 

<213> Unknown (1314664-dir-0-ll conceptual translation of range 1-951) 
<400>2620 

Met Gly Thr Gly Asn Gin Thr Trp Val Arg Glu Phe Val Leu Leu Gly 

15 10 15 

Leu Ser Ser Asp Trp Asp Thr Glu Val Ser Leu Phe Val Leu Phe Leu 

20 25 30 

He Thr Tyr Met Val Thr Val Leu Gly Asn Phe Leu He He Leu Leu 

35 40 45 

He Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 

50 55 60 

Asn Leu Ser Leu Val Asp Val Ser Tyr Ala Thr Ser He He Pro Gin 
65 70 75 , 80 

Met Leu Ala His Leu Leu Ala Ala His Lys Ala He Pro Phe Val Ser 

85 90 95 

Cys Ala Ala Gin Leu Phe Phe Ser Leu Gly Leu Gly Gly He Glu Phe 

100 105 110 

Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asp 

115 120 125 

Pro Leu Arg Tyr Ser Val He Met His Gly Gly Leu Cys Thr Arg Leu 

130 135 140 

Ala He Thr Ser Trp Val Ser Gly Ser Met Asn Ser Leu Met Gin Thr 
145 150 155 160 

Val He Thr Phe Gin Leu Pro Met Cys Thr Asn Lys Tyr He Asp His 

165 170 175 

He Ser Cys Glu Leu Leu Ala Val Val Arg Leu Ala Cys Val Asp Thr 

180 185 190 

Ser Ser Asn Glu He Ala He Met Val Ser Ser He Val Leu Leu Met 

195 200 205 

Thr Pro Phe Cys Leu Val Leu Leu Ser Tyr He Gin He He Ser Thr 

210 215 220 

He Leu Lys He Gin Ser Thr Glu Gly Arg Lys Lys Ala Phe His Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Val Val Val Leu Cys Tyr Gly Met Ala He 

245 250 255 

Phe Thr Tyr He Gin Pro Arg Ser Ser Pro Ser Val Leu Gin Glu Lys 

260 265 270 

Leu He Ser Leu Phe Tyr Ser Val Leu Thr Pro Met Leu Asn Pro Met 

275 280 285 

He Tyr Ser Val Arg Asn Lys Glu Val Lys Gly Ala Trp Gin Lys Leu 

290 295 300 

Leu Gly Gin Leu Thr Gly He Thr Ser Lys Leu Ala Thr 
305 310 315 

<210> 2621 
<211> 349 
<212> PRT 

<213> Unknown ( 3766130-dir-627-13 conceptual translation of range 62771- 
63818) 
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<220> 

<221> VARIANT 

<222> {!)... (349) 

<223> Xaa = Any Amino Acid 



<400>2621 



Leu 


Leu 


He 


Leu 


His 


Phe 


His 


Asp 


Trp 


Leu 


Phe 


Leu 


His 


Leu 


Xaa 


Cys 


1 








5 










10 










15 




Gly 


Pro 


Trp 


Lys 


Leu 


Met 


Gly Gin 


Glu 


Asn 


Lys 


Asn 


Gin 


Thr 


Trp 


Val 








20 










25 










30 






Ser 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


He 


Ser 


Ser Asp Trp Gly 


He 


Gin 


Val 






35 










40 










45 








Ser 


Leu 


Phe 


Ala 


Leu 


He 


Leu 


Ala 


Met 


Tyr 


Leu 


Val 


Thr 


He 


Leu 


Gly 




50 










55 










60 










Asn 


Thr 


Leu 


He 


Leu 


Leu 


Leu 


He 


Arg 


Leu 


Asp Asn Arg 


Leu 


His 


Thr 


65 










70 










75 










80 


Pro 


Met 


Tvr 


Phe 


Ser 


Leu 


Ser 


Val 


Leu 


Ser 


Phe 


Val 


Asp 


Phe 


Cys 


Tyr 










85 










90 










95 




Thr 


Lvs 


Ser 


He 


Val 


Pro 


Gin 


Met 


Leu 


Ser 


His 


Leu 


i_»eu 


Ser 


Ala 


Arg 








100 










105 










110 






Lys 


Ser 


He 


Pro 


Phe 


Tvr 


Ser 


V- _y 


Val 


Leu 


Gin 


Leu 


Tyr 


Val 


Ser 


Leu 






115 










120 










125 








Ala 


Leu 


Cys 


Glv 


Ser 


Glu 


Phe 


Phe 


Leu 


Leu Gly Ala 


Met 


Ala 


Tyr 


Asp 




130 










135 










140 










Aro 


Tvr 


Val 


Ala 


Val 


Cvs 


His 
n J- o 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Met 


His 


145 










150 










155 










160 


Glv 


Glv 


Leu 


Cvs 


Leu 


Glv 


Leu 


Ala 


Ala 


Ser 


Arg 


Leu 


Val 


Ala 


Gly 


Phe 










165 










170 










175 




Sex 


Asn 


Ser 


Leu 


Met 


Glu 


Thr 


He 


He 


Thr 


Phe 


Gin 


Leu 


Pro 


Val 


Ser 








180 










185 










190 






Airg 


Phe 


He 


Asn 


His 


Phe 


Val 


Cys 


Glu 


Thr 


Leu 


Ala 


Val 


Leu 


Gin 


Leu 






195 










200 










205 








Ala 


Cys 


Val 


Asp 


Val 


Pro 


Phe 


Asn 


Lys 


Val 


Met 


Val 


Ala 


He 


Ser 


Gly 




210 










215 










220 










Phe 


Leu 


Val 


He 


Leu 


Leu 


Pro 


Cys 


Ser 


Leu 


Val 


Leu 


Phe 


Ser 


Tyr 


Ala 


225 










230 










235 










240 


Cys 


lie 


Val 


Ala 


Thr 


He 


Leu 


Cys 


He 


Arg 


Ser 


Thr 


Gin 


Val 


Arg 


Cys 










245 










250 










255 




Lys 


Ala 


Phe 


Gly 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


He 


Val 


Val 


Cys 


Met 


Cys 








260 










265 










270 






Phe 


Gly 


Ala 


Thr 


He 


Cys 


Thr 


Tyr 


Leu 


Gly 


Pro 


Gin 


Leu 


Ala 


Ser 


Ser 






275 










280 










285 








Ala 


Glu 


Glu 


Glu 


Lys 


Met 


He 


Ala 


Leu 


Phe 


Tyr 


Gly Val 


Val 


Ser 


Pro 




290 










295 










300 










Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Thr 


Ala 


305 










310 










315 










320 


Ala 


Val 


Arg 


Lys 


Val 


Leu 


Glu 


Arg 


Cys 


Arg 


Xaa 


Arg 


Val 


Lys 


Thr 


Leu 


i 








325 










330 










335 




Arg 


Thr 


Ser 


Cys 


Tyr 


Leu 


Ser 


Ser 


Lys 


Pro 


Lys 


Arg 


Arg 









340 345 



<210> 2622 
<211> 214 
<212> PRT 

<213> Unknown (hg27-dir-0-8 conceptual translation of range 1-642) 
<400>2622 

Leu Ala Asp Leu Cys Phe Ser Thr Asn He Val Pro Gin Ala Leu Val 

15 10 15 

His Leu Leu Ser Arg Lys Lys Val He Val Phe Thr Leu Cys Ala Ala 
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20 25 30 



Arg 


Leu 


Leu 
35 


Phe 


Leu 


Leu 


He 


Gly 
40 


Gly 


Cys 


Thr 


Gin 


Cys 
45 


Ala 


Leu 


Leu 


Gly Val 


Met 


Ser 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 




50 










55 










60 










Tyr 


Pro 


Asn 


He 


Met 


Thr Trp 


Lys 


Val 


Cys 


Val 


Gin 


Leu 


Ala 


Thr 


Ala 


65 










70 










75 










80 


Pro 


Trp 


Thr 


Ser 


Gly 


He 


Leu 


Val 


Ser 


Val 


Val 


Asp 


Thr 


Thr 


Phe 


Thr 










85 










90 








95 




Leu 


Arg 


Leu 


Pro 


Tyr 


Arg Gly 


Ser 


Asn 


Ser 


He 


Ala 


His 


Phe 


Trp 


Cys 








100 










105 










110 






Glu 


Ala 


Pro 
115 


Ala 


Leu 


Leu 


He 


Leu 
120 


Ala 


Ser 


Thr 


Asp 


Thr 
125 


His 


Ala 


Ser 


Glu 


Met 
130 


Ala 


He 


Phe 


Leu 


Thr 
135 


Gly 


Val 


Val 


He 


Leu 
140 


Leu 


He 


Pro 


Val 


Phe 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly 


Arg 


He 


He 


Val 


Thr 


Val 


Val 


Lys 


145 










150 










155 










160 


Met 


Lys 


Ser 


Thr 


Val 
165 


Gly 


Ser 


Leu 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Met 


Val 
180 


Val 


He 


Leu 


Phe 


Tyr 
185 


Gly 


Ser 


Ala 


He 


He 
190 


Thr 


Tyr 


Met 


Thr 


Pro 
195 


Lys 


Ser 


Ser 


Lys 


Gin 
200 


Gin 


Glu 


Lys 


Ser 


Val 
205 


Ser 


Val 


Phe 


Tyr 


Pro 


He 


Val 


Thr 


Pro 























210 



<210> 2623 
<211> 217 
<212> PRT 

<213> Unknown (p51-dir-0-8 conceptual translation of range 1-651) 



<400>2623 



Ser 


Leu 


Ala 


Asp 


Leu 


Cys 


Phe 


Ser 


Thr 


Asn 


He 


Val 


Pro 


Gin 


Ala 


Leu 


1 








5 










10 










15 




Val 


His 


Leu 


Leu 
20 


Ser 


Arg 


Lys 


Lys 


Val 
25 


He 


Ala 


Phe 


Thr 


Leu 
30 


Cys 


Ala 


Ala 


Arg 


Leu 
35 


Leu 


Phe 


Phe 


Leu 


He 
40 


Phe 


Gly 


Cys 


Thr 


Gin 
45 


Cys 


Ala 


Leu 


Leu 


Ala 
50 


Val 


Met 


Ser 


Tyr 


Asp 
55 


Arg 


Tyr 


Val 


Ala 


He 
60 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Asp 


He 


Met 


Thr 


Trp 


Lys 


Val 


Cys 


Val 


Gin 


Leu 


Ala 


Thr 


65 










70 










75 










80 


Gly 


Ser 


Trp 


Thr 


Ser 
85 


Gly 


He 


Leu 


Val 


Ser 
90 


Val 


Val 


Asp 


Thr 


Thr 
95 


Phe 


Thr 


Leu 


Arg 


Leu 
100 


Pro 


Tyr 


Arg 


Gly 


Ser 
105 


Asn 


Ser 


He 


Ala 


His 
110 


Phe 


Phe 


Cys 


Glu 


Ala 
115 


Pro 


Ala 


Leu 


Leu 


He 
120 


Leu 


Ala 


Ser 


Thr 


Asp 
125 


Thr 


His 


Ala 


Ser 


Glu 


Met 


Ala 


He 


Phe 


Leu 


Thr 


Gly Val 


Val 


#le 


Leu 


Leu 


He 


Pro 




130 










135 










140 










Val 


Phe 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly Arg 


He 


He 


Val 


Thr 


Val 


Val 


145 










150 










155 










160 


Lys 


Met 


Lys 


Ser 


Thr 
165 


Val 


Gly 


Ser 


Leu 


Lys 
170 


Ala 


Phe 


Ser 


Thr 


Cys 
175 


Gly 


Ser 


His 


Leu 


Met 
180 


Val 


Val 


He 


Leu 


Phe 
185 


Tyr 


Gly 


Ser 


Ala 


He 
190 


He 


Thr 


Tyr 


Met 


Thr 
195 


Pro 


Lys 


Ser 


Ser 


Lys 
200 


Gin 


Gin 


Glu 


Lys 


Ser 
205 


Val 


Ser 


Val 


Phe 


Tyr 
210 


Ala 


He 


Val 


Thr 


Pro 
215 


Met 


Leu 
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<210> 2624 
<211> 158 
<212> PRT 

<213> Unknown ( 2564517-dir-0-6 conceptual translation of range 1-474) 
<400>2624 



He 


Ser 


Phe 


Pro 


Leu 


Arg 


Tyr 


Thr 


He 


He 


Met 


Ser 


Arg 


Ser 


He 


Cys 


1 








5 










10 










15 




He 


Thr 


Met 


Val 


Ser 


Cys 


Cys 


Trp 


He 


Ser Gly 


Ser 


Leu 


He 


Ala 


Leu 








20 










25 










30 






Val 


Val 


He 


Val 


Phe 


Thr 


Leu 


Gin 


Leu 


Pro 


Leu 


Cys 


Gly 


Ala 


Asn 


Val 






35 










40 










45 








He 


Asn 


His 


Phe 


Phe 


Cys 


Glu 


Ala 


Thr 


Thr 


Leu 


Val 


Gly 


Met 


Ala 


Cys 




50 










55 










60 










Val 


Asp 


Thr 


Phe 


Val 


Thr 


Glu 


Met 


Val 


He 


Phe 


Ser 


Ala 


Gly 


He 


Phe 


65 










70 










75 










80 


Thr 


Leu 


Leu 


Leu 


Pro 


Ser 


He 


Leu 


Thr 


Leu 


Leu 


Ser 


Tyr 


He 


Cys 


He 










85 










90 










95 




He 


Val 


Ala 


He 


Val 


Gly 


He 


Arg 


Ser 


Ser 


Ala 


Gly 


Arg 


Tyr 


Lys 


Ala 








100 










105 










110 






Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


He 


He 


Val 


Thr 


He 


Phe 


Tyr 


Gly 






115 










120 










125 








Thr 


Ala 


He 


Phe 


Gly 


Tyr 


Met 


Lys 


Pro 


Val 


Ser 


Lys 


Asn 


Ser 


Gly 


Asn 




130 










135 










140 










Gin 


Asp 


Lys 


Met 


Thr 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 


Thr 


Pro 


Pro 







145 150 155 

<210> 2625 
<211> 215 
<212> PRT 

<213> Unknown (pl02-dir-0-8 conceptual translation of range 2-646) 



<400>2625 



Phe 


Leu 


Asp 


He 


Cys 


Tyr 


He 


Ser 


Ala 


Ser 


Val 


Pro 


Gin 


Met 


He 


Val 


1 








5 










10 










15 




Asn 


Cys 


Leu 


Val 


Arg 


He 


Pro 


He 


He 


Ser 


Leu 


Gly Gin 


Cys 


Leu 


Ala 








20 










25 










30 






Gin 


Met 


Cys 


Ala 


Gly 


Leu 


Tyr 


Leu 


Gly 


Val 


Val 


Glu 


Cys 


Leu 


Leu 


Leu 






35 










40 










45 








Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Cys 


He 


Ala 


He 


Gly Asp 


Pro 


Leu 


Arg 




50 










55 










60 










Tyr 


Ser 


Val 


Arg 


Met 


Gly 


Pro 


Gin 


Leu 


Cys 


Ala 


Gin 


Leu 


Ala 


Gly 


Ala 


65 










70 










75 










80 


Ser 


Trp 


Val 


Ser 


Ala 


Phe 


Leu 


Leu 


Thr 


Val 


Val 


Pro 


Val 


Leu 


Thr 


Met 










85 










90 










95 




Pro 


Leu 


Glu 


Phe 


Cys 


Gly Gin 


His 


He 


He 


Asn 


His 


Phe 


Ser 


Cys 


Glu 








100 










105 










110 






Leu 


Leu 


Ala 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Asn 


Asp 


Leu 


Trp 


He 


Tyr 


Glu 






115 










120 










125 








Leu 


Leu 


He 


Met 


Val 


Thr 


Ser 


Ser 


Leu 


Thr 


Leu 


Leu 


Ala 


Pro 


Phe 


Ala 




130 










135 










140 










Phe 


He 


Leu 


Ala 


Ser 


Tyr 


Gly 


Cys 


He 


Leu 


Gly 


Ala 


Val 


Leu 


Lys 


Met 


145 










150 










155 










160 


His 


Ser 


Ala 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 










165 










170 










175 




Leu 


Thr 


Val 


Val 


He 


He 


Phe 


Tyr 


Gly 


Thr 


Ala 


He 


Ser 


Met 


Tyr 


Met 








180 










185 










190 






Met 


Pro 


Gin 


Asp 


Lys 


Ala 


Ser 


Arg 


Asp 


Lys 


Asp 


Lys 


He 


He 


Ser 


Met 






195 










200 










205 








Leu 


Tyr 


Gly 


He 


Val 


Thr 


Pro 





















210 215 
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<210> 2626 

<211> 217 o 
<212> PRT 

<213> Unknown { 2921715-dir-0-8 conceptual translation of range 2-652) 
<400>2626 

lie lie Asp lie Ser Tyr Ala Ser Asn Lys Val Pro Lys Met Leu Thr 

1 5 10 15 

Asn Leu Gly Leu Asn Lys Arg Lys Thr lie Ser Phe Val Pro Cys Thr 

20 25 30 

Met Gin Thr Phe Leu Tyr Met Ala Phe Ala His Thr Glu Cys Leu lie 

35 40 45 

Leu Val Met Met Ser Tyr Asp Arg Tyr Met Ala lie Cys His Pro Leu 

50 55 60 

Gin Tyr Ser Val lie Met Arg Trp Gly Val Cys Thr Val Leu Ala Val 
65 70 75 80 

Thr Ser Trp Ala Cys Gly Ser Leu Leu Ala Leu Val His Val Val. Leu 

85 90 95 

lie Leu Arg Leu Pro Phe Cys Gly Pro His Glu lie Asn His Phe Phe 

100 105 110 

Cys Glu lie Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu 

115 120 125 

Asn Gin Val Val He Phe Ala Ala Ser Val Phe He Leu Val Gly Pro 

130 135 140 

Leu Cys Leu Val Leu Val Ser Tyr Ser Arg He Leu Ala Ala He Leu 
145 150 155 160 

Arg He Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys Ser 

165 170 175 

Ser His Leu Cys Met Val Gly Leu Phe Phe Gly Ser Ala He Val 1 Met 

180 185 * 190 

Tyr Met Ala Pro Lys Ser Arg His Pro Glu Glu Gin Gin Lys Val Leu 

195 200 205 

Ser Leu Phe Tyr Ser Leu Phe Asn Pro 
210 215 

<210> 2627 
<211> 217 
<212> PRT 

<213> Unknown (2921709-dir-0-8 conceptual translation of range 2-652) 



<400>2627 



He 


He 


Asp 


He 


Ser 


Tyr 


Ala 


Ser 


Asn 


Asn 


Val 


Pro 


Lys 


Met 


Leu 


Thr 


1 








5 










10 










15 




Asn 


Leu 


Gly Leu Asn 


Lys 


Arg 


Lys 


Thr 


He 


Ser 


Phe 


Val 


Pro 


Cys 


Thr 








20 










25 










30 






Met 


Gin 


Thr 


Phe 


Leu 


Tyr 


Met 


Ala 


Phe 


Ala 


His 


Thr 


Glu 


Cys 


Leu 


He 






35 










40 










45 








Leu 


Val 


Met 


Met 


Ser 


Tyr 


Asp Arg 


Tyr 


Met 


Ala 


He 


Cys 


His 


Pro 


Leu 




50 










55 










60 










Gin 


Tyr 


Ser 


Val 


He 


Met 


Arg 


Trp Gly 


Val 


Cys 


Thr 


Val 


Leu 


Ala 


Val 


65 










70 










75 










80 


Thr 


Ser 


Trp 


Ala 


Cys 


Gly 


Ser 


Leu 


Leu 


Ala 


Leu 


Val 


His 


Val 


Val 


Leu 










85 










90 










95 




He 


Leu 


Arg 


Leu 


Pro 


Phe Cys 


Gly 


Pro 


His 


Glu 


He 


Asn 


His 


Phe 


Phe 








100 










105 










110 






Cys 


Glu 


He 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Trp 


Leu 






115 










120 










125 








Asn 


Gin 


Val 


Val 


He 


Phe 


Ala 


Ala 


Ser 


Val 


Phe 


He 


Leu 


Val 


Gly 


Pro 




130 










135 










140 








Leu 


Cys 


Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Ser 


Arg 


He 


Leu 


Ala 


Ala 


He 


Leu 
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145 150 155 

Gly lie Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr 

165 170 
Ser His Leu Cys Met Val Gly Leu Phe Phe Gly Ser Ala lie 
180 185 190 

Tyr Met Ala Pro Lys Ser Arg His Pro Glu Glu Gin Gin Lys 

195 200 205 

Ser Leu Phe Tyr Ser Leu Phe Asn Pro 
210 215 

<210> 2628 
<211> 157 
<212> PRT 

<213> Unknown (902194-dir-0-6 conceptual translation of range 2-472) 
<400>2628 



lie 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Ser 


Val 


He 


Met 


Ser 


Trp 


Arg 


Val 


Cys 


1 






5 










10 










15 




Thr 


Val 


Gin 


Ala 


Val 


Thr 


Ser 


Trp 


Ala 


Cys 


Gly 


Ser 


Leu 


Leu 


Ala 


Leu 








20 










25 










30 






Val 


His 


Val 


He 


Leu 


He 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


His 


Glu 






35 










40 










45 








lie 


Asn 


His 


Phe 


Phe 


Cys 


Glu 


He 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 




50 










55 










60 










Ala 


Asp 


Thr 


Arg 


Leu 


Asn 


Gin 


Val 


Val 


He 


Phe 


Ala 


Ala 


Ser 


Val 


Ser 


65 








70 










75 










80 


He 


Leu 


Val 


Gly 


Pro 


Leu 


Cys 


Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Ser 


Arg 


He 








85 










90 










95 




Leu 


Phe 


Ala 


He 


Leu 


Arg 


He 


Gin 


Ser 


Gly 


Glu 


Gly 


Arg 


Arg 


Lys 


Ala 








100 










105 










110 






Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Cys 


Val 


Val 


Gly 


Leu 


Phe 


Phe 


Gly 






115 










120 










125 








Ser 


Ala 


He 


Val 


Met 


Tyr 


Met 


Ala 


Pro 


Lys 


Ser 


Asn 


His 


Pro 


Glu 


Glu 




130 










135 










140 










Gin 


Gin 


Lys 


He 


Leu 


Ser 


Leu 


Phe 


Tyr 


Ser 


Leu 


Phe 


Asn 









145 150 155 

<210> 2629 
<211> 215 
<212> PRT 

<213> Unknown (OST182-dir-0-8 conceptual translation of range 2-646) 



<400>2629 



He 


Val 


Asp 


He 


Ser 


Ty r 


Ala 


Ser 


Asn 


Tyr 


Val 


Pro 


Lys 


Met 


Leu 


Thr 


1 








5 










10 










15 




Asn 


Leu 


Met 


Asn 
20 


Gin 


Glu 


Ser 


Thr 


He 
25 


Ser 


Phe 


Phe 


Pro 


Cys 
30 


He 


Met 


Gin 


Thr 


Phe 


Leu 


Tyr 


Leu 


Ala 


Phe 


Ala 


His 


Val 


Glu 


Cys 


Leu 


He 


Leu 




35 










40 










45 








Val 


Val 
50 


Met 


Ser 


Tyr 


Asp 


Arg 
55 


Tyr 


Ala 


Asp 


He 


Cys 
60 


His 


Pro 


Leu 


Arg 


Tyr 


Asn 


He 


Leu 


Met 


Ser 


Trp 


Arg 


Val 


Cys 


Thr 


Val 


Leu 


Ala 


Val 


Ala 


65 










70 










75 










80 


Ser 


Trp 


Val 


Phe 


Ser 


Phe 


Leu 


Leu 


Ala 


Leu 


Val 


Pro 


Leu 


Val 


Leu 


He 








85 










90 










95 




Leu 


Arg 


Leu 


Pro 
100 


Phe 


Cys 


Gly 


Pro 


His 
105 


Glu 


He 


Asn 


His 


Phe 
110 


Cys 


Glu 


He 


Leu 


Ser 
115 


Val 


Leu 


Lys 


Leu 


Ala 
120 


Cys 


Ala 


Asp 


Thr 


Trp 
125 


Leu 


Asn 


Gin 


Val 


Val 
130 


He 


Phe 


Ala 


Ala 


Cys 
135 


Val 


Phe 


He 


Leu 


Val 
140 


Gly 


Pro 


Leu 


Cys 



160 

Cys Ser 
175 

Val Met 
Val Leu 



1600 
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Leu 


Val 


Leu 


Val 


Ser Tyr 


Leu 


Arg He 


Leu 


Ala 


Ala 


He 


Leu 


Arg 


He 


145 








150 








155 










160 


Gin 


Ser 


Gly Glu 


Gly Arg 


Arg 


Lys Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 










165 






170 










175 




Leu 


Cys 


Val 


Val 
180 


Gly Leu 


Phe 


Phe Gly 
185 


Ser 


Ala 


He 


Val 


Thr 
190 


Tyr 


Met 


Ala 


Pro 


Lys 
195 


Ser 


Arg His 


Pro 


Glu Glu 
200 


Gin 


Gin 


Lys 


Val 
205 


Leu 


Ser 


Leu 


Phe 


Tyr 
210 


Ser 


Leu 


Phe Asn 


Pro 
215 



















<210> 2630 
<211> 352 
<212> PRT 

<213> Unknown ( 4156187-rev-1021-13 conceptual translation of range 102238- 
103293) 



<220> 

<221> VARIANT 
<222> (1) . . . (352) 
i<223> Xaa = Any Amino Acid 



<400>2630 



Leu 


Leu 


Val 


Phe 


Cys 


Leu 


Phe 


Leu 


Cys 


Leu 


Phe 


Phe 


Ser 


Ser 


Glu 


Met 


1 








5 










10 










15 




Val 


Lys 


Asn 


Gin 
20 


Thr 


Met 


Val 


Thr 


Glu 
25 


Phe 


Leu 


Leu 


Leu 


Gly 
30 


Phe 


Leu 


Leu 


Gly 


Pro 
35 


Arg 


He 


Gin 


Met 


Leu 
40 


Leu 


Phe 


Gly 


Leu 


Phe 
45 


Ser 


Leu 


Phe 


Tyr 


Val 


Phe 


Thr 


Leu 


Leu 


Gly Asn 


Gly 


Thr 


He 


Leu 


Gly 


Leu 


He 


Ser 




50 










55 










60 










Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


65 










70 










75 










80 


Ala 


Val 


Val 


Asn 


He 


Ala Tyr 


Ala 


Cys 


Asn 


Thr 


Val 


Pro 


Gin 


Met 


Leu 










85 










90 










95 




Val 


Asn 


Leu 


Leu 
100 


His 


Pro 


Ala 


Lys 


Pro 
105 


He 


Ser 


Phe 


Ala 


Gly 
110 


Cys 


Met 


Thr 


Xaa 


Thr 
115 


Phe 


Leu 


Phe 


Leu 


Ser 
120 


Phe 


Ala 


His 


Thr 


Glu 
125 


Cys 


Leu 


Leu 


Leu 


Val 


Leu 


Met 


Ser 


Tyr Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 




130 










135 










140 










Arg 


Tyr 


Phe 


He 


He 


Met 


Thr 


Trp 


Lys 


Val 


Cys 


He 


Thr 


Leu 


Ala 


He 


145 










150 










155 










160 


Thr 


Ser 


Trp 


Thr 


Cys 
165 


Gly 


Ser 


Leu 


Leu 


Ala 
170 


Met 


Val 


His 


Val 


Ser 
175 


Leu 


He 


Leu 


Arg 


Leu 
180 


Pro 


Phe 


Cys 


Gly 


Pro 
185 


Arg 


Glu 


He 


Asn 


His 
190 


Phe 


Phe 


Cys 


Glu 


He 
195 


Leu 


Ser 


Val 


Leu 


Arg 
200 


Leu 


Ala 


Cys 


Ala 


Asp 
205 


Thr 


Trp 


Leu 


Asn 


Gin 
210 


Val 


Val 


He 


Phe 


Ala 
215 


Ala 


Cys 


Met 


Phe 


He 
220 


Leu 


Val 


Gly 


Pro 


Leu 


Cys 


Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Ser 


His 


He 


Leu 


Ala 


Ala 


He 


Leu 


225 










230 










235 










240 


Arg 


He 


Gin 


Ser Gly 


Glu 


Gly Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 










245 










250 










255 




Ser 


His 


Leu 


Cys 
260 


Val 


Val 


Gly 


Leu 


Phe 
265 


Phe 


Gly 


Ser 


Ala 


He 
270 


Val 


Met 


Tyr 


Met 


Ala 

275 


Pro 


Lys 


Ser 


Arg 


His 
280 


Pro 


Glu 


Glu 


Gin 


Gin 
285 


Lys 


Val 


Leu 


Phe 


Leu 
290 


Phe 


Tyr 


Ser 


Ser 


Phe 
295 


Asn 


Pro 


Met 


Leu 


Asn 
300 


Pro 


Leu 


He 


Tyr 



1601 
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Asn Leu Arg Asn Val Glu Val Lys Gly Ala Leu Arg Arg Ala Leu Cys 
305 310 315 320 

Lys Glu Ser His Ser Xaa Glu Val Xaa His Leu Asn Cys Gin Pro Gin 

325 330 335 

Leu Ser Arg Gly Leu Leu Met Pro Asn Tyr Cys Leu Asn Pro Glu Lys 
340 345 350 

<210> 2631 
<211> 314 
<212> PRT 

<213> Unknown ( 4156187-rev-834-13 conceptual translation of range 83640- 
84581) 

<220> 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa = Any Amino Acid 



<400>2631 



Glu 


Met 


Gly Glu Asn 


Gin 


Thr 


Met 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Pne 


Leu 


Leu 


Gly 


Pro 


Arg 


He 


Gin 


Met 


Leu 


Leu 


Phe 


Gly 


Leu 


Phe 


Ser 








20 










25 










30 






Leu 


Pne 


Tyr 


He 


Pne 


Thr 


Leu 


Leu 


Gly 


Asn 


Gly 


Ala 


He 


Leu 


Gly 


Leu 






J O 










40 










45 








lie 


Ser 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Pne 


Pne 


Leu 


Ser 




bO 










55 










60 










HIS 


Leu 


Ala 


val 


val 


Asp 


He 


Ala 


Tyr 


Thr 


Arg 


Asn 


Thr 


Val 


Pro 


Gin 


OO 










/0 










/ t> 










80 


Mnf 


Leu 


Ala 


Asn 


Leu 


Leu 


His 


Pro 


Ala 


Lys 


Pro 


Tl A 

i ±e 


OCX 


rxle 


Aia 


v^iy 










O D 










q n 














v»y o 


Mot- 


Tnr 


bin 


Tnr 




Leu 


Cys 


Leu 


Ser 


rile 


vjiy 


Ml S 


Ser 


IjIU 


Cys 








100 










1UI) 










110 






Leu 


Leu 


Leu 


Val 


Leu 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


Arg 


Tyr 


Ser 


Val 


He 


Met 


Thr 


Trp 


Arg 


Val 


Cys 


He 


Thr 


Leu 




130 










135 










140 










Ala 


Val 


Thr 


Ser 


Trp 


Thr 


Cys 


Gly 


Ser 


Leu 


Leu 


Ala 


Leu 


Ala 


His 


Val 


145 










150 










155 










160 


Val 


Leu 


He 


Leu 


Arg 


Leu 


Pro 


Phe 


Ser 


Gly 


Pro 


His 


Glu 


He 


Asn 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Glu 


He 


Leu 


Ser 


Val 


Leu 


Arg 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 








180 










185 










190 






Trp 


Leu 


Asn 


Gin 


Val 


Val 


He 


Phe 


Ala 


Ala 


Cys 


Val 


Phe 


Phe 


Leu 


Val 






195 










200 










205 








Gly 


Pro 


Pro 


Ser 


Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Ser 


His 


He 


Leu 


Ala 


Ala 




210 










215 










220 










He 


Leu 


Arg 


He 


Gin 


Ser 


Gly Glu 


Gly 


Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


Leu 


Cys 


Val 


Val 


Gly 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala 


He 










245 










250 










255 




He 


Met 


Tyr 


Met 


Ala 


Pro 


Lys 


Ser 


Arg 


His 


Pro 


Glu 


Glu 


Gin 


Gin 


Lys 








260 










265 










270 






Val 


Phe 


Phe 


Leu 


Phe 


Tyr 


Ser 


Phe 


Phe 


Asn 


Pro 


Thr 


Leu 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Gly 


Glu 


Val 


Lys 


Gly 


Ala 


Leu 


Arg 


Arg 


Ala 




290 










295 










300 










Leu 


Gly 


Lys 


Glu 


Ser 


His 


Ser 


Xaa 


Leu 


Val 














305 










310 























<210> 2632 
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<211> 223 
<212> PRT 

<213> Unknown (3983369-dir-0-8 conceptual translation of range 1-669) 



<400>2632 




























Ser 


His 


Leu 


Ala 


He 


Val 


Asp 


Met 


Ala 


Tyr Ala 


Cys 


Asn 


Thr 


Val 


Pro 


1 








5 










10 










15 




Gin 


Thr 


Leu 


He 
20 


Asn 


Leu 


Leu 


Asp 


Glu 
25 


Thr 


Aro 


Pro 


He 


Thr 
30 


Phe 


Ala 


Gly Cys 


Met 


Thr 


Gin 


Thr 


Tyr 


Leu 


Phe 


Leu 


Thr 


Phe 


Ala 


He 


Thr 


Glu 






35 










40 










45 








Cys 


Leu 
50 


Leu 


Leu 


Val 


Val 


Met 
55 


Ser 


Tyr 


Asp 


Arg 


Tyr 
60 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Met 


Asn 


xx lj 


Arg 


Val 


Cvs 


Thr 


He 


65 










70 










75 










80 


Met 




Ala 


Val 


Ser 
85 


Trp 


He 


Val 


Ser 


Phe 
90 


Leu 


Leu 


Ser 


Leu 


Val 
95 


His 


Leu 


Leu 


Leu 


He 
100 


Leu 


Arg 


Leu 


Pro 


Phe 
105 


Cys 


\jxy 


Pro 


His 


Glu 
110 


He 


Asn 


His 


Phe 


Phe 
115 


Cvs 


Glu 


He 


Leu 


Ser 
120 


Val 


Leu 


.uys 


Leu 


Ala 
125 


Cys 


Ala 




Thr 


Thr 
130 


Leu 


Asn 


Gin 


Val 


Val 
135 


Tip 

JL JL 


Php 


Ala 


Ala 


Cys 
140 


Val 


Phe 


i nr 


Leu 


Val 


Gly 


Pro 


Leu 


Cys 


Phe 


Val 


Leu 


Val 


Ser 


Tyr 


Thr 


Arg 


He 


Leu 


Val 


145 










150 










155 










160 


Ala 


He 


Leu 


Arg 


He 
165 


Gin 


Ser 


Gly 


Glu 


Arg 
170 


Arg 


Arg 


Lys 


Ala 


Phe 
175 


Ser 


Thr 


Cys 


Ser 


Ser 
180 


His 


Leu 


Cys 


Val 


Val 
185 


Gly 


Leu 


Phe 


Phe 


Gly 
190 


Ser 


Ala 


He 


Val 


Met 


Tyr 


Met 


Ala 


Pro 


Lys 


Ser 


Gin 


His 


Pro 


Gly Glu 


Gin 


Gin 






195 










200 










205 








Lys 


He 
210 


Leu 


Phe 


Leu 


Phe 


Tyr 
215 


Ser 


Phe 


Phe 


Asn 


Pro 
220 


Met 


Leu 


Asn 





<210> 2633 
<211> 216 
<212> PRT 

<213> Unknown (OST008-dir-0-8 conceptual translation of range 2-649) 



<400>2633 



He 


He 


Asp 


Met 


Ser 


Tyr 


Ala 


Ser 


Asn 


Asn 


Val 


Pro 


Lys 


Met 


Leu 


Ala 


1 








5 










10 










15 




Asn 


Leu 


Met 


Asn 


Gin 


Lys 


Arg 


Thr 


He 


Ser 


Phe 


Val 


Pro 


Cys 


He 


Met 








20 










25 










30 






Gin 


Thr 


Phe 


Leu 


Tyr 


Leu 


Ala 


Phe 


Ala 


Val 


Thr 


Glu 


Cys 


Leu 


He 


Leu 






35 










40 










45 








Val 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Phe 


Gin 




50 










55 










60 










Tyr 


Thr 


Val 


He 


Met 


Ser 


Trp 


Arg 


Val 


Cys 


Thr 


He 


Leu 


Val 


Leu 


Thr 


65 










70 










75 










80 


Ser 


Trp 


Ser 


Cys Gly 


Phe 


Ala 


Leu 


Ser 


Leu 


Val 


His 


Glu 


He 


Leu 


Leu 










85 










90 










95 




Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Arg 


Asp 


Val 


Asn 


His 


Leu 


Phe 


Cys 








100 










105 










110 






Glu 


He 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Trp 


Val 


Asn 






115 










120 










125 








Gin 


Val 


Val 


He 


Phe 


Ala 


Thr 


Cys 


Val 


Phe 


Val 


Leu 


Val 


Gly 


Pro 


Leu 




130 










135 










140 










Ser 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Met 


His 


He 


Leu 


Gly Ala 


He 


Leu 


Lys 


145 










150 










155 










160 


He 


Gin 


Thr 


Lys 


Glu 


Gly 


Arg 


He 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 
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165 170 
His Leu Cys Val Val Gly Leu Phe Phe Gly lie Ala Met Val 
180 185 190 

Met Val Pro Asp Ser Asn Gin Arg Glu Glu Gin Glu Lys Met 

195 200 205 

Leu Phe His Ser Val Leu Asn Pro 
210 215 

<210> 2634 
<211> 310 
<212> PRT 

<213> Unknown ( 4156187-dir-87-12 conceptual translation of range 8841-9771) 



<400>2634 



Met 


Gly 


Asp 


Asn 


Gin 


Ser 


Arg 


vai 


Tnr 


vj»1U 


File 


lie 


Leu 


vai 


uiy 


pne 


l 








b 










1U 










lb 




Gin 


Leu 


Ser 


Val 


Glu 


Met 


Glu 


Val 


Leu 


Leu 


Pne 


Trp 


He 


pne 


Ser 


Leu 








20 










25 










■a n 
J U 






Leu 


Tyr 


Leu 


Phe 


Ser 


Leu 


Leu 


Ala 


Asn 


Gly 


Met 


lie 


Leu 


Gly 


Leu 


lie 






35 










40 


















Cys 


Leu 


Asp 


Pro 


Arg 


Leu 


Arg 


Thr 


Pro 


Met 


Tyr 


Phe 


Pne 


Leu 


Ser 


His 




50 










55 










bO 










Leu 


Ala 


Val 


He 


Asp 


He 


Tyr 


Tyr 


Ala 


Ser 


Ser 


Asn 


Leu 


Leu 


Asn 


Met 


65 










70 










75 












Leu 


Glu 


Asn 


Leu 


Val 


Lys 


His 


Lys 


Lys 


Asn 


Tyr 


Pro 


Pne 


lie 


Ser 


Cys 










85 










90 








val 


9b 




lie 


Met 


Gin 


Met 


Ala 


Leu 


Tyr 


Leu 


Thr 


Phe 


Ala 


TV 1 a 

Ala 


TV 1 

Ala 


Cys 


Met 








100 










105 










11 U 






lie 


Leu 


Val 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


lie 


cys 


His 


Pro 






lib 










120 










IOC 

1Z D 








Lieu 


HIS 


Tyr 


i nr 


vai 


lie 


Met 


Asn 


Trp 


Arg 


Val 


Cys 


j.nr 


Val 


Leu 


nla 




i in 










135 










140 










He 


Thr 


Ser 


Trp 


Ala 


Cys 


Gly 


Phe 


Ser 


Leu 


Ala 


Leu 


He 


Asn 


Leu 


He 


145 










150 










155 










160 


Leu 


Leu 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Gin 


Glu 


Val 


Asn 


His 


Phe 










165 










170 










175 




Phe 


Gly 


Glu 


He 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Trp 








180 










185 










190 






lie 


Asn 


Glu 


He 


Phe 


Val 


Phe 


Ala 


Gly Gly Val 


Phe 


Val 


Leu 


Val 


Gly 






195 










200 










205 








Pro 


Leu 


Ser 


Leu 


Met 


Leu 


He 


Ser 


Tyr 


Met 


Arg 


He 


Leu 


Leu 


Ala 


He 




210 










215 










220 










Leu 


Lys 


He 


Gin 


Ser 


Lys 


Glu Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ser 


Ser 


His 


Leu 


Cys 


Val 


Val 


Gly 


Leu 


Tyr 


Phe 


Gly 


Met 


Ala 


Met 


Val 










245 










250 










255 




Val 


Tyr 


Leu 


Val 


Pro 


Asp 


Asn 


Ser 


Gin 


Arg 


Gin 


Lys 


Gin 


Gin 


Lys 


He 








260 










265 










270 






Leu 


Thr 


Leu 


Phe 


Tyr 


Ser 


Leu 


Phe 


Asn 


Pro 


Leu 


Leu 


Asn 


Pro 


Leu 


He 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Ala 


Gin 


Val 


Lys Gly Ala 


Leu 


Tyr 


Arg 


Ala 


Leu 




290 










295 










300 










Gin 


Lys 


Lys 


Arg 


Thr 


Met 























305 310 



<210> 2635 
<211> 339 
<212> PRT 

<213> Unknown (4156187-rev-1102-12 conceptual translation of range 110295- 
111311) 



175 

Val Tyr 
Leu Ser 



1604 
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<220> 

<221> VARIANT 

<222> <1) . . . (339) 

<223> Xaa = Any Amino Acid 

<400>2635 

He Cys Phe Xaa Thr Leu Leu Leu Asn His Glu His Xaa Leu Asp Phe 

1 ^5 10 15 

Leu Cys His Arg Asp Met Gly Asp Asn He Thr Ser lie Thr Glu Phe 

20 25 30 

Leu Leu Leu Gly Phe Pro Val Gly Pro Arg He Gin Met Leu Leu Phe 

35 40 45 

Gly Leu Phe Ser Leu Phe Tyr Val Phe Thr Leu Leu Gly Asn Gly Thr 

50 55 60 

He Leu Gly Leu He Ser Leu Asp Ser Arg Leu His Ala Pro Met Tyr 
65 70 75 80 

Phe Phe Leu Ser His Leu Ala Val Val Asp He Ala Tyr Ala Cys Asn 

85 90 95 

Thr Val Pro Arg Met Leu Val Asn Leu Leu His Pro Ala Lys Pro He 

100 105 110 

Ser Phe Ala Gly Arg Met Met Gin Thr Phe Leu Phe Ser Thr Phe Ala 

115 120 125 

Val Thr Glu Cys Leu Leu Leu Val Val Met Ser Tyr Asp Leu Tyr Val 

13 0 13 5 14 0 

Ala He Cys His Pro Leu Arg Tyr Leu Ala He Met Thr Trp Arg Val 
145 150 155 160 

Cys He Thr Leu Ala Val Thr Ser Trp Thr Thr Gly Val Leu Leu Ser 

165 170 175 

Leu He His Leu Val Leu Leu Leu Pro Leu Pro Phe Cys Arg Pro Gin 

180 185 190 

Lys He Tyr His Phe Phe Cys Glu He Leu Ala Val Leu Lys Leu Ala 

195 200 205 

Cys Ala Asp Thr His He Asn Glu Asn Met Val Leu Ala Gly Ala He 

210 215 220 

Ser Gly Leu Val Gly Pro Leu Ser Thr He Val Val Ser Tyr Met Cys 
225 230 235 240 

He Leu Cys Ala He Leu Gin He Gin Ser Arg Glu Val Gin Arg Lys 

245 250 255 

Ala Phe Cys Thr Cys Phe Ser His Leu Cys Val He Gly Leu Phe Tyr 

260 265 270 

Gly Thr Ala He He Met Tyr Val Gly Pro Arg Tyr Gly Asn Pro Lys 

275 280 285 

Glu Gin Lys Lys Tyr Leu Leu Leu Phe His Ser Leu Phe Asn Pro Met 

290 295 300 

Leu Asn Pro Leu He Cys Ser Leu Arg Asn Ser Glu Val Lys Asn Thr 
305 310 315 ^ 320 

Leu Lys Arg Val Leu Gly Val Glu Arg Ala Leu Xaa Lys Gly Leu Trp 
325 330 " 335 

His Cys Asp 



<210> 2636 
<211> 339 
<212> PRT 

<213> Unknown (4156166-dir-1014-13 conceptual translation of range 101536- 
102552) 

<220> 

<221> VARIANT 

<222> (1)...{339) 

<223> Xaa = Any Amino Acid 



1605 
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<400>2636 



lie 


Cys 


Phe 


Xaa 


Thr 


Leu 


Leu 


Leu 


Asn 


His 


Glu 


His 


Xaa 


Leu 


Asp 


Phe 


1 








5 










10 










15 




Leu 


Cys 


His 


Arg 


Asp 


Met 


Gly 


Asp 


Asn 


He 


Thr 


Ser 


He 


Arg 


Glu 


Phe 








20 










25 










30 






Leu 


Leu 


Leu 


Gly 


Phe 


Pro 


Val 


Gly 


Pro 


Arg 


He 


Gin 


Met 


Leu 


Leu 


Phe 






35 










40 










45 








Gly 


Leu 


Phe 


Ser 


Leu 


Phe 


Tyr 


Val 


Phe 


Thr 


Leu 


Leu 


Gly 


Asn 


Gly 


Thr 




50 










55 










60 










lie 


Leu 


Gly 


Leu 


He 


Ser 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Ala 


Pro 


Met 


Tyr 


65 










70 










75 










80 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


Ala 


Val 


Val 


Asp 


He 


Ala 


Tyr 


Ala 


Cys 


Asn 










85 










90 










95 




Thr 


Val 


Pro 


Arg 


Met 


Leu 


Val 


Asn 


Leu 


Leu 


His 


Pro 


Ala 


Lys 


Pro 


He 








100 










105 










110 






Ser 


Phe 


Ala 


Gly 


Arg 


Met 


Met 


Gin 


Thr 


Phe 


Leu 


Phe 


Ser 


Thr 


Phe 


Ala 






115 










120 










125 








Val 


Thr 


Glu 


Cys 


Leu 


Leu 


Leu 


Val 


Val 


Met 


Ser 


Tyr 


Asp 


Leu 


Tyr 


Val 




130 










135 










140 










Ala 


lie 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Leu 


Ala 


He 


Met 


Thr 


Trp 


Arg 


Val 


145 










150 










155 










160 


CVS 


lie 


Thr 


Leu 


Ala 


Val 


Thr 


Ser 


Trp 


Thr 


Thr 


Gly 


Val 


Leu 


Leu 


Ser 










165 










170 










175 




Leu 


He 


His 


Leu 


Val 


Leu 


Leu 


Leu 


Pro 


Leu 


Pro 


Phe 


Cys 


Arg 


Pro 


Gin 








180 










185 










190 






Lvs 


He 


Tvr 


His 


Phe 


Phe 


Cvs 


Glu 


He 


Leu 


Ala 


Val 


Leu 


Lys 


Leu 


Ala 






195 










200 










205 








Cvs 


Ala 


Asd 


Thr 


His 


He 


Asn 


Glu 


Asn 


Met 


Val 


Leu 


Ala 


Gly 


Ala 


He 




210 










215 










220 










Ser 


Gly 


Leu 


Val 


Gly 


Pro 


Leu 


Ser 


Thr 


He 


Val 


Val 


Ser 


Tyr 


Met 


Cys 


225 










230 










235 










240 


lie 


Leu 


Cys 


Ala 


He 


Leu 


Gin 


He 


Gin 


Ser 


Arg 


Glu 


Val 


Gin 


Arg 


Lys 










245 










250 










255 




Ala 


Phe 


Arg 


Thr 


Cys 


Phe 


Ser 


His 


Leu 


Cys 


Val 


He 


Gly 


Leu 


Val 


Tyr 








260 










265 










270 






Gly 


Thr 


Ala 


He 


He 


Met 


Tyr 


Val 


Gly 


Pro 


Arg 


Tyr 


Gly 


Asn 


Pro 


Lys 






275 










280 










285 








Glu 


Gin 


Lys 


Lys 


Tyr 


Leu 


Leu 


Leu 


Phe 


His 


Ser 


Leu 


Phe 


Asn 


Pro 


Met 




290 










295 










300 










Leu 


Asn 


Pro 


Leu 


He 


Cys 


Ser 


Leu 


Arg 


Asn 


Ser 


Glu 


Val 


Lys 


Asn 


Thr 


305 










310 










315 










320 


Leu 


Lys 


Arg 


Val 


Leu 


Gly 


Val 


Glu 


Arg 


Ala 


Leu 


Xaa 


Lys 


Gly 


Leu 


Trp 










325 










330 










335 





His Cys Asp 



<210> 2637 
<211>c 222 
<212> PRT 

<213> Unknown (293753-dir-0-8 conceptual translation of range 2-667) 



<400>2637 

Phe Phe Leu Ser His Leu Ala He 

1 5 
Thr Val Pro Gin Met Leu Val Asn 
20 

Ser Tyr Ala Gly Cys Met Thr Gin 

35 40 
He Thr Glu Cys Leu Leu Leu Val 
50 55 



Val Asp He Ala Tyr Ala Cys Asn 

10 15 
Leu Leu Asp Pro Val Lys Pro He 
25 30 
Thr Phe Leu Phe Leu Thr Phe Ala 
45 

Val Met Ser Tyr Asp Arg Tyr Val 
60 
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Ala He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Ser 


Ala 


He 


Met 


Ser 


Trp 


Arg 


Val 


65 








70 










75 










80 


Cys Ser 


Thr 


Met 


Ala 


Val 


Thr 


Ser 


Trp 


He 


He 


Gly 


Val 


Leu 


Leu 


Ser 








85 










90 










95 




Leu He 


His 


Leu 


Val 


Leu 


Leu 


Leu 


Pro 


Leu 


Pro 


Phe 


Cys 


Val 


Ser 


Gin 






100 










105 










110 






Lys Val 


Asn 


His 


Phe 


Phe 


Cys 


Glu 


He 


Thr 


Ala 


He 


Leu 


Lys 


Leu 


Ala 




115 










120 










125 








Cys Ala 


Asp 


Thr 


His 


Leu 


Asn 


Glu 


Thr 


Met 


Val 


Leu 


Ala 


Gly 


Ala 


Val 


130 










135 










140 










Ser Val 


Leu 


Val 


Gly 


Pro 


Phe 


Ser 


Ser 


He 


Val 


Val 


Ser 


Tyr 


Ala 


Cys 


145 








150 










155 










160 


He Leu 


Gly Ala 


He 


Leu 


Lvs 


He 


Gin 


Ser 


Glu 


Glu 


Glv 


Gin 


Ara 


Lvs 








165 










170 










175 




Ala Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Cys 


Val 


Val 


Gly 


Leu 


Phe 


Tyr 






180 










185 










190 






Gly Thr 


Ala 


He 


Val 


Met 


Tyr 


Val 


Gly 


Pro 


Arg 


His 


Gly 


Ser 


Pro 


Lys 




195 










200 










205 








Glu Gin 


Lys 


Lys 


Tyr 


Leu 


Leu 


Leu 


Phe 


His 


Ser 


Leu 


Phe 


Asn 






210 










215 










220 











<210> 2638 
<211> 114 
<212> PRT. 

<213> Unknown (892-dir-0-5 conceptual translation of range 2-343) 
<400>2638 



He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Lys 


Val 


He 


Met 


Ser 


Arg 


Trp 


Met 


Cys 


1 








5 










10 










15 




Leu 


Leu 


Met 


Val 


Gly 


He 


Cys 


Gly Val 


Tyr 


Gly 


Val 


Val 


Gly 


Ser 


Leu 








20 










25 










30 






Cys 


Tyr 


Thr 
35 


Phe 


Phe 


Ala 


Met 


Arg 
40 


Leu 


Pro 


Tyr 


Cys 


Gly 
45 


Pro 


Asn 


Glu 


He 


Asp 
50 


His 


Tyr 


Phe 


Cys 


Glu 
55 


Val 


Pro 


Ala 


Val 


Leu 
60 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Ser 


Leu 


Asn 


Asp 


Leu 


Val 


Asp 


Phe 


He 


Thr 


Gly 


Phe 


Asn 


65 










70 










75 










80 


Val 


He 


Val 


Val 


Pro 
85 


Leu 


Thr 


Leu 


Val 


Val 
90 


He 


Val 


Tyr 


Ala 


Asn 
95 


He 


Phe 


Ala 


Thr 


He 
100 


Met 


Lys 


He 


Arg 


Ser 
105 


Ala 


Gin 


Gly 


Gin 


He 
110 


Lys 


Ala 



Phe Ser 



<210> 2639 
<211> 350 
<212> PRT 

<213> Unknown (2331266-dir-0-13 conceptual translation of range 111-1160) 
<220> 

<221> VARIANT 

<222> (1)...(350) 

<223> Xaa = Any Amino Acid 

<400>2639 

Leu Ala Gin Asn He Lys Arg Lys Thr Ala Met Asn Ser Val Asn Ala 

15 10 15 

Ser Phe Tyr Gin Asn He Ser He Val Arg Pro Glu Tyr Phe Phe He 

20 25 30 

Ser Gly Leu Ser Gly He Pro Tyr Ser Ser Tyr Tyr Tyr He Phe Leu 
35 40 45 
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Phe 


Val 


Val 


Tyr 


Phe 


He 


Ser 


Val 


He 


Gly 


Asn 


Ser 


Val 


Val 


Leu 


Leu 




50 










55 










60 










He 


He 


Ala 


Val 


Asp 


Arg 


Ser 


Leu 


His 


Ser 


Pro 


Lys 


Tyr 


He 


Gly 


Val 


65 










70 










75 










80 


Phe 


Asn 


Leu 


Ala 


Leu 


Ala 


Asp 


He 


Gly 


Glu 


Thr 


Asn 


Ala 


Leu 


He 


Pro 










85 










90 










95 




Asn 


Met 


Met 


Lys 


Thr 


Phe 


Leu 


Phe 


Asn 


Ser 


Gin 


Tyr 


He 


Ser 


Tyr 


Asn 








100 










105 










110 






Gly 


Cys 


Met 


Ala 


Asn 


Met 


Phe 


Phe 


Val 


Val 


Leu 


Phe 


Asn 


Ser 


He 


Gin 






115 










120 










125 








Ser 


Phe 


Thr 


Leu 


Val 


Ala 


Leu 


Ala 


Tyr 


Asp 


Arg 


Phe 


He 


Ala 


He 


Cys 




130 










135 










140 










Leu 


Pro 


Leu 


Arg 


Tyr 


His 


Ala 


He 


Val 


Asn 


Asn 


Thr 


Ser 


Met 


He 


Leu 


145 










150 










155 










160 


He 


Phe 


Leu 


Ala 


He 


Trp 


Ala 


Phe 


Asn 


Ser 


Ser 


Val 


Val 


Ala 


Ser 


Met 










165 










170 










175 




Val 


Ser 


Met 


He 


Thr 


Arg 


Leu 


Ser 


He 


Cys 


Lys 


Ser 


Asn 


Val 


He 


Pro 








180 










185 










190 






Ser 


Tyr 


Phe 


Cys 


Asp 


His 


Gly 


Pro 


He 


Phe 


Arg 


Leu 


Ala 


Cys 


Asn 


Asp 






195 










200 










205 








He 


Lys 


He 


Asn 


Glu 


Phe 


Phe 


Ala 


Phe 


Phe 


He 


Ser 


He 


Leu 


Tyr 


Leu 




210 










215 










220 










Thr 


Met 


Pro 


Met 


Val 


He 


lie Ala 


Leu 


Ser 


Tyr 


Leu 


Asn 


He 


Phe 


Leu 


225 










230 










235 










240 


Ala 


Leu 


He 


Lys 


He 


Thr 


Thr 


Trp 


Glu 


Gly 


Arg 


Leu 


Lys 


Ala 


Leu 


Lys 










245 










250 










255 




Thr 


Cys 


Val 


Ser 


His 


Leu 


Leu 


Leu 


Val 


Gly 


He 


Phe 


Phe 


Leu 


Pro 


Leu 








260 










265 










270 






Leu 


Cys 


Thr 


Tyr 


He 


Ala 


Gin 


Val 


Leu 


Leu 


Ala 


Leu 


Thr 


Pro 


Asn 


Ala 






275 










280 










285 








Arg 


Val 


He 


Ser 


Thr 


Ser 


Leu 


Ser 


Tyr 


Ala 


He 


Pro 


Pro 


Met 


Leu 


Asn 




290 










295 










300 










Pro 


He 


He 


Tyr 


Val 


Leu 


Asn 


Thr 


Ala 


Glu 


He 


Lys 


Tyr 


He 


He 


Arg 


305 










310 










315 










320 


Lys 


Leu 


Phe 


Lys 


Arg 


Arg 


Leu 


Arg 


Ser 


Val 


Ser 


Asp 


Asn 


He 


Ser 


Lys 










325 










330 










335 




Xaa 


Phe 


Cys 


Ser 


Cys 


Trp 


Gly Leu 


Tyr 


Gin 


Ser 


Lys 


Lys 


Lys 







340 345 350 



<210> 2640 
<211> 353 
<212> PRT 

<213> Unknown (233l262-dir-l-13 conceptual translation of range 199-1257) 
<220> 

<221> VARIANT 

<222> (1)...(353) 

<223> Xaa = Any Amino Acid 



<400>2640 



Val 


Gin 


Asn 


Thr 


Lys 


Cys 


Lys 


Val 


Ala 


Met 


Ser 


Ser 


Leu 


Asn 


Ala 


Ser 


1 








5 










10 










15 




Phe 


Ser 


Leu 


Asn 


He 


Ser 


Val 


Val 


Arg 


Pro 


Glu 


Tyr 


Phe 


Phe 


He 


Leu 








20 










25 










30 






Gly 


Leu 


Ser 


Gly 


He 


Pro 


Tyr 


Ser 


Asn 


Leu 


Tyr 


Tyr 


He 


Phe 


He 


Phe 






35 










40 










45 








He 


He 


Tyr 


Phe 


He 


Thr 


Val 


He 


Gly 


Asn 


Phe 


Leu 


Val 


He 


Leu 


Leu 




50 










55 










60 










He 


Val 


Leu 


Asp 


Arg 


Ser 


Leu 


His 


Ser 


Pro 


Lys 


Tyr 


He 


Gly Val 


Phe 


65 










70 










75 










80 


Asn 


Leu 


Ala 


Leu 


Ala 


Asp 


He 


Gly 


Glu 


Thr 


Asn 


Ala 


Leu 


He 


Pro 


Asn 
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85 90 95 



Met 


Met 


Lys 


Thr 


Phe 


Leu 


Phe 


Asp 


Ser Gin Tyr 


lie 


Ser 


Tyr 


Asn 


Ala 








100 










105 










110 






Cys 


Leu 


Val 
115 


Asn 


Met 


Phe 


Phe 


Val 
120 


Phe 


Leu 


Phe 


Ser 


Ser 
125 


Met 


Gin 


Ser 


Leu 


Thr 


Leu 


Val 


Val 


Met 


Ala 


Tyr Asp Airg Leu 


He 


Ala 


He 


Cys 


Leu 




130 










135 










140 










Pro 


Leu 


Arg 


Tyr 


His 


Val 


He 


Val 


Asn 


Asn 


Thr 


Ser 


Met 


He 


Ser 


He 


145 










150 










155 










160 


Phe 


Ser 


Ala 


Val 


Phe 
165 


Met 


Phe 


Asn 


Ser 


He 
170 


He 


Val 


Ala 


Ser 


Met 
175 


Val 


Ser 


Leu 


Val 


Thr 
180 


Asn 


He 


Ser 


Phe 


Cys 
185 


Lys 


OCX 


Asn 


Val 


He 
190 


Gin 


Ser 


Tyr 


Phe 


Cys 
195 


Asp 


His 


Gly 


Pro 




rile 


Arg 




Ala 


Cys 
205 


Asn 


Asp 


Asn 


Asn 


He 
210 


Asn 


Lvs 


He 


Met 


Glv 
215 




Leu 


Tyr 


i nr 


Thr 
220 


Leu 




T .01 1 


lie 


Ala 


Pro 


Met 


Leu 


Val 


He 


Phe 


Leu 


Ser 


Tyr 


Leu 


Gly 


lie 


Phe 


Leu 


Val 


225 










230 










235 












Val 


Ser 


Lvs 


He 


Ala 
245 


Thr 


Trr> 


n„ 
ulU 


Arg 


Arg 
250 


Leu 




Ala 


JJCli 


JL»ys 


1 III. 


Cys 


Val 


Ser 


His 
260 


Leu 


Leu 


Leu 


Val 


Gly 
265 


He 


Tyr 


Phe 


Leu 


Pro 

97ft 


He 


Phe 


Phe 


Thr 


Tyr 


Leu 


Thr 


Ser 


Leu 


Leu 


Leu 


Phe 


Ser 


Thr 


Ser 


Asn 


Ser 


Arg 






275 










280 










0 Q ^ 






Val 


He 
290 


Ser 


Thr 


Ser 


Leu 


Ala 
295 


Tyr 


Ala 


He 


Pro 


Pro 
300 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Val 


Leu 


Asn 


Thr 


Ala 


Glu 


He 


Lys 


Asn 


Thr 


lie 


Arg 


Lys 


305 










310 










315 










320 


Gly 


Phe 


Lys 


Asn 


Arg 
325 


Ser 


Leu 


Pro 


He 


Glu 
330 


Thr 


Val 


Ser 


Lys 


Xaa 
335 


He 


Lys 


Arg 


Leu 


Phe 
340 


Phe 


He 


Val 


Xaa 


Tyr 
345 


His 


Lys 


Tyr 


Asp 


Phe 
350 


Cys 


He 



Cys 



<210> 2641 
<211> 351 
<212> PRT 

<213> Unknown (4726083-dir-262-12 conceptual translation of range 26289- 
27340) 

<220> 

<221> VARIANT 

<222> (1)...(351) 

<223> Xaa = Any Amino Acid 



<400>2641 



Leu 


Ser 


Pro 


Ser 


Leu 


Lys 


Pro 


Ser 


Cys 


Asn 


Cys Asp 


Pro 


Thr 


Met 


Trp 


1 








5 










10 








15 




Pro 


Asn 


Ser 


Ser 


Asp 


Ala 


Pro 


Phe 


Leu 


Leu 


Thr Gly 


Phe 


Leu 


Gly 


Leu 








20 










25 








30 






Glu 


Met 


lie 


His 


His 


Trp 


lie 


Ser 


He 


Pro 


Phe Phe 


Val 


He 


Tyr 


Phe 






35 










40 








45 








Ser 


He 


He 


Val 


Gly 


Asn 


Gly Thr 


Leu 


Leu 


Phe He 


He 


Trp 


Ser 


Asp 




50 










55 








60 










His 


Ser 


Leu 


His 


Glu 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu Ala 


Val 


Leu 


Ala 


Ser 


65 










70 










75 








80 


Met 


Asp 


Leu 


Gly 


Met 


Thr 


Leu 


Thr 


Thr 


Met 


Pro Thr 


Val 


Leu 


Gly Val 










85 










90 








95 




Leu 


Val 


Leu 


Asn 


Gin 


Arg 


Glu 


lie 


Val 


His 


Gly Ala 


Cys 


Phe 


He 


Gin 
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100 










105 










110 








Tyr 


nVio 
rxie 


Tip 
X X fcr 


n x o 


C7 -v- 
OCX 


Leu 


Ala 


He 


Val 


Glu 


Ser 


Glv 


Val 


Leu 


Leu 




115 










120 










125 










130 


Ser 1 


iyr 


Asp 


Arg 


r 11C 

135 


v d x 


Ala 


He 


Cys 


Thr 
140 


Pro 


Leu 


His 


xy x 


Asn 




Tl o 


LlCU 


X XIX 


Asn 


Ser 


/*x y 


Val 


Met 


Lys 


Met 


Ala 


Leu 


Glv 


Ala 


145 










150 










155 










160 


Leu 


Leu. 


Arg 


r;i v 




V d X 


Coy 


Tl p» 


Val 
v a x 


rx w 

170 


Pro 


He 


Met 


Pro 


Leu 
175 


Phe 


Trp 


sriLG 


Pro 


Tyr 
180 


Cys 


nib 


Cor 
OCX 


Hi q 


v dx 

185 


Leu 


Ser 


His 


Ala 


Phe 
190 


Cys 


Leu 


fix S 


tain 


Asp 
195 


vai 


wee 


Lys 


Leu 


Ala 

200 


Cys 


Al a 




He 


X iiX. 

205 


rue 


Asn 


Leu 


lie 


Tyr 

210 


Pro 


vai 


vai 


Leu 


vai 
215 


Ala 
Ala 


Leu 


1 J IX 


-tilt: 


220 


Leu 


Asp 


Al a 
nia 


T .on 

UCU 


lie 


lie 


lie 


Fne 


Ser 


Tyr 


Val 
Val 


Leu 


Tip 

lie 


Leu 


Lys 


x#y & 


Val 

VAX 


ncu 


Civ 
oxy 


X X c 


225 










230 










235 










240 


Ala 


Ser* 


Gly 


pi 

ijilU 


bill 


Arg 


Lys 


Lys 


Ser 


Leu 

OCA 
Z D U 


Asn 


x IJX 


vys 


Val 
VaX 


OCX 

9 ^ R 


Hi c 

XIX 9 


lie 


Ser 


Cys 


vai 
260 


Leu 


17=» 1 

vai 


rne 


Tyr 


lie 
265 


i nr 


val 


Tl o 

lie 


v?iy 


Leu 
270 


X XIX 


rile 


lie 


His 


Arg 
275 


Phe 


Caiy 


Lys 


Asn 


Ala 
280 


Pro 


TT Z — 

rixS 


val 


v=* 1 

Val 


Hi c 
MIS 

285 


Tl 

lie 


i nr 


Mot- 
wet 


Ser 


Tyr 
290 


Val 


Tyr 


Phe 


Leu 


Pne 
295 


Pro 


Pro 


Pne 


Met 


Asn 
300 


Pro 


lie 


lie 


Tyr 


Ser 


He 


Lys 


Thr 


Lys 


Gin 


He 


Gin 


Arg 


Ser 


He 


Leu 


Arg 


Leu 


Leu 


Ser 


305 










310 










315 










320 


Lys 


His 


Ser 


Arg 


Thr 
325 


Xaa 


He 


Leu 


He 


He 
330 


Asp 


Ser 


Gin 


Val 


Leu 
335 


Tyr 


Tyr 


Phe 


Trp 


Pro 
340 


Phe 


He 


Arg 


Asn 


Lys 
345 


Ser 


Cys 


Leu 


Lys 


Xaa 
350 


Tyr 





<210> 2642 
<211> 159 
<212> PRT 

<213> Unknown (4680279-dir-0-6 conceptual translation of range 2-478) 
<400>2642 



Asn 


Pro 


Leu 


Arg 


Tyr 


Thr 


Ser 


He 


Leu 


Thr 


Ser 


Ala 


Arg 


Val 


Leu 


Gin 


1 








5 










10 










15 




He 


Gly 


Leu 


Ala 


Phe 


Ser 


Leu 


Lys 


Asn 


Val 


Leu 


Leu 


He 


Leu 


Pro 


Phe 








20 










25 










30 






Pro 


Val 


Thr 


Leu 


Val 


Arg 


Leu 


Arg 


Tyr 


Cys 


Lys 


Lys 


Asn 


Leu 


Leu 


Ser 






35 










40 










45 








His 


Ser 


Tyr 


Cys 


Leu 


His 


Gin 


Asp 


Val 


Met 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 




50 










55 










60 










Asn 


Lys 


Phe 


Asn 


Val 


He 


Tyr 


Gly 


Leu 


Phe 


Val 


Ala 


Leu 


Thr 


Gly 


He 


65 










70 










75 










80 


Leu 


Asp 


He 


Thr 


Phe 


He 


Phe 


Met 


Ser 


Tyr 


Ala 


Leu 


He 


Leu 


Arg 


Ala 










85 










90 










95 




Val 


Leu 


Gly 


He 


Ala 


Ser 


Gin 


Arg 


Glu 


Arg 


Leu 


Lys 


Val 


Leu 


Ser 


Thr 








100 










105 










110 






Cys 


Val 


Ser 


His 


He 


Cys 


Ala 


Val 


Leu 


He 


Phe 


Tyr 


Val 


Pro 


Val 


He 






115 










120 










125 








Ser 


Leu 


Ala 


Val 


He 


Tyr 


Arg 


Leu 


Ala 


Ser 


Arg 


Ser 


Ser 


Pro 


He 


Ser 




130 










135 










140 










Lys 


He 


Leu 


Met 


Ala 


Asp 


He 


Phe 


Leu 


Leu 


Val 


Pro 


Pro 


Val 


Met 





145 150 155 

<210> 2643 
<211> 160 
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<212> PRT 

<213> Unknown { 902668-dir-0-6 conceptual translation of range 2-481) 
<400>2643 

He Ser Asn Pro Leu Arg Tyr Ala Ser Val Leu Thr Asn Asn Val He 

15 10 15 

He Arg He Gly Val Ala He Thr Thr Arg Ala Thr Leu Ser Leu Leu 

20 25 30 

Pro Leu Pro Phe Leu Leu Lys Arg Leu Asn Tyr Cys Pro Gly Lys He 

35 40 45 

Leu Leu Ser His Ser Phe' Cys Phe His Ala Asp Val Met Lys Leu Ala 

50 55 60 

Cys Ala Asp He Thr Val Asn He Leu Tyr Gly Leu Tyr Val Val Leu 
65 . 70 75 so 

Ser Thr Val Gly He Asp Ser Leu Leu He Val Met Ser Tyr Ser Leu 

85 90 95 

He Leu His Thr Val Met Gly Leu Ala Ser Pro Arg Glu Arg Val Arg 

100 105 110 

Thr Leu Asn Thr Cys Val Ser His He Ser Ala Val Leu Val Phe Tyr 

115 120 125 

He Pro Val He Gly Val Ser Met He His Arg Phe Gly Lys His Leu 

130 135 140 

Pro His He Val His Ala Leu Val Ala Tyr Val Tyr Leu Val Val Pro 
145 150 155 160 

<210> 2644 
<211> 316 
<212> PRT 

<213> Unknown (3927807-dir-288-13 conceptual translation of range 29007- 
29954) 

<400>2644 

Leu Asn Met Tyr Pro Arg Asn Ser Ser Gin Ala Gin Pro Phe Leu Leu 

1 5 10 15 

Ala Gly Leu Pro Gly Met Ala Gin Phe His His Trp Val Phe Leu Pro 

20 25 30 

Phe Gly Leu Met Tyr Leu Val Ala Val Leu Gly Asn Gly Thr He Leu 

35 40 45 

Leu Val Val Arg Val His Arg Gin Leu His Gin Pro Met Tyr Tyr Phe 

50 55 60 

Leu Leu Met Leu Ala Thr Thr Asp Leu Gly Leu Thr Leu Ser Thr Leu 
65 70 75 80 

Pro Thr Val Leu Arg Val Phe Trp Leu Gly Ala Met Glu He Ser Phe 

85 90 95 

Pro Ala Cys Leu He Gin Met Phe Cys He His Val Phe Ser Phe Met 

100 105 110 

Glu Ser Ser Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 

H5 120 125 

Cys Cys Pro Leu Arg Tyr Ser Ser He Leu Thr Gly Ala Arg Val Ala 

130 135 140 

Gin He Gly Leu Gly He He Cys Arg Cys Thr Leu Ser Leu Leu Pro 
145 150 155 160 

Leu He Cys Leu Leu Thr Trp Leu Pro Phe Cys Arg Ser His Val Leu 

165 170 175 

Ser His Pro Tyr Cys Leu His Gin Asp He He Arg Leu Ala Cys Thr 

180 185 190 

Asp Ala Thr Leu Asn Ser Leu Tyr Gly Leu lie Leu Val Leu Val Ala 

195 200 205 

He Leu Asp Phe Val Leu He Ala Leu Ser Tyr He Met He Phe Arg 

210 215 220 

Thr Val Leu Gly He Thr Ser Lys Glu Glu Gin Thr Lys Ala Leu Asn 
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225 230 235 240 

Thr Cys Val Ser His Phe Cys Ala Val Leu lie Phe Tyr lie Pro Leu 

245 250 255 

Ala Gly Leu Ser lie He His Arg Tyr Gly Arg Asn Ala Pro Pro He 

260 265 270 

Ser His Ala Val Met Ala Asn Val Tyr Leu Phe Val Pro Pro He Leu 

275 280 285 

Asn Pro Val Leu Tyr Ser Met Lys Ser Lys Ala He Cys Lys Gly Leu 

290 295 300 

Leu Arg Leu Leu Cys Gin Arg Ala Ala Trp Pro Gly 
305 " 310 315 

<210> 2645 
<211> 316 
<212> PRT 

<213> Unknown ( 4761596-dir-254-13 conceptual translation of range 25614- 
26561) 

<400>2645 

Phe His Asn Asp Thr Asn Pro Gin Asp Val Trp Tyr Val Leu He Gly 

1 5 10 15 

He Pro Gly Leu Glu Asp Leu His Ser Trp He Ala He Pro He Cys 
! 20 25 30 

Ser Met Tyr He Val Ala Val He Gly Asn Val Leu Leu He Phe Leu 

35 40 45 

He Val Thr Glu Arg Ser Leu His Glu Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Met Leu Ala Leu Ala Asp Leu Leu Leu Ser Thr Ala Thr Ala Pro Lys 
65 70 75 80 

Met Leu Ala He Phe Trp Phe His Ser Arg Gly He Ser Phe Gly Ser 

85 90 95 

Cys Val Ser Gin Met Phe Phe He His Phe He Phe Val Ala Glu Ser 

100 105 HO 

Ala He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Tyr 

115 120 125 

Pro Leu Arg Tyr Thr Thr He Leu Thr Ser Ser Val He Gly Lys He 

130 135 140 

Gly Thr Ala Ala Val Val Arg Ser Phe Leu He Cys Phe Pro Phe He 
145 150 155 160 

Phe Leu Val Tyr Arg Leu Leu Tyr Cys Gly Lys His He He Pro His 

165 170 175 

Ser Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys Asp Asn He 

180 185 190 • 

Thr Val Asn He He Tyr Gly Leu Thr Met Ala Leu Leu Ser Thr Gly 

195 200 205 

Leu Asp He Leu Leu He He He Ser Tyr Thr Met He Leu Arg Thr 

210 215 220 

Val Phe Gin He Pro Ser Trp Ala Ala Arg Tyr Lys Ala Leu Asn Thr 
225 . 230 235 240 

Cys Gly Ser His He Cys Val He Leu Leu Phe Tyr Thr Pro Ala Phe 

245 250 255 

Phe Ser Phe Phe Ala His Arg Phe Gly Gly Lys Thr Val Pro Arg His 

260 265 270 

He His He Leu Val Ala Asn Leu Tyr Val Val Val Pro Pro Met Leu 

275 280 285 

Asn Pro He He Tyr Gly Val Lys Thr Lys Gin He Gin Asp Arg Val 

290 295 300 

Val Phe Leu Phe Ser Ser Val Ser Thr Cys Gin His 
305 310 315 

<210> 2646 
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<211> 159 
<212> PRT 

<213> Unknown ( 2564519-dir-0-6 conceptual translation of range 1-477) 
<400>2646 



He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Ala 


Val 


Met 


Leu 


Thr 


Asn 


He 


Val 


He 


1 








5 










10 










15 




Arg 


Lys 


He 


Ala 


He 


Leu 


Ala 


Val 


Val 


Arg 


Gly 


Leu 


Cys 


Val 


Val 


Ala 








20 










25 










30 






Pro 


Phe 


Thr 


Phe 


Leu 


Leu 


His 


Arg 


Leu 


Pro 


Tyr 


Cys 


Gin 


Asn 


Asn 


Val 






35 










40 










45 








Val 


Pro 


His 


Thr 


Tyr 


Cys 


Glu 


His 


Met 


Gly 


He 


Ala 


Lys 


Leu 


Ala 


Cys 




50 










55 










60 










Ala 


Asp 


Val 


Thr 


Val 


Asn 


Ser 


Val 


Tyr 


Gly 


Leu 


Thr 


He 


Ala 


Leu 


Ser 


65 










70 










75 










80 


He 


Thr 


Gly 


Leu 


Asp 


Ala 


Ala 


Leu 


Val 


Val 


Ala 


Ser 


Tyr 


Val 


Leu 


He 










85 










90 










95 




Leu 


Arg 


Ala 


Val 


Leu 


Asn 


Met 


Asn 


Ser 


Met 


Thr 


Ala 


Arg 


His 


Lys 


Ala 








100 










105 










110 






Leu 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Val 


Cys 


Val 


He 


He 


Leu 


Phe 


Cys 


Val 






115 










120 










125 








Pro 


Ala 


Phe 


Phe 


Ser 


Phe 


Phe 


Ala 


His 


Arg 


Phe 


Gly 


Lys 


Asn 


He 


Pro 




130 










135 










140 










Leu 


Asn 


Val 


His 


He 


Phe 


Val 


Ala 


Asn 


Leu 


Tyr 


He 


Leu 


Leu 


Pro 





145 150 155 

<210> 2647 
<211> 158 
<212> PRT 

<213> Unknown ( 1644474-dir-0-6 conceptual translation of range 1-474) 
<400>2647 



Lys 


Pro 


Leu 


His 


Tyr 


Asn 


Glu 


He 


Met 


Asn 


Ser 


Ser 


Met 


Phe 


Leu 


Lys 


1 








5 










10 










15 




Leu 


Phe 


Leu 


Phe 


Thr 


Leu 


He 


Arg 


Ser 


Gly Thr 


He 


Met 


Ser 


Thr 


Leu 
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25 
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Val 


Ala 


Leu 


Ala 


Ser 


Pro 


Leu 


Ser 


Phe 


Cys 


Gly 


Ser 


Asn 


Val 


He 


Tyr 






35 










40 










45 






His 


Cys 
50 


Tyr 


Cys 


Asp 


His 


Met 
55 


Ala 


Leu 


Val 


Ser 


Leu 
60 


Ala 


Cys 


Asp 


Ser 


He 


Ala 


Gin 


Asn 


Gin 


Thr 


Met 


Gly 


Leu 


He 


Val 


He 


He 


Cys 


Phe 


Val 


65 










70 








75 










80 


Gly 


He 


Asp 


Thr 


Ser 
85 


Val 


He 


Phe 


Phe 


Ser 
90 


Tyr 


Val 


Lys 


He 


Leu 
95 


His 


Val 


Val 


Leu 


Gly 


Thr 


Ala Ala Gly Glu 


Asp 


Arg 


Trp 


Lys 


Ala 


Phe 


His 








100 










105 










110 






Thr 


Cys 


Gly 
115 


Thr 


His 


Leu 


Met 


Val 
120 


Met 


He 


Cys 


Phe 


Tyr 
125 


Phe 


Val 


Gly 


Ser 


Val 


Thr 


Phe 


Leu 


Ser 


Arg 


Asn 


Leu 


Asn 


He 


Pro 


He 


Pro 


He 


Asp 




130 










135 










140 








Val 


Asn 


Thr 


Phe 


Leu 


Gly Val 


Met 


Tyr 


He 


Val 


Phe 


Pro 


Ala 







145 150 155 

<210> 2648 
<211> 161 
<212> PRT 

<213> Unknown (4877304-dir-0-6 conceptual translation of range 2-484) 
<400>2648 

Leu Ala He Cys Tyr Pro Leu His Tyr Ser Ala Leu Met Thr Asn Lys 
1 5 10 15 
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Hi q 
nib 
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He Arg 
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He 
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Vj JL u 


Val 


Iri u 


His 
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Cvs 
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Cys 


Asn 


Asp 


Tl p> 

X -L C 


Ser 


lie 














70 






Met 


Cys 


Val 
Val 


Tip 




Ser 


Val 


Leu 








85 








Lys 


Tin 


vax 


ZVl a 
Aid 


Ser 


Val 


Leu 


Lvs 
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Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Val 


Ser 






115 










120 


Ser 


He 


Leu 


Ala 


Ala 


Phe 


Val 


Phe 




130 










135 




Ser 


Glu 


Asp 


Ala 


Arg 


Met 


He 


He 


145 










150 






Ser 

















Cvs 


Trp 


He 


He Gly 


Phe Leu He 


25 










30 


Arq 


Gin 


Thr 


Leu 


Phe 


Cys Gly Pro 










45 




Asp 


Tvr 


Ser 


Ala 


Val 


Ala Ala Leu 
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Ala 


Ala 


Val 


Gly 


Phe 


Ala He Ala 
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80 


Leu 


Cvs 


Leu 


Val 


Tvr 

jr 


Ser Tyr Val 




90 








95 


He 


Ala 


Ser 


Thr 


Asp 


Gly Arg Gin 


105 










110 


His 


Leu 


Phe 


Val 


Val 


Ser Val Phe 










125 




Val 


Ser 


Tyr 


Arg 


He 


Glu Glu Phe 








140 






His 


Val 


Val 


Gin 


Asn 


Thr Phe Pro 






155 






160 



<210> 2649 
<211> 168 
<212> PRT 

<213> Unknown ( 5262456-dir-284-6 conceptual translation of range 28407-28908) 
<220> 

<221> VARIANT 

<222> (1)...(168) 

<223> Xaa = Any Amino Acid 



<400>2649 



Gly 


Phe 


Trp 


Leu 


Gly 


Cys 


Tyr 


Leu 


Trp 


Phe 


Met 


Val 


Val 


Leu 


Thr 


Leu 


1 








5 










10 










15 




Ala 


He 


Arg 


Leu 
20 


Arg 


Pro 


Phe 


Gly 


Leu 
25 


Gly 


Gly 


Phe 


Leu 


Leu 
30 


Lys 


Xaa 


Thr 


He 


Glu 
35 


Xaa 


Gly 


Ala 


Cys 


Pro 
40 


Arg 


Xaa 


Val 


Met 


Leu 
45 


Leu 


Leu 


Cys 


Gin 


Lys 
50 


Pro 


Tyr 


Leu 


His 


Cys 
55 


Val 


Val 


Val 


Val 


Val 
60 


Phe 


He 


Phe 


Leu 


Ala 


Ser 


Leu 


Leu 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly 


Phe 


He 


Ala 


Val 


Ala 


65 










70 










75 










80 


Val 


Leu 


Lys 


He 


Lys 


Ser 


Ala 


Ala 


Gly 


Arg 


Gin 


Lys 


Ala 


Phe 


Gly Thr 










85 










90 










95 




Cys 


Phe 


Ser 


His 


Leu 


He 


Val 


Val 


Ser 


He 


Phe 


Tyr 


Gly Thr 


Val 


Arg 






100 










105 










110 






Tyr 


Met 


Tyr 


He 


Glu 


Pro 


Gly Asn 


Ser 


Pro 


Ser 


Gin 


Asp 


Glu 


Gly 


Lys 




115 










120 










125 








Leu 


Leu 
130 


His 


He 


Phe 


Tyr 


Ser 
135 


He 


Val 


Thr 


Pro 


Thr 
140 


Leu 


Asn 


Pro 


Tyr 


Pro 


Leu 


Arg 


Asn 


Lys 


Glu 


Phe 


Lys 


Trp 


Ala 


Met 


Lys 


Arg 


Leu 


He Gly 


145 








150 










155 










160 


Lys 


Glu 


Lys 


Gly 


Ser 
165 


Gly 


Asp 


Thr 



















<210> 2650 
<211> 312 
<212> PRT 

<213> Unknown ( 3941546-dir-0-12 conceptual translation of range 37-972) 
<400>2650 
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Asn Val Ser Phe Tyr Asn Phe Lys Cys Thr Leu Ser Glu Leu Thr Gin 

1 5 10 15 

Pro Gin Arg Val Val Leu lie Trp Val Phe Thr lie He He Thr He 

20 25 30 

Thr Val Val Gly Asn He Leu Thr He Val Ser He Leu Tyr Phe Arg 

35 40 45 

Gin Leu Gin Thr Arg Thr Asn Val Leu Ala Leu Ser Leu Ala Leu Ala 

50 55 60 

Asp Phe Leu Val Gly Cys Leu He Met Pro Phe Ser Val Met Arg Thr 
65 70 75 80 

Ala Tyr Ser Cys Trp Phe Tyr Gly Gin Leu Met Cys Arg He His Thr 

85 90 95 

Trp Leu Asp Tyr Thr Phe Thr Thr Cys Ser He Phe Asn Leu Ala Cys 

100 105 110 

He Ser He Asp Arg Tyr Val Ala He Ser Asp Pro Leu Arg Tyr Asp 

115 120 125 

Gin Arg Val Thr Tyr Arg He Leu Ala Val Met Leu Thr He Cys Trp 

130 135 140 

Gly Asn He lie Pro Tyr Gly Val Ser Tyr Met Leu Lys Leu Asn He 
145 150 155 160 

Asn Gly He Glu Ser Val Val Ala Ala Lys Ser Cys Pro Asp Asn Cys 

165 • 170 175 

Ser Val Phe Met Asn Val Pro Phe Gly Leu Ala Asn Ser Met Gly Ala 

180 185 190 

Tyr Val Leu Pro Met Leu Phe He Met Ala Ala Tyr Ser Arg He Tyr 

195 200 205 

Val Met Ala Arg Asn Gin Ala Lys Arg He Ser Ser Leu Gly Asp Gin 

210 215 220 

Val Arg Ala Ser Asn Ala Ser Asp Leu Thr Met Gin Ser Lys Trp Asn 
225 230 235 240 

Ala Met Lys Arg Asp His Asn Ala Thr Lys Thr Leu Gly Met He Met 

245 250 255 

Val Val Leu Phe He Val Trp Leu Pro Phe He Val Val Val Ala Thr 

260 265 270 

Glu Pro Val He Gly Tyr Arg Met Asp Ser Thr Val Trp Asp Val Ala 

275 280 285 

Asn Trp Phe Thr Tyr Phe Asn Ser Arg Met Asn Pro He Leu Phe Ala 

290 295 300 

Ser Phe Asn Asn Ser Phe Arg Ser 
305 310 

<210> 2651 
<211> 314 
<212> PRT 

<213> Unknown (17-2 (HGMP07I 400671 OL1A 438389 P30953 OLFI 1804351A S20572) 
Parmentier-M 92) 



<400>2651 



Met 


Met 


Gly Gin 


Asn 


Gin 


Thr 


Ser 


He 


Ser 


Asp 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Pro 


He 


Gin 
20 


Pro 


Glu 


Gin 


Gin 


Asn 
25 


Leu 


Cys 


Tyr 


Ala 


Leu 
30 


Phe 


Leu 


Ala 


Met 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly Asn 


Leu 


Leu 


He 


He 


Val 


Leu 






35 










40 










45 








He 


Arg 
50 


Leu 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Leu 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Asn 


Gin 


Asp 


Pro 


Ser 


He 


Pro 


Tyr 


Ala 


Asp 










85 










90 










95 


Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 


Phe Gly Asp 


Leu 


Glu 


Ser 
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100 










105 










110 






Phe 


Leu 


Leu 
115 


Val 


Ala 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Phe 


Pro 


Leu 
130 


His 


Tyr 


Thr 


Ala 


He 
135 


Met 


Ser 


Pro 


Met 


Leu 
140 


Cys 


Leu 


Ala 


Leu 


Val 


Ala 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Ala 


Arg 
165 


Leu 


Cys 


Phe 


Cys 


Ala 
170 


Asp 


Asn 


Val 


He 


Pro 
175 


His 


Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Phe 


Ser 


Asp 


Thr 






180 










185 










190 






Ara 


Val 


Asn 
195 


Glu 


Trp 


Val 


He 


Phe 
200 


He 


Met 


Gly 


Gly 


Leu 
205 


He 


Leu 


Val 


lie 


Pro 
210 


Phe 


Leu 


Leu 


He 


Leu 
215 


Gly 


Ser 


Tyr 


Ala 


Arg 
220 


He 


Val 


Ser 


Ser 


lie 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Lys 


Gly 


He 


Cys 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cvs 


Glv 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 


He 






245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Ser 


Ser 


Ala 


Asn 


Ser 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 




260 










265 










270 






Val 


Met 


Ala 
275 


Met 


Met 


Tyr 


Thr 


Val 
280 


Val 


Thr 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Phe 


He 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Arg 
295 


Asp 


Met 


Lys 


Gly 


Ala 
300 


Leu 


Ser 


Arg 


Val 


He 


His 


Gin 


Lys 


Lys 


Thr 


Phe 


Phe 


Ser 


Leu 















305 310 



<210> 2652 
<211> 312 
<212> PRT 

<213> Unknown (17-4 (OLFR1 425221 482560 A48413 HSHGM07EG) Schurmans-S 93) 



<400>2652 



Met 


Asp 


Gly 


Gly 


Asn 


Gin 


Ser 


Glu 


Gly 


Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Met 


Ser 


Glu 


Ser 


Pro 


Glu 


Gin 


Gin 


Gin 


He 


Leu 


Phe 


Trp 


Met 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Val 


Gly 


Asn 


Val 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


Ser 


Ser 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Val 


Tyr 


Phe 


Phe 


Leu 


Ala 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Val 


Asn 


Leu 


Gin 


Ser 


His 


Asn 


Lys 


Ala 


He 


Ser 


Tyr 


Ala 


Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Leu 


Val 


Ser 


Leu 


Val 


Ala 


Leu 


Asp 


Asn 








100 










105 










110 






Leu 


He 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Cys 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Thr 


Ala 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


He 


Leu 


Leu 




130 










135 










140 










Leu 


Ser 


Leu 


Cys 


Trp 


Val 


Leu 


Ser 


Val 


Leu 


Tyr 


Gly 


Leu 


He 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Thr 


Arg 


Val 


Thr 


Phe 


Cys 


Gly 


Ser 


Arg 


Lys 


He 


His 


Tyr 










165 










170 










175 




He 


Phe 


Cys 


Glu 


Met 


Tyr 


Val 


Leu 


Leu 


Arg 


Met 


Ala 


Cys 


Ser 


Asn 


He 








180 










185 










190 






Gin 


He 


Asn 


His 


Thr 


Val 


Leu 


He 


Ala 


Thr 


Gly 


Cys 


Phe 


He 


Phe 


Leu 






195 










200 










205 








He 


Pro 


Phe 


Gly 


Phe 


Val 


He 


He 


Ser 


Tyr 


Val 


Leu 


He 


He 


Arg 


Ala 
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210 215 220 

lie Leu Arg He Pro Ser Val Ser Lys Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Gly Ala Val Ser Leu Phe Tyr Gly Thr Leu Cys 

245 250 255 

Met Val Tyr Leu Lys Pro Leu His Thr Tyr Ser Val Lys Asp Ser Val 

260 265 270 

Ala Thr Val Met Tyr Ala Val Val Thr Pro Met Met Asn Pro Phe He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Met His Gly Ala Leu Gly Arg Leu Leu 

290 295 300 

Asp Lys His Phe Lys Arg Leu Thr 
305 310 

<210> 2653 
<211> 315 
<212> PRT 

<213> Unknown (17-40 (0L1E 516320 2209308A 1588713)) 
<400>2653 

iMet Gin Pro Glu Ser Gly Ala Asn Gly Thr Val He Ala Glu Phe He 

1 5 10 15 

Leu Leu Gly Leu Leu Glu Ala Pro Gly Leu Gin Pro Val Val Phe Val 

20 25 30 

Leu Phe Leu Phe Ala Tyr Leu Val Thr Val Arg Gly Asn Leu Ser He 

35 40 45 

Leu Ala Ala Val Leu Val Glu Pro Lys Leu His Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Gly Asn Leu Ser Val Leu Asp Val Gly Cys He Ser Val Thr 
65 70 75 80 

Val Pro Ser Met Leu Ser Arg Leu Leu Ser Arg Lys Arg Ala Val Pro 

85 90 95 

Cys Gly Ala Cys Leu Thr Gin Leu Phe Phe Phe His Leu Phe Val Gly 

100 105 110 

Val Asp Cys Phe Leu Leu Thr Ala Met Ala Tyr Asp Gin Phe Leu Ala 

115 120 125 

He Cys Arg Pro Leu Thr Tyr Ser Thr Arg Met Ser Gin Thr Val Gin 

130 135 140 

Arg Met Leu Val Ala Ala Ser Trp Ala Cys Ala Phe Thr Asn Ala Leu 
14 5 150 155 160 

Thr His Thr Val Ala Met Ser Thr Leu Asn Phe Cys Gly Pro Asn Val 

165 170 175 

He Asn His Phe Tyr Cys Asp Leu Pro Gin Leu Phe Gin Leu Ser Cys 

180 185 190 

Ser Ser Thr Gin Leu Asn Glu Leu Leu Leu Phe Ala Val Gly Phe He 

195 200 205 

Met Ala Gly Thr Pro Met Ala Leu He Val He Ser Tyr He His Val 

210 215 220 

Ala Ala Ala Val Leu Arg He Arg Ser Val Glu Gly Arg Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Gly Ser His Leu Thr Val Val Ala He Phe Tyr Gly 

245 250 255 

Ser Gly He Phe Asn Tyr Met Arg Leu Gly Ser Thr Lys Leu Ser Asp 

260 265 270 

Lys Asp Lys Ala Val Gly He Phe Asn Thr Val He Asn Pro Met Leu 

275 280 285 

Asn Pro He He Tyr Ser Phe Arg Asn Pro Asp Val Gin Ser Ala He 

290 295 300 

Trp Arg Met Leu Thr Gly Arg Arg Ser Leu Ala 
305 310 315 
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<210> 2654 
<211> 323 
<212> PRT 

<213> Unknown (17-93) 



<400>2654 
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Phe Leu Leu 



<210> 2655 
<211> 316 
<212> PRT 

<213> Unknown (FAT11 (HUMORLMHC A57069 601919 1097174 1362875) Fan-W 95) 
<400>2655 

Met Asp Asn Gin Ser Ser Thr Pro Gly Phe Leu Leu Leu Gly Phe Ser 

15 10 15 

Glu His Pro Gly Leu Gly Arg Thr Leu Phe Val Asp Val He Thr Ser 

20 25 30 

Tyr Leu Leu Thr Leu Val Gly Asn Thr Leu He He Leu Leu Ser Ala 
3 5 40 45 
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Leu Asp Thr Lys Leu His Ser Pro Met Tyr Phe Phe Leu Ser Asn Leu 

50 55 60 

Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser Cys Val Pro Gin Met Leu 
65 70 75 80 

Ala Asn Leu Trp Gly Pro Lys Lys Thr He Ser Phe Leu Asp Cys Ser 

85 90 95 

Val Gin He Phe He Phe Leu Ser Leu Gly Thr Thr Glu Cys He Leu 

100 105 110 

Met Lys Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 

115 120 125 

His Tyr Ala Thr He He His Pro Arg Leu Cys Trp Gin Leu Ala Ser 

130 135 140 

Val Ala Trp Val He Gly Leu Val Gly Ser Val Val Gin Thr Pro Ser 
145 150 155 160 

Thr Leu His Leu Pro Phe Cys Pro Asp Arg Gin Val Asp Asp Phe Val 

165 170 175 

Cys Glu Val Pro Ala Leu He Arg Leu Ser Cys Glu Asp Thr Ser Tyr 

180 185 190 

Asn Glu He Gin Val Ala Val Ala Ser Val Phe He Leu Val Val Pro 

195 200 205 

Leu Ser Leu He Leu Val Ser Tyr Gly Ala He Thr Trp Ala Val Leu 

210 215 220 

Arg He Asn Ser Ala Thr Ala Trp Arg Lys Ala Phe Gly Thr Cys Ser 
225 230 235 240 

Ser His Leu Thr Val Val Thr Leu Phe Tyr Ser Ser Val He Ala Val 

245 250 255 

Tyr Leu Gin Pro Lys Asn Pro Tyr Ala Gin Gly Arg Gly Lys Phe Phe 

260 265 270 

Gly Leu Phe Tyr Ala Val Gly Thr Pro Ser Leu Asn Pro Leu Val Tyr 

275 280 285 ■ 

Thr Leu Arg Asn Lys Glu He Lys Arg Ala Leu Arg Arg Leu Leu Gly 

290 295 300 

Lys Glu Arg Asp Ser Arg Glu Ser Trp Arg Ala Ala 
305 310 315 

<210> 2656 
<211> 254 
<212> PRT 

<213> Unknown (H8 (432510) Selbie-LA 92) 
<400>2656 
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Ser Tyr Phe Tyr lie Ala Leu Ala lie Leu Arg lie Asp Ser Pro Arg 

165 170 175 

Gly Lys Gin Arg Ala Phe Ser Ser Cys Thr Ser His Leu Ser Val Val 

180 185 190 

Ser Leu Phe Tyr Ser Thr Ala lie Gly Val Tyr Leu Cys Pro Pro Ser 

195 200 205 

Ser His Ser Asp Gly Lys Asp Arg Val Phe Ser Val Met Tyr Thr Val 

210 215 220 

Val Thr Pro Met Leu Asn Pro Phe lie Tyr Ser Leu Arg Asn Arg Asp 
225 230 235 240 

Met Lys Gly Ala Leu Gly Lys Leu Leu Gly lie Lys Thr Ser 
245 250 

<210> 2657 
<211> 195 
<212> PRT 

<213> Unknown (G3 (432509) Selbie-LA 92) 
<400>2657 

Glu Phe Leu Leu Leu Gly Leu Ser Glu Asp Pro Asp Leu Gin Pro Val 

1 5 10 15 

Leu Ala Leu Leu Ser Leu Ser Leu Ser Met Tyr Leu Val Met Val Leu 
! 20 25 30 

Arg Asn Leu Leu Ser lie Leu Ala Val Ser Ser Asp Ser Pro Leu His 

35 40 45 

Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu Cys Trp Pro Asp lie Gly 

50 55 60 

Phe Thr Ser Ala Met Val Pro Lys Met He Val Asp Thr Gin Ser His 
65 70 75 80 

Ser Arg Val He Ser His Ala Gly Cys Leu Thr Gin Met Ser Phe Leu 

85 90 95 

Leu Leu Val Ala Cys He Glu Gly Met Leu Leu Thr Val Met Ala Tyr 

100 105 110 

Asp Cys Phe Val Ala He Cys Arg Pro Leu His Tyr Pro He He Val 

115 120 125 

Asn Pro His Leu Cys Val Phe Phe Val Leu Val Ser Phe Phe Leu Ser 

130 135 140 

Leu Leu Asp Ser Gin Leu His Ser Trp He Val Leu Gin Leu Thr He 
145 150 155 160 

He Lys Asn Val Glu He Ser Asn Leu Val Cys Asp Pro Ser Gin Leu 

165 170 175 

Leu Lys Leu Ala Cys Ser Asp Ser Val Leu Thr Asn He Phe He Tyr 
180 185 190 

Ser He Gly 
195 

<210> 2658 — 

<211> 314 
<212>< PRT 

<213> Unknown (HsOLFl (1336041 HSU56420) Issel-Tarver-L 97 llqll) 
<400>2658 

Met Glu Phe Thr Asp Arg Asn Tyr Thr Leu Val Thr Glu Phe He Leu 

15 10 15 

Leu Gly Phe Pro Thr Arg Pro Glu Leu Gin He Val Leu Phe Leu Met 

20 25 30 

Phe Leu Thr Leu Tyr Ala He He Leu He Gly Asn He Gly Leu Met 

35 40 45 

Leu Leu He Arg He Asp Pro His Leu Gin Thr Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Ser Phe Val Asp Leu Cys Tyr Phe Ser Asp He Val 
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<210> 2659 
<211> 317 
<212> PRT 

<213> Unknown (HsOLF3 (1336043 HSU56421) Issel-Tarver-L 97 7q35) 
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<210> 2660 
<211> 312 
<212> PRT 

<213> Unknown (OLFMF gi | 2370145 | gnl | PID | e334200 olfactory receptor protein) 



<400>2660 
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290 295 300 

lie Gly Arg Val Val Phe Ser Val 
305 310 

<210> 2661 
<211> 315 
<212> PRT 

<213> Unknown (OLFMF2 gi | 280853 6 | emb | AJ003145 | HSAJ03 145 Homo sapiens mRNA for 
) 

<400>2661 

Val Gin Thr Tyr Glu Arg Asp Lys Pro Val Ser Val Ser Glu Phe Leu 

1 5 10 15 

Leu Leu Gly Leu Ser Arg Gin Pro Gin Gin Gin His Leu Leu Phe Val 

20 25 30 

Phe Phe Leu Ser Met Tyr Leu Ala Thr Val Leu Gly Asn Leu Leu lie 

35 40 45 

lie Leu Ala lie Ser lie Asp Ser Arg Leu His Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Ser Asn Met Ser Phe Val Asp Asn Cys Phe Ser Thr Thr Val 
165 70 75 80 

Pro Lys Met Leu Ala Asn His lie Leu Arg Thr Gin Thr lie Ser Phe 

85 90 95 

Ser Gly Cys Leu Met Gin Met Tyr Phe He Ser Glu Leu Ala Asp Met 

100 105 110 

Asp Asn Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala Val 

115 120 125 

Cys Arg Pro Leu His Tyr Thr Ala Lys Met He His Gin Leu Cys Ala 

130 135 140 

Leu Leu Val Thr Gly Ser Trp Val Val Ala Asn Ser Asn Ala Leu Leu 
145 150 155 160 

His Thr Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Thr He 

165 170 175 

Pro His He Phe Cys Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser 

180 185 190 

Asp Thr His Leu Ser Glu Val Met He Leu Thr Glu Ala Ala Leu Val 

195 200 205 

Thr He Thr Pro Phe Leu Cys Leu Leu Ala Ser Tyr Met His He Thr 

210 215 220 

Cys Val Val Leu Arg Val Pro Ser Thr Lys Gly Arg Trp Lys Ala Phe 
225 230 235 240 

Ser Thr Cys Gly Ser His Leu Ala Val Val Leu Leu Phe Tyr Gly Thr 

245 250 255 

He Met Ser Pro Tyr Phe Arg Thr Ser Ser Ser His Ser Ala Gin Arg 

260 265 270 

Asp He Ala Ala Ala Val Arg Phe Thr Val Val Thr Pro Val Met Asn 

275 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Lys Asp He Lys Gly Ala Leu Val 

290 295 300 

Lys Val Val Ala Val Lys Phe Phe Ser Val Gin 
305 310 315 

<210> 2662 
<211> 313 
<212> PRT 

<213> Unknown (CFDTMT) 
<400>2662 

Met Thr Glu Lys Asn Gin Thr Val Val Ser Glu Phe Val Leu Leu Gly 

15 10 15 

Leu Pro He Asp Pro Asp Gin Arg Asp Leu Phe Tyr Ala Leu Phe Leu 
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<210> 2663 
<211> 309 
<212> PRT 

<213> Unknown <CfOLF4 (CFU53682) Issel-Tarver-L 97) 
<400>2663 
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130 135 140 

Leu Leu Val Ser Trp lie Met Ser Ala Leu His Ser Leu Leu Gin Thr 
145 150 155 160 

Leu Met Val Leu Arg Leu Ser Phe Cys Thr His Phe Gin lie Pro His 

165 170 175 

Phe Phe Cys Glu Leu Asn Gin Met lie Gin Leu Ala Cys Ser Asp Thr 

180 185 190 

Phe Leu Asn Asn Met Met Leu Tyr Phe Ala Ala lie Leu Leu Gly Val 

195 200 205 

Ala Pro Leu Val Gly Val Leu Tyr Ser Tyr Phe Lys lie Val Ser Ser 

210 215 220 

lie Arg Gly lie Ser Ser Ala His Ser Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Ser Val Val Ser Leu Phe Tyr Cys Thr Ser Leu 

245 250 255 

Gly Val Tyr Leu Ser Ser Ala Ala Pro Gin Ser Thr His Thr Ser Ser 

260 265 270 

Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

lie Tyr Ser Leu Arg Asn Lys Asp lie Lys Gly Ala Leu Asn Val Phe 
I 290 295 300 

Phe Arg Gly Lys Pro 
305 

<210> 2664 
<211> 317 
<212> PRT 

<213> Unknown (CfOLF3 (CFU53681) Issel-Tarver-L 97) 
<400>2664 

Met Gly Thr Gly Asn Gin Thr Trp Val Arg Glu Phe Val Leu Leu Gly 

15 10 15 

Leu Ser Ser Asp Trp Asp Thr Glu Val Ser Leu Phe Val Leu Phe Leu 

20 25 30 

lie Thr Tyr Met Val Thr Val Leu Gly Asn Phe Leu lie lie Leu Leu 

35 40 45 

lie Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 

50 55 60 

Asn Leu Ser Leu Val Asp Val Ser Tyr Ala Thr Ser lie lie Pro Gin 
65 70 75 80 

Met Leu Ala His Leu Leu Ala Ala His Lys Ala lie Pro Phe Val Ser 

85 90 95 

Cys Ala Ala Gin Leu Phe Phe Ser Leu Gly Leu Gly Gly lie Glu Phe 

100 105 110 

Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asp 

115 120 125 

Pro Leu Arg Tyr Ser Val lie Met His Gly Gly Leu Cys Thr Arg Leu 

130 135 140 

Ala lie Thr Ser Trp Val Ser Gly Ser Met Asn Ser Leu Met Gin Thr 
145 150 155 160 

Val lie Thr Phe Gin Leu Pro Met Cys Thr Asn Lys Tyr lie Asp His 

165 170 175 

lie Ser Cys Glu Leu Leu Ala Val Val Arg Leu Ala Cys Val Asp Thr 

180 185 190 

Ser Ser Asn Glu He Ala He Met Val Ser Ser He Val Leu Leu Met 

195 200 205 

Thr Pro Phe Cys Leu Val Leu Leu Ser Tyr He Gin He He Ser Thr 

210 215 220 

He Leu Lys He Gin Ser Thr Glu Gly Arg Lys Lys Ala Phe His Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Val Val Val Leu Cys Tyr Gly Met Ala He 
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<210> 2665 
<211> 311 
<212> PRT 

<213> Unknown (CfOLF2 (1314663 CFU53680) Issel-Tarver-L 97) 
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<210> 2666 
<211> 311 
<212> PRT 

<213> Unknown (CfOLFl (1314661 CFU53679) Issel-Tarver-L 97) 
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<400>2666 

Met Asp Gly Asn Tyr Thr Leu Val Thr Glu Phe lie Leu Leu Gly Phe 

15 10 15 

Pro Thr Arg Pro Glu Leu Gin lie Val Leu Phe Leu Val Phe Leu Thr 

20 25 30 

Leu Tyr Gly He He Leu Thr Gly Asn He Gly Leu Met Met Leu He 

35 40 45 

Arg Thr Asp Pro His Leu Gin Thr Pro Met Tyr Phe Phe Leu Ser Asn 

50 55 60 

Leu Ser Phe Ala Asp Leu Cys Phe Ser Ser Ala He Val Pro Lys Met 
65 70 75 80 

Leu Val Asn Phe Leu Ser Glu Asn Lys Ser He Ser Leu Tyr Gly Cys 

85 90 95 

Ala Leu Gin Phe Tyr Phe Ser Cys Ala Phe Ala Asp Thr Glu Ser Phe 

100 105 110 

He Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 

115 120 125 

Leu Leu Tyr Thr Val Val Met Ser Arg Gly He Cys Val Trp Leu He 

130 135 140 

Val Leu Ser Tyr He Gly Gly Asn Met Ser Ser Leu Val His Thr Ser 
145 150 155 160 

Phe Ala Phe He Leu Lys Tyr Cys Asp Lys Asn Val He Asn His Phe 

165 170 175 

Phe Cys Asp Leu Pro Pro Leu Leu Lys Leu Ser Cys Thr Asp Thr Ser 

180 185 ^ 190 

Val Asn Glu Trp Leu Leu Ser Thr Tyr Gly Ser Ser Val Glu He Phe 

195 200 . 205 

Cys Phe He Val He Val He Ser Tyr Tyr Phe He Leu Arg Ser Val 

210 215 220 

Leu Arg He Arg Ser Ser Ser Gly Arg Lys Lys Thr Phe Ser Thr Cys 
22 5 230 235 240 

Ala Ser His Leu Thr Ser Val Ala He Tyr Gin Gly Thr Leu Leu Phe 

245 250 255 

He Tyr Ser Arg Pro Thr Tyr Leu Tyr Thr Pro Asn Thr Asp Lys He 

260 265 270 

He Ser Val Phe Tyr Thr He He He Pro Val Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Ala Lys Arg Ala Val 

290 295 300 

Arg Leu Lys Val Asp Ser Ser 
305 310 

<210> 2667 
<211> 155 
<212> PRT 

<213> Unknown (DRU42392) 
<400>2667 

Asn Pro Leu Arg Tyr Pro Ala Val Met Thr Ser Asn Met Val Val His 

15 10 15 

Leu Ser Ala Ala Ala Trp Gly Val Ala Val Val Leu Val Gly He Leu 

20 25 30 

He Gly Leu Thr Val Arg Leu Ser Phe Cys Arg Ser Val He Glu Asn 

35 40 45 

Pro Phe Cys Asp Asn Ala Ser Leu Phe Lys Leu Ser Cys Glu Ser Thr 

50 55 60 

Ala He Asn Asn He Tyr Gly Leu Ser Phe Thr Val Val Leu Leu Thr 
65 70 75 80 

Ser Ser Leu Gly Ser He Ala Leu Thr Tyr Leu Arg He Ala He Val 
85 90 95 
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130 135 
Leu Ser Ser He He Lys His He 
145 150 

<210> 2668 
<211> 155 
<212> PRT 

<213> Unknown (DRU42394) 
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<210> 2669 
<211> 157 
<212> PRT 
<213> Unknown 



(DRU42395) 
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145 150 155 

<210> 2670 
<211> 150 
<212> PRT 

<213> Unknown (DRU42396) 
<400>2670 

Leu He Ala He Cys Leu Pro Leu Arg Tyr His Val He Val Asn Asn 

15 10 15 

Thr Ser Met He Ser He Phe Ser Ala Val Phe Met Phe Asn Ser He 

20 25 30 

He Val Ala Ser Met Val Ser Leu Val Thr Asn He Ser Phe Cys Lys 

35 40 , 45 

Ser Asn Val He Gin Ser Tyr Phe Cys Asp His Gly Pro Met Phe Arg 

50 55 60 

Met Ala Cys Asn Asp Asn Asn He Asn Lys He Met Gly Phe Leu Tyr 
65 70 75 80 

4 Thr Thr Leu Tyr Leu He Ala Pro Met Leu Val He Phe Leu Ser Tyr 

85 90 95 

! Leu Gly He Phe Leu Val Val Ser Lys He Ala Thr Trp Glu Arg Arg 
100 105 110 

Leu Lys Ala Leu Lys Thr Cys Val Ser His Leu Leu Leu Val Gly He 

115 120 125 

Tyr Phe Leu Pro He Phe Phe Thr Tyr Leu Thr Ser Leu Leu Leu Phe 

130 135 140 

Ser Thr Ser Asn Ser Arg 
145 150 

<210> 2671 
<211> 158 
<212> PRT 

<213> Unknown (DRU42397 (odorant receptor 8; 1644478) Weth-F 96) 
<400>2671 

Asn Pro Leu Arg Tyr Pro Asn He Val Thr Lys Trp Asn He Phe Tyr 

1 5 10 15 

Leu Cys Leu He Ser Trp Val He Ala Asn Val Thr Pro Leu Met Met 

20 25 30 

Val He Arg Ala Tyr Pro Leu Pro Tyr Cys Ala Glu Asn Thr He He 

35 40 45 

Gin Cys Tyr Cys Asp His He Ser He Thr Ser Leu Ala Cys Thr Asn 

50 55 60 

Arg Ala Pro Tyr Ser He Pro Ala Phe Val Leu Ala Met Val Ala Leu 
65 70 75 80 

Leu Thr Pro Leu Ala Phe He Val Phe Ser Tyr Cys Ala He He Leu 

85 90 95 

Ala Val Leu Arg He Ser Ser Thr Gin Ala Arg Leu Lys Thr Phe Ser 

100 105 HO 

Thr Cys Ser Pro Gin Leu He He He Ala Leu Tyr Phe Leu Pro Arg 

115 120 125 

Cys Phe He Tyr Leu Ser Ser Asn He Gly He Tyr Phe Ser Thr Asp 

130 135 140 

Leu Arg Leu Ala He He Met Met Tyr Ser Leu Phe Pro Pro 
145 150 155 

<210> 2672 
<211> 155 
<212> PRT 

<213> Unknown (DRU42398 (1151131)) 
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Leu 


Glu 


Phe 


Leu 


Leu 


Val 


Pro 


Pro 












145 










150 










155 













<210> 2673 
<211> 174 
<212> PRT 

<213> Unknown (DRU44439) 



<400>2673 



Met 


Ala 


Tyr 


Asp 


Arg 


Leu 


He 


Ala 


He 


Cys 


Trp 


Pro 


Leu 


Arg 


Tyr 


Ser 


1 








5 










10 










15 




Thr 


He 


Asn 


Thr 


Asn 


Leu 


Arg 


Met 


Leu 


Leu 


He 


He 


Ala 


Leu 


lie 


Trp 








20 










25 










30 






He 


Leu 


Val 


Thr 


Leu 


Leu 


Asp 


He 


Phe 


Pro 


Val 


He 


Phe 


Ala 


Ser 


Arg 






35 










40 










45 








Leu 


Pro 


Tyr 


Cys 


Ser 


Ser 


Arg 


Ala 


Val 


Leu 


Ser 


Cys 


Cys 


Cys 


Glu 


His 




50 










55 










60 










Gly 


Pro 


Val 


Tyr 


Arg 


Leu 


Ala 


Cys 


Thr 


Asp Thr 


Thr 


Tyr 


Asn 


Arg 


Gin 


65 










70 










75 










80 


Leu 


Gly 


Thr 


Val 


Lys 


Thr 


Met 


He 


Thr 


Leu 


Leu 


Gly 


Pro 


Leu 


Phe 


Phe 








85 










90 










95 




He 


Val 


Phe 


Thr 


Tyr 


Val 


He 


Val 


Val 


He 


Ala 


Val 


Met 


Arg 


He 


Ala 








100 










105 










110 






Ser 


Val 


Thr 


Gin 


Arg 


Trp 


Lys 


Ala 


Phe 


His 


Thr 


Cys 


Leu 


Thr 


His 


Met 






115 










120 










125 








Met 


Leu 


Val 


Met 


Leu 


Tyr 


Tyr 


Met 


Pro 


He 


He 


He 


Ala 


Cys 


Val 


Leu 




130 










135 










140 










Gly 


Asn 


Leu 


Arg 


Leu 


Val 


Gin 


Asn 


Val 


Asp 


Leu 


Leu 


Thr 


Ala 


He 


Leu 


145 










150 










155 










160 


Thr 


Arg 


Ser 


Val 


Thr 


Val 


Pro 


Ala 


Met 


Leu 


Asn 


Pro 


He 


He 







165 170 



<210> 2674 
<211> 173 
<212> PRT 

<213> Unknown (DRU44440) 



<400>2674 

Leu Ala Tyr Asp Arg Leu He Ala 

1 5 
Ser He Val Asn Asn Ser Asn Met 
20 



He Cys Leu Pro Leu Arg Tyr His 

10 15 

He Leu He Phe Ser Ala He Trp 
25 30 
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Ala 


Phe 


Asn 


Ser 


Ser 


Val 


Val 


Ala 


Leu 


Met 


Val 


Ser 


Leu 


He Asp Arg 






35 










40 










45 








Leu 


Ser 


Phe 


Cys 


Glu 


Ser 


Asn 


Met 


He 


Gin 


Ser 


Tyr 


Phe 


Cys 


Asp 


His 




50 










55 










60 








Gly 


Pro 


Val 


Tyr 


Arg 


Leu 


Ala Cys 


Ser 


Asp 


He 


Ser 


Lys 


Asn 


Lys 


He 


65 










70 










75 








80 


Met 


Ala 


Tyr 


Val 


He 
85 


Ser 


Ala 


Met 


Tyr 


He 
90 


He 


Ala 


Pro 


Met 


Val 
95 


Val 


He 


Val 


Phe 


Ser 
100 


Tyr 


Leu 


Gly 


He 


Phe 
105 


Leu 


Ala 


Leu 


He 


Lys 
110 


He 


Thr 


Thr 


Trp 


Glu 
115 


Gly 


Arg 


Leu 


Lys 


Ala 
120 


Leu 


Lys 


Thr 


Cys 


Val 
125 


Ser 


His 


Leu 


Leu 


Leu 


Val 


Gly 


He 


Phe 


Phe 


Leu 


Pro 


Leu 


Phe 


Cys 


Thr 


Tyr 


Leu 


Ala 




130 










135 










140 








Gin 


Leu 


Leu 


Leu 


Ser 


Leu 


Asn 


Pro 


Asn 


Ala 


Arg 


Val 


He 


Ser 


Thr 


Ser 


145 










150 










155 










160 


Leu 


Ser 


Tyr 


Ala 


He 
165 


Pro 


Pro 


Met 


Leu 


Asn 
170 


Pro 


He 


He 









<210> 2675 
<211> 173 
<212> PRT 
<213> Unknown 



(DRU44441) 



<400>2675 

Leu Ala Tyr Asp Arg Leu He Ala He Cys Leu Pro Leu Arg Tyr His 

1 5 10 15 

Val He Val Asn Asn Thr Ser Met He Ser He Phe Ser Ala Val Phe 

20 25 30 

Met Phe Asn Ser He lie Val Ala Ser Met Val Ser Leu Val Thr Asn 

35 40 45 

He Ser Phe Cys Lys Ser Asn Val He Gin Ser Tyr Phe Cys Asp His 

50 55 60 

Gly Pro Met Phe Arg Met Ala Cys Asn Asp Asn He lie His Glu lie 
65 70 ' 75 80 

Met Gly Phe Leu Tyr Thr Thr Leu Tyr Leu He Ala Pro Met Leu Val 

85 90 95 

He Phe Leu Ser Tyr Leu Gly He Phe Leu Val Val Ser Lys He Ala 

100 105 110 

Thr Trp Glu Arg Arg Leu Lys Ala Leu Lys Thr Cys Val Ser His Leu 

115 120 125 

Leu Phe Val Gly He Tyr Phe Leu Pro He Phe Phe Thr Tyr Leu Thr 

130 135 140 

Ser Leu Leu Leu Phe Ser Thr Ser Asn Ser Arg Val He Ser Thr Ser 
145 150 155 160 

Leu Ala Tyr Ala He Pro Pro Met Leu Asn Pro He He 
165 170 

<210>.2676 
<211> 344 
<212> PRT 

<213> Unknown (ICTORDA (fishl L09217 1079242) Ngai-J 93) 
<400>2676 

Met Thr Ser Val Leu Asn Ala Leu Ser Ala Asn Ala Thr Phe He Arg 

1 5 10 15 

Pro Ser Thr Phe Tyr He Asn Gly Phe Tyr Asn He Pro His Thr Lys 

20 25 30 

Tyr Tyr Tyr Ala Phe Leu Cys He Ala Tyr Ala Val Thr Val Leu Gly 

35 40 45 

Asn Ser Phe He Met Cys Thr He Tyr Leu Ala Arg Ser Leu His Thr 
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50 55 60 



Ala 


Lys 


Tvr 


He 


Thr 


Val 


Phe 


Asn 


Leu 


Ala 


Leu 


Ser 


Asp 


Leu 


Gly Gly 


65 






70 










75 










80 


Ser 


Ser 


Ala 


Leu 


He 
85 


Pro 


Lys 


Leu 


He 


Asp 
90 


Thr 


Phe 


Leu 


Phe 


Glu 
95 


Asn 


Gin 


Val 


He 


Ser 
100 


Tyr 


Glu 


Ala 


Cys 


Leu 
105 


Ala 


Asn 


Met 


Phe 


Phe 
110 


Val 


Leu 


Phe 


Phe 


Met 


Thr 


Val 


Gin 


Ser 


Leu 


Thr 


Leu 


Leu 


Val 


Met 


Ala 


Tyr Asp 






115 










120 










125 








Arg 


Val 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


Arg 


Tyr 


Asn 


Val 


He 


Val 


Thr 


130 










135 










140 










Lys 


Glu 


Ala 


Met 


Thr 


Leu 


He 


He 


Val 


He 


Thr 


Trp 


He 


Phe 


Ser 


He 


X *i -J 










150 










155 










160 




Tip 


He 


Ala 


Leu 
165 


Leu 


Val 


Ala 


Leu 


He 
170 


Thr 


Arg 


Leu 


Ser 


Phe 
175 


Cvs 


Arg 


OCX 


Val 


He 


He 


Asn 


Ser 


Tvr 


Phe 


Cys 


Asp 


His 


Gly 


Pro 


He 


XicU 






1 RO 

X O \J 










185 










190 






Tl «=» 
iic 


i_ieu 


Ala 




Asn 


Asp 


Lys 


Phe 
200 


He 


Asn 


Arg 


Val 


Met 
205 


Ala 


He 


v»X y 


Cys 


Phe 


Val 


Val 


Leu 


Asp 


Cys 
215 


Val 


Pro 


Phe 


Leu 


Leu 

220 


He 


He 


Val 


Cor 
OcX 


Tyr 


He 


Cys 


He 


Gly 


He 


Ala 


Leu 


Met 


Asn 


He 


Ser 


His 


Gly Leu 


Glu 


Z ZD 










Sj \J 










235 










240 


Arg 


Arg 


Lys 


Ala 


Mot* 


Lys 


± XIX 




Thr 


Ser 


His 


Leu 


He 


Leu 


Val 


Ala 
















250 










255 




Leu 


Phe 


Tyr 


T 

Leu 


T3 v- #-\ 


Phe 


He 


Gly 


Thr 


Asn 


He 


Thr 


Ser 


Leu 


Thr 


Ser 






9 fin 

Z O U 










265 










270 






Ser 


He 


Asn 
275 


Ala 


Asn 


Asp 


Arg 


He 
280 


Leu 


Asn 


Ser 


Thr 


Leu 
285 


Thr 


Gin 


He 


He 


Pro 
290 


Pro 


Met 


Leu 


Asn 


Pro 
295 


He 


He 


Tyr 


Thr 


Leu 
300 


Lys 


Thr 


Glu 


Glu 


Val 


Met 


Gin 


Ala 


Val 


Lys 


Val 


Leu 


Tyr 


Lys 


Arg 


Ala 


Lys 


Ala 


Val 


Val 


305 










310 










315 










320 


He 


Cys 


Asp 


He 


Pro 


Asn Gly Gin Val 


Phe 


Gin 


Pro 


Trp 


Val 


Gly 


Val 








325 










330 










335 




Asp 


Ser 


Lys 


Lys 


Lys 


Thr 


Phe 


Cys 



















340 



<210> 2677 
<211> 321 
<212> PRT 

<213> Unknown ( ICTORDB (fish3 L09218 1079244) Ngai-J 93) 



<400>2677 



Met 


Ala 


Asp 


Asn 


He 


Thr 


Ser 


He 


Leu 


Ser 


Leu 


Thr 


Ser 


Thr 


Asn 


Ala 


1 






5 










10 










15 




Thr 


Phe 


He 


Arg 


Pro 


Ser 


Thr 


Phe 


Tyr 


He 


Thr 


Gly 


Leu 


Tyr 


Asn 


He 








20 










25 










30 






Pro 


His 


Ala 


Lys 


Tyr 


Tyr 


Tyr 


Leu 


Phe 


Leu 


Cys 


Phe 


Val 


Tyr 


Thr 


Val 






35 










40 










45 








Thr 


Phe 


Leu 


Gly 


Asn 


Ser 


Phe 


He 


Met 


Gly 


Thr 


He 


Tyr 


Leu 


Ala 


Arg 




50 










55 










60 










Ser 


Leu 


His 


Thr 


Ala 


Lys 


Tyr 


He 


Ala 


Val 


Phe 


Asn 


Leu 


Ala 


Leu 


Ser 


65 










70 










75 










80 


Asp 


Leu 


Cys 


Gly 


Ser 


Ser 


Ala 


Leu 


He 


Pro 


Lys 


Leu 


Leu 


Asp Met 


Leu 






85 










90 










95 




Leu 


Phe 


Glu 


Asn 


Gin 


Ser 


lie 


Ser 


Tyr 


Glu 


Ala 


Cys 


Leu 


Ser 


Asn 


Met 








100 










105 










110 






Phe 


Phe 


Val 


Tyr 


Cys 


Phe 


Met 


Thr 


Leu 


Gin 


Cys 


Leu 


Thr 


Leu 


Leu 


Ala 






115 










120 










125 








Leu 


Ala 


Tyr 


Asp 


Arg 


Leu 


He 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


Arg 


Tyr 


His 
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130 










135 










140 










Ala 


He 


Val 


Thr 


Lys 


Ala 


Ala 


Met 


He 


Phe 


He 


He 


Gly Ala 


Met 


Trp 


145 










150 










155 










160 


Val 


Leu 


Ser 


Val 


Ser 


Val 


Asn 


Ala 


Val 


Leu 


Val 


Ala 


Leu 


He 


Thr 


Arg 










165 










170 










175 


Leu 


Ser 


Phe 


Cys 


Arg 


Ser 


Thr 


Thr 


Val 


Tyr 


Ser Tyr 


Phe 


Cys 


Asp 


His 








180 










185 










190 






Gly 


Pro 


He 
195 


Tyr 


Lys 


Leu 


Ala 


Cys 
200 


Asn 


Asp 


Asn 


Thr 


He 
205 


Asn 


Ser 


He 


Met 


Gly 
210 


Asn 


Val 


Cys 


Thr 


Ala 
215 


Thr 


Leu 


Leu 


Tyr 


Phe 
220 


Pro 


Leu 


He 


Leu 


He 


He 


Ala 


Ser 


Tyr 


Val 


Cys 


He 


Gly 


Phe 


Ala 


Leu 


Gin 


Lys 


He 


Ala 


225 










230 










235 








240 


His 


Gly Val 


Glu 


Gin 


Val 


Lys 


Ala 


Met 


Lys 


Thr 


Cys 


Thr 


Ser 


His 


Leu 










245 










250 










255 




He 


Leu 


Val 


Ala 
260 


Met 


Phe 


Tyr 


Leu 


Pro 
265 


He 


He 


Ser 


Val 


Tyr 
270 


Thr 


Val 


Ala 


Leu 


Thr 


Thr 


Arg 


He 


Asp 


Thr 


Asn 


He 


Arg 


He 


He 


Asn 


Thr Ala 






275 










280 










285 








Leu 


Thr 


Gin 


Thr 


He 


Pro 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Thr 


Leu 




290 










295 










300 








Lys 


Thr 


Glu 


Glu 


Val 


Met 


Gin 


Ala 


He 


Lys 


Leu 


Leu 


Tyr 


Lys 


His 


He 


305 










310 










315 










320 


Arg 

































<210> 2678 
<211> 328 
<212> PRT 

<213> Unknown (ICTORDC (fish32A L09219 1079245) Ngai-J 93) 
<400>2678 

Met Ser Ala Leu Asn Ser Ser Leu Leu Gin Asn Val Ser Phe Val Arg 

1 5 10 15 

Pro Glu Tyr Phe Phe He Ser Gly Phe Ser Gly He Pro Phe Ser Gin 

20 25 30 

Tyr Tyr Phe Ala Phe Leu He Phe He Tyr He He Ser Leu Cys Gly 

35 40 45 

Asn Ser He Val Leu Phe Met He Leu Val Asp Arg Thr Leu His He 

50 55 60 

Pro Lys Tyr Met Gly He Phe Asn Leu Ala Leu Ser Asp Phe Gly Glu 
65 70 75 80 

Thr Asn Val Leu He Pro Ser Leu Val Lys Thr Leu Phe Phe Asp Ser 

85 90 95 

Gin Tyr He Ser Tyr Asp Ala Cys Leu Ala Asn Met Phe Leu Thr Phe 

100 105 110 

Phe Phe Ser Ser Gly Gin Ala Leu Thr Leu Val Ala Leu Ala Tyr Asp 

115 120 125 

Arg Phe He Ala He Cys Leu Pro Leu Arg Tyr Asn Ala He Val Asn 

130 135 140 

Asn Ser Phe Met Phe Ala Ser Leu Thr Ala He Trp He Phe Asn Val 
145 150 155 160 

Val Met Asn Gly Thr Leu Val Val Leu He Thr Arg Leu Ser Phe Cys 

165 170 175 

Lys Thr Asn Glu He Lys Ser Phe Phe Cys Asp His Gly Pro Val Tyr 

180 185 190 

Thr He Ala Cys Asn Asp Asn Ser He Asn Ser Phe Met Ala Lys Leu 

195 200 205 

Cys Thr Ala Val Tyr Leu Tyr Ala Pro Leu Thr Ala He Val Phe Ser 

210 215 220 

Tyr Leu Gly He Leu Leu Ala Leu Thr Lys He Thr Thr Trp Glu Ser 
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225 230 235 240 

Arg Leu Lys Ala Leu Lys Thr Cys lie Ser His Leu Leu Val Val Gly 

245 250 255 

Val Phe Phe Leu Pro lie Val Gly Thr Tyr Leu Ala Ala Val Thr Phe 

260 265 270 

Ser Leu His Pro Asn Ala Arg lie lie Asn Thr Ser Leu Ser Arg Thr 

275 280 285 

He Pro Pro Met Leu Asn Pro He He Tyr Val Leu Asn Thr Lys Asp 

290 295 300 

Phe Arg Val Phe He Val Lys Met Leu Lys Lys Lys Thr Thr He He 
305 310 315 320 

Ser Gin Val His Ala Leu Ala Lys 
325 

<210> 2679 
<211> 328 
<212> PRT 

<213> Unknown (ICTORDD (fish22 fish202 L09220 1079243) Ngai-J 93) 
<400>2679 



Met 


Pro 


Glu 


Gly 


Asn 


He 


Thr 


Asn 


Val 


Lys 


Asn 


Phe 


Val 


lie 


Leu 


Gly 


1 








5 










10 










lb 




Phe 


Pro 


Gly 


Leu 


Pro 


Pro 


Asn 


Tyr 


Tyr 


Gly 


Leu 


Val 


Ser 


val 


val 


Met 








20 










2 5 
















Phe 


Phe 


Val 


Tyr 


Val 


Cys 


Thr 


Leu 


lie 


Gly 


Asn 


Cys 


inr 


rfie 


irne 


rnv, v 

inr 






35 










a rv 


















Leu 


Phe 


Leu 


Arg 


Glu 


Lys 


Ser 


Leu 


Gin 


Lys 


Pro 


riec 


Tyr 


Tyr 


Tl « 

lie 


Mot- 
net 




50 










c c 










ft 










Leu 


Asn 


Leu 


Ala 


Ala 


Ser 


Asp 


Val 


Leu 


Pne 


ber 


inr 


i nr 


i nr 


Lgu 


Pro 


bo 










1 u 




















80 


Lys 


He 


He 


Ala 


Arg 


Tyr 


Trp 


i/ne 


oiy 


Asp 




Ssr 


lie 




Phe 


val 




















on 










95 




tjxy 


Cys 


rile 


lie 


bin 






rut; 


Val 


His 


TVr 


Phe 


Ala 


Thr 


Val 


Asn 








1 fin 










IvJ 










110 






Ala 


Leu 


Val 


Leu 


Ala 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 






115 










120 










125 








Asn 


Pro 


Leu 


Arg 


Tyr 


Val 


Asn 


He 


Val 


Lys 


Glu 


Ser 


Thr 


He 


Leu 


Gly 




130 










135 










140 










Leu 


Cys 


Val 


Val 


Ser 


Trp 


Leu 


Leu 


Ala 


Glu 


Pro 


Thr 


Val 


Leu 


Thr 


Thr 


145 










150 










155 










160 


Val 


He 


Arg 


Ala 


Thr 


Ser 


Leu 


Pro 


Tyr 


Cys 


Ala 


Ser 


Asn 


Thr 


Val 


He 










165 










170 










175 




Gin 


Cys 


Tyr 


Cys 


Asp 


His 


Val 


Ser 


Val 


Thr 


Lys 


Leu 


Ala 


Cys 


He 


Asp 








180 










185 










190 






Arg 


Thr 


Pro 


Tyr 


Ala 


Phe 


Pro 


Ala 


Leu 


Val 


Ser 


Ala 


Leu 


Val 


Met 


Leu 






195 










200 










205 








Leu 


Thr 


Pro 


Leu 


Ala 


Phe 


He 


Leu 


Phe 


Ser 


Tyr 


Gly 


Ser 


He 


He 


Val 




210 










215 










220 










Thr 


Val 


Phe 


Arg 


Thr 


Ser 


Ser 


Thr 


Arg 


Gly 


Arg 


Leu 


Lys 


Thr 


Leu 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ser 


Ser 


Gin 


Leu 


He 


He 


He 


Thr 


Leu 


Phe 


Phe 


Leu 


Pro 


Arg 










245 










250 










255 




Cys 


Leu 


Asn 


Tyr 


Leu 


Ser 


Ser 


Ser 


Leu 


Gly 


He 


His 


He 


Asn 


Ala 


Asp 








260 










265 










270 






He 


Gin 


He 


Leu 


Val 


He 


Met 


Leu 


Tyr 


Ser 


Leu 


Leu 


Pro 


Pro 


Met 


He 






275 










280 










285 








Asn 


Pro 


Val 


He 


Tyr 


Cys 


Leu 


Arg 


Thr 


Lys 


Glu 


Ala 


Lys 


Glu 


Cys 


Leu 




290 










295 










300 










Lys 


Arg 


Ser 


Leu 


Asn 


Arg 


Ser 


Ser 


Phe 


Val 


Gin 


Phe 


Leu 


Lys 


He 


Asn 


305 










310 










315 










320 


Val 


Gin 


Val 


Ser 


Thr 


Leu 


Ser 


Asn 
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325 

<210> 2680 
<211> 317 
<212> PRT 

<213> Unknown { ICTORDE (fish47 L09221 1079249) Ngai-J 93) 
<400>2680 

Met Asn Ser Thr Asn Ser Thr Asp Ser Phe Asp Lys Gly Phe Tyr Leu 

1 5 10 15 

He Ala Tyr Asn Ser Leu Gly Asn Lys Asn Tyr Leu He Leu Ala Leu 

20 25 30 

Gly He He Tyr Leu He Thr Leu Leu Cys Asn Phe Thr Leu Leu Ala 

35 40 45 

He He Leu Met Asn Ser Ser Leu Gin Asn Pro Lys Phe Leu Ala Val 

50 55 60. 

Phe Asn Leu Ala Val Val Asp He Ser He Asn Ser Val He He Pro 
65 70 75 80 

Gin Met Val Pro Val Phe Val Phe Asn Leu Asn His He Ser Phe Glu 

85 90 95 

•Ser Cys Phe Ser Gin Met Phe Phe Met His Phe Phe Gly Asp Met Glu 

100 105 110 

Ser Phe Ser Leu Ala Leu Leu Ala Tyr Asp Arg Leu He Ala He Cys 

115 120 125 

Phe Pro Leu Arg Tyr Pro Thr He Asn Thr Asn Met Arg Met Val Leu 

130 135 140 

He He Ala Ser Leu Trp Phe Leu Val Phe Leu He Glu Leu Tyr Pro 
145 150 155 160 

Val Ala Leu Ala Ser Gly Leu Ser Tyr Cys Arg Ser Arg Val Val Pro 

165 170 175 

Ser Cys Cys Cys Glu His Gly Pro Val Tyr Asn Leu Ala Cys Gly Asp 

180 185 190 

He Ser Tyr Asn Lys Arg Leu Ala Leu Ala Lys Thr Leu Val Val Leu 

1^5 200 205 

Leu Gly Pro Leu Thr Phe He He Cys Ser Tyr Val He Val Val Val 

210 215 220 

Ala Val Leu Arg He Ala Ser Pro Thr Gin Cys Trp Lys Ala Phe Asn 
225 230 235 240 

Thr Cys Leu Thr His Met He Leu Val Leu He Tyr Tyr Leu Pro He 

245 250 255 

He Leu Ala Tyr He Leu Gly Asn Leu Lys Leu Leu Gin Ser Ala Asp 

260 265 270 

Leu Tyr Thr Ala Gly Leu Thr Val Cys Val Thr Leu Pro Ala Met Leu 

275 280 285 

Asn Pro He He Tyr Ser Leu Lys Thr Glu Glu Leu Gin Asp Lys Leu 

290 295 300 

Leu Lys Phe He Lys Pro Gin Lys Val Ser Asn Thr Val 
305 310 315 

<210> 2681 
<211> 313 
<212> PRT 

<213> Unknown (ICTORDF <fish8 L09222 1079250) Ngai-J 93) 
<400>2681 

Met Leu Ala Pro Val Gin Asn He Ser Phe Thr Thr Phe Thr Leu Thr 

1 5 10 15 

Gly Phe His Asp Leu Gly Glu Trp Gly Pro He Leu Ser He Pro Tyr 

20 25 30 

Leu Leu Met Phe Leu Leu Ser Ser Thr Ser Asn Leu Thr Leu lie Tyr 
35 40 45 



1635 



BNSDO&D: <WO_0127158A2_I_; 



WO 01/27158 



PCT/US00/27582 



Leu 


He 


He 


Ser 


Gin 


Arg 


Ala 


Leu 


His 


Ser 


Pro 


Met 


Cys 


He 


Leu 


He 




50 










55 










60 










Gly 


Leu 


Met 


Ala 


Val 


Val 


Asp 


Leu 


Ser 


Met 


Pro 


He 


Phe 


Cys 


Val 


Pro 


65 










70 










75 










80 


Asn 


Met 


Leu 


Leu 


Ser 


Phe 


Leu 


Phe 


Asn 


Trp 


Lys 


Gly 


He 


Ser 


Leu 


Val 










85 










90 










95 




Gly 


Cys 


Leu 


Val 


Gin 


Met 


Phe 


Cys 


He 


His 


Cys 


Ala 


Gly 


Thr 


Phe 


Gin 








100 










105 










110 






Ser 


Thr 


He 


Leu 


Leu 


Trp 


Met 


Ala 


Leu 


Asp 


Arg 


Phe 


Phe 


Ala 


He 


Cys 






115 










120 










125 








Arg 


Pro 


Leu Tyr 


Tyr 


Gin 


Lys 


Tyr 


Met 


Gly 


Met 


Pro 


Asn 


Phe 


Leu 


Lys 




130 










135 










140 










Phe 


He 


He 


Phe 


Pro 


Val 


He Arg 


Asn 


Leu 


Phe 


Phe 


He 


Thr 


Thr 


He 


145 










150 










155 










160 


Val 


Ser 


Trp 


Ala 


Gly 


Lys 


Leu 


Thr 


Phe 


Cys 


Glu 


Thr 


Asn 


Giu 


lie 


Asp 










165 










170 










175 




His 


Cys 


Val 


Cys 


Glu 


His 


Met 


Ala 


Leu 


Val 


Gin 


Leu 


Ala 


Cys 


Gly 


Asp 








180 










185 










190 






lie 


Ser 


He 


Asn 


Asn 


Ala 


Leu 


Gly 


Leu 


Leu 


Thr 


Val 


Phe 


Leu 


Thr 


He 






195 










200 










205 








Thr 


Ala 


Asp 


Phe 


He 


Phe 


He 


Thr 


He 


Ser 


Tyr 


He 


Val 


He 


Leu 


Val 




210 










215 










220 










Ser 


He 


Leu 


Arg 


Ser 


Gly Lys Ala 


Cys 


Leu 


Lys 


Ala 


Val 


Asn 


Thr 


Cys 


225 










230 










235 










240 


lie 


Thr 


His 


He 


He 


Val 


Met 


Thr 


Val 


Ser 


Leu 


Thr 


Phe 


Ala 


Leu 


He 










245 










250 










255 




Ala 


Phe 


Leu 


Ser 


Tyr 


Arg 


lie 


Arg 


Asn 


Phe 


Ser 


Pro 


Ser 


Ser 


Arg 


Val 








260 










265 










270 






Phe 


Leu 


Ser 


Thr 


Met 


Tyr 


Leu 


Phe 


He 


Pro 


Ser 


Cys 


Phe 


Asn 


Pro 


He 






275 










280 










285 








He 


Tyr 


Gly Val 


Arg 


Thr 


Lys 


Glu 


He 


Arg 


Glu 


Gin 


Phe 


Leu 


Lys 


Leu 




290 










295 










300 










Met 


Lys 


Tyr 


Val 


Lys 


Val 


Phe 


Pro 


Lys 

















305 310 



<210> 2682 
<211> 328 
<212> PRT 

<213> Unknown (ICTORDG (fish32D L09223 1079248) Ngai-J 93) 
<400>2682 

Met Asn Ala Leu Asn Ser Ser Leu Leu Gin Asn Val Ser Phe Val Arg 

15 10 15 

Pro Glu Tyr Phe Phe He Ser Gly Phe Ser Gly He Pro Phe Ser Gin 

20 25 30 

Tyr Tyr Phe Val Phe Leu He Phe He Tyr He He Ser Leu Cys Gly 

35 40 45 

Asn Ser He Val Leu Phe Met He Leu Val Asp Arg Thr Leu His He 

50 55 60 

Pro Lys Tyr Met Gly He Phe Asn Leu Ala Leu Ser Asp Phe Gly Glu 
65 70 75 80 

Thr Asn Ala Leu He Pro Ser Leu Val Lys Thr Leu Phe Phe Asp Ser 

85 90 95 

Gin Tyr He Ser Tyr Asp Ala Cys Leu Ala Asn Met Phe Phe Thr Phe 

100 105 110 

Phe Phe Phe Gly Gly Gin Ala Leu Thr Leu Val Ala Leu Ala Tyr Asp 

115 120 125 

Arg Phe He Ala He Cys Leu Pro Leu Arg Tyr His Ala He Val Asn 

130 135 140 

Asn Ser Phe Met Phe Ala Thr Leu Thr Ala He Trp Val Phe Asn Leu 
145 150 155 160 



1636 



BNSDOCID: <WO 0127158A2_L> 



WO 01/27158 



PCT/US00/27582 



Val 


Met 


He 


Gly 


Thr 


Leu 


Val 


Val 


Leu 


He 


Thr 


Arg 


Leu 


Ser 


Phe 


Cys 










165 










170 










175 


Lys 


Thr 


Asn 


Glu 
180 


He 


Lys 


Ser 


Phe 


Phe 
185 


Cys 


Asp 


His 


Gly 


Pro 
190 


Val 


Tyr 


Thr 


lie 


Ala 
195 


Cys 


Asn 


Asp 


Asn 


Ser 
200 


He 


Asn 


Ser 


Phe 


Met 
205 


Ala 


Lys 


Leu 


Cys 


Thr 
210 


Ala 


Val 


Tyr 


Leu 


Tyr 
215 


Ala 


Pro 


Leu 


Thr 


Ala 
220 


He 


Val 


Leu 


Ser 


Tyr 


He Gly 


He 


Leu 


Leu 


Ala 


Leu 


Thr 


Lys 


He 


Thr 


Thr 


Trp 


Glu 


Ser 


225 










230 










235 










240 


Arg 


Leu 


Lys 


Ala 


Leu 


Lys 


Thr 


Cys 


He 


Ser 


His 


Leu 


Leu 


Val 


Val 


Gly 










245 










250 










255 


Val 


Phe 


Phe 


Leu 
260 


Pro 


He 


Val 


Gly 


Thr 
265 


Tyr 


Leu 


Ala 


Ala 


Leu 
270 


Thr 


Phe 


Ser 


Leu 


His 


Pro 


Asn 


Ala 


Arg 


He 


He 


Asn 


Thr 


Ser 


Leu 


Ser 


Arg Thr 






275 










280 










285 








He 


Pro 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Val 


Leu 


Asn 


Thr 


Lys 


Asp 




290 










295 










300 






Phe Arg Val 


Phe 


He 


Val 


Lys 


Met 


Leu 


Lys 


Lys 


Lys 


Thr 


Thr 


Lys 


He 


305 










310 










315 










320 


Ser 


Gin 


Val 


His 


Ala 
325 


Leu 


Ala 


Lys 



















<210> 2683 
<211> 328 
<212> PRT 

<213> Unknown (ICTORDH (fish32C L09224 1079247) Ngai-J 93) 
<400>2683 

Met Ser Ala Leu Asn Ser Ser Leu Leu Gin Asn Val Ser Phe Val Arg 

15 10 15 

Pro Glu Tyr Phe Phe He Ser Gly Phe Ser Gly He Pro Phe Ser Gin 

20 25 30 

Tyr Tyr Phe Val Phe Leu lie Phe lie Tyr lie lie Ser Leu Cys Gly 

35 40 45 

Asn Ser He Val Leu Phe Met He Leu Val Asp Arg Thr Leu His He 

50 55 60 

Pro Lys Tyr Met Gly He Phe Asn Leu Ala Leu Ser Asp He Gly Glu 
65 70 75 80 

Thr Asn Ala Leu He Pro Ser Leu Val Lys Thr Leu Phe Phe Asp Ser 

85 90 95 

Gin Tyr He Ser Tyr Asp Ala Cys Leu Thr Asn Met Phe Phe Thr Phe 

100 105 110 

Phe Phe Ser Gly Gly Gin Ala Leu Thr Leu Val Ala Leu Ala Tyr Asp 

115 120 125 

Arg Phe He Ala He Cys Leu Pro Leu Arg Tyr His Ala He Val Asn 

130 135 140 

Asn Ser Phe Met Phe Ala Thr Leu Thr Ala He Trp Val Phe Asn Leu 
145 « 150 155 160 

Val He Phe Gly Thr Thr Val Val Phe He Thr Arg Leu Ser Phe Cys 

165 170 175 

Lys Thr Asn Glu He Lys Ser Phe Phe Cys Asp His Gly Pro Val Tyr 

180 185 190 

Thr lie Ala Cys Asn Asp Asn Ser He Asn Ser Phe Met Ala Lys Leu 

195 200 205 

Cys Thr Ala Val Tyr Leu Tyr Ala Pro Leu Thr Ala He Val Leu Ser 

210 215 220 

Tyr He Gly He Leu Leu Ala Leu Thr Lys He Thr Thr Trp Glu Ser 
225 230 235 " 240 

Arg Leu Lys Ala Leu Lys Thr Cys He Ser His Leu Leu Val Val Gly 
245 250 255 
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Val Phe Phe Leu Pro He Val Gly 
260 

Ser Leu His Pro Asn Ala Arg He 
275 280 
He Pro Pro Met Leu Asn Pro He 

290 295 
Phe Arg Val Phe He Val Lys Met 
305 ^ 310 
Ser Gin Val His Ala Leu Ala Lys 
325 



Thr Tyr Leu Ala Ala Leu Thr Phe 
265 270 
He Asn Thr Ser Leu Ser Arg Thr 
285 

He Tyr Val Leu Asn Thr Lys Asp 
300 

Leu Lys Lys Lys Thr Thr Lys He 
315 320 



<210> 2684 
<211> 328 
<212> PRT 

<213> Unknown (ICTORDII (fish32B L09225 10/9246) Ngai-o 93) 



<400>2684 
























Val 




Met 


Ser 


Ala 


Leu 


Asn 


Ser 


Ser 


Leu 


Leu 


Gin 


Asn 


Val 


Ser 


Phe 


Arg 


1 








5 










10 










15 




Pro 


Glu 


Tyr 


Phe 


Phe 


He 


Ser 


Gly 


Phe 


Ser Gly 


He 


Pro 


Phe 


Ser 


Gin 


• 




20 










25 










3 0 






Tyr 


Tyr 


Phe 


Val 


Phe 


Leu 


He 


Phe 


He 


Tyr 


lie 


He 


Ser 


Leu 


Cys 


Gly 


35 










40 










45 




His 




Asn 


Ser 
50 


He 


Val 


Leu 


Phe 


Met 
55 


He 


Leu 


Val 


Asp 


Arg 
60 


Thr 


Leu 


He 


Pro 


Lys 


Tyr 


Met 


Gly 


He 


Phe 


Asn 


Leu 


Aia 


Leu 


Ser 


Asp 


Phe 


Gly 


Glu 


65 






70 










/ D 










80 


Thr 


Asn 


Ala 


Leu 


He 
85 


Pro 


Ser 


Leu 


Val 


Lys 

on 


X ll-L 


Leu 


Phe 


Phe 


Asp 
95 


Ser 


Gin 


Tyr 


He 


Ser 


Tyr 


Asp Ala 


Cys 


Leu 


Ala 


Asn 


Met 


Phe 


Pne 


Thr 


pne 






100 










105 










11U 






Phe 


Phe Ala Gly Gly 


Gin 


Ala 


Leu 


Thr 


Leu 


Val 


Ala 


Leu 


Aia 


Tyr 


Asp 






115 










120 










125 








Arg 


Phe 


He 


Ala 


He 


Cys 


Leu 


Pro 


Leu 


Arg 


Tyr 


His 


Ala 


He 


Val 


Asn 


130 










135 










140 










Asn 


Ser 


Phe 


Met 


Phe 


Val 


Thr 


Leu 


He 


Ala 


He 


Trp Val 


Phe 


Asn 


Val 


145 










150 










155 










160 


Val 


He 


He 


Gly 


Thr 


Thr 


Val 


Val 


Phe 


He 


Thr 


Arg 


Leu 


Ser 


Phe 


Cys 








165 










170 










175 




Lys 


Thr 


Asn 


Glu 


He 


Lys 


Ser 


Phe 


Phe 


Cys 


Asp 


His 


Gly 


Pro 


Val 


Tyr 






180 










185 










190 






Thr 


He 


Ala 


Cys 


Asn 


Asp 


Asn 


Ser 


He 


Asn 


Ser 


Phe 


Met 


Ala 


Tyr 


Phe 






195 








200 










205 








Cys 


Thr 


Ala 


Val 


Tyr 


Leu 


Tyr 


Ala 


Pro 


Leu 


Thr 


Ala 


He 


Val 


Leu 


Ser 


210 










215 










220 










Tyr 


He Gly 


He 


Leu 


Leu 


Ala 


Leu 


Thr 


Lys 


He 


Thr 


Thr 


Trp 


Glu 


Ser 


225 










230 










235 










240 


Arg 


Leu 


Lys 


Ala 


Leu 


Lys 


Thr 


Cys 


He 


Ser 


His 


Leu 


Leu 


Val 


Val 


Gly 








245 










250 










255 




Val 


Phe 


Phe 


Leu 


Pro 


He 


Val 


Gly Thr 


Tyr 


Leu 


Ala 


Ala 


Val 


Thr 


Phe 








260 










265 










270 






Ser 


Leu 


His 
275 


Pro 


Asn 


Ala 


Arg 


He 
280 


He 


Asn 


Thr 


Ser 


Leu 

285 


Ser 


Arg 


Thr 


He 


Pro 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Val 


Leu 


Asn 


Thr 


Lys 


Asp 




290 










295 










300 








He 


Phe 


Arg Val 


Phe 


He 


Val 


Lys 


Met 


Leu 


Lys 


Lys 


Lys 


Thr 


Thr 


He 


305 










310 










315 










320 


Ser 


Gin 


Val 


His 


Ala 


Leu 


Ala 


Lys 



















325 



<210> 2685 
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<211> 313 
<212> PRT 

<213> Unknown (oil (RATOL1RECE L34074) Guillaume-D 94) 
<400>2685 

Met Ser Val Ala Asn Glu Ser lie Ser Arg Glu Phe lie Leu Leu Gly 

15 10 15 

Phe Ser Asp Arg Pro Trp Leu Glu Leu Pro Leu Phe Val Val Phe Leu 

20 25 30 

Val Ser Tyr lie Leu Thr He Phe Gly Asn Met Met He He Leu Val 

35 40 45 

Ser Arg Leu Asp Ser Lys Leu His Thr Pro Met Tyr Phe Phe Leu Thr 

50 55 60 

Asn Leu Ser Leu Leu Asp Leu Cys Tyr Thr Thr Ser Thr Val Pro Gin 
65 70 75 80 

Met Leu He Asn He Cys Ser Thr Arg Lys Val He Ser Tyr Gly Gly 

85 90 95 

Cys Val Val Gin Leu Phe He Phe Leu Ser Leu Gly Ser Thr Glu Cys 

100 105 110 

Phe Leu Leu Gly Val Met Ser Leu Asp Arg Phe Leu Ala He Cys Arg 
i 115 120 125 

Pro Leu His Tyr Ser Val He Met His Gin Arg Arg Cys Leu His Leu 

130 135 140 

Ala Ala Ala Cys Trp He Ser Gly Phe Ser Asn Ser Val Leu Gin Ser 
145 150 155 160 

Thr Trp Thr Leu Gin Met Pro Leu Cys Gly His Lys Glu Val Asp His 

165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Val Asp Thr 

180 185 190 

Thr Ala Asn Glu Ala Glu Leu Phe Phe He Ser Val Leu Phe Leu Leu 

195 200 205 

He Pro Val Thr Leu He Leu He Ser Tyr Ala Phe He Val Gin Ala 

210 215 220 

Val Leu Lys lie Arg Ser Ala Glu Cys Arg Arg Lys Ala Phe Gly Thr 
225 230 235 240 

Cys Gly Ser His Leu He Val Val Val Leu Phe Tyr Gly Thr Ala He 

245 250 255 

Tyr Met Tyr Leu Gin Pro Pro Ser Pro Ser Ser Lys Asp Arg Gly Lys 

260 265 270 

Met Val Ser Leu Phe Tyr Gly He He Thr Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Thr Leu Arg Asn Glu Glu Val Lys Gly Ala Phe Lys Arg Leu 

290 295 300 

Met Lys Arg He He Leu He Gly Lys 
305 310 

<210> 2686 
<211> 333 
<212>< PRT 

<213> Unknown (F3 (RATOLFPROB M64376 RNOLFP15 A23701) Buck-L 91) 
<400>2686 

Met Asp Ser Ser Asn Arg Thr Arg Val Ser Glu Phe Leu Leu Leu Gly 

15 10 15 

Phe Val Glu Asn Lys Asp Leu Gin Pro Leu He Tyr Gly Leu Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val He Gly Asn He Ser He He Val Ala 

35 40 45 

He He Ser Asp Pro Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Val Asp He Cys Phe He Ser Thr Thr Val Pro Lys 
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65 70 75 80 



Met 


Leu 


Val 


Asn 


He 


Gin 


Thr 


Gin 


Asn 


Asn 


Val 


He 


Thr 


Tyr 


Ala 


Gly 










85 










90 










95 




Cys 


He 


Thr 


Gin 


He 


Tyr 


Phe 


Phe 


Leu 


Leu 


Phe 


Val 


Glu 


Leu 


Asp 


Asn 








100 










105 










110 






Phe 


Leu 


Leu 


Thr 


He 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Met 


His 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Tyr 


Lys 


Leu 


Cys 


Gly 


Phe 


Leu 




130 










135 










140 










Val 


Leu 


Val 


Ser 


Trp 


He 


Val 


Ser 


Val 


Leu 


His 


Ala 


Leu 


Phe 


Gin 


Ser 


145 










150 










155 










160 


Leu 


Met 


Met 


Leu 


Ala 


Leu 


Pro 


Phe 


Cys 


Thr 


His 


Leu 


Glu 


He 


Pro 


His 










165 










170 










175 




Tvr 
jt 


Phe 


Cys 


Glu 


Pro 


Asn 


Gin 


Val 


He 


Gin 


Leu 


Thr 


Cys 


Ser 


Asp 


Ala 








180 










185 










190 






Phe 


Leu 


Asn 


Asp 


Leu 


Val 


He 


Tyr 


Phe 


Thr 


Leu 


Val 


Leu 


Leu 


Ala 


Thr 






195 










200 










205 








Val 


Pro 


Leu 


Ala Gly 


He 


Phe 


Tvr 


Ser 


Tyr 


Phe 


Lys 


He 


Val 


Ser 


Ser 




210 










215 










220 










lie 


Cys 


Ala 


He 


Ser 


Ser 


Val 


His 


Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Cys 


Thr 


Gly 


Leu 










245 










250 










255 




Gly 


Val 


Tyr 


Leu 


Ser 


Ser 


Ala 


Ala 


Asn 


Asn 


Ser 


Ser 


Gin 


Ala 


Ser 


Ala 








260 










265 










270 






Thr 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Val 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Ser 


VaX 


Leu 


Lys 


Lys 


Thr 




290 










295 










300 










Leu 


Cys 


Glu 


Glu 


Val 


He 


Arg 


Ser 


Pro 


Pro 


Ser 


Leu 


Leu 


His 


Phe 


Phe 


305 








310 










315 










320 


Leu 


Val 


Leu 


Cys 


His 


Leu 


Pro 


Cys 


Phe 


He 


Phe 


Cys 


Tyr 









325 330 

<210> 2687 
<211> 313 
<212> PRT 

<213> Unknown (F5 (RATOLFPROC M64377 RNOLFP17 OLF5 P23266 B23701) Buck-L 91) 



<400>2687 

Met Ser Ser Thr Asn Gin Ser Ser Val Thr Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Leu Ser Arg Gin Pro Gin Gin Gin Gin Leu Leu Phe Leu Leu Phe Leu 

20 25 30 

He Met Tyr Leu Ala Thr Val Leu Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He Gly Thr Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Val Asp Val Cys Phe Ser Ser Thr Thr Val Pro Lys 
65 70 75 80 

Val Leu Ala Asn His He Leu Gly Ser Gin Ala He Ser Phe Ser Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Ala Val Phe Gly Asn Met Asp Asn 

100 105 110 

Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His 

115 120 125 

Pro Leu His Tyr Thr Thr Lys Met Thr Arg Gin Leu Cys Val Leu Leu 

130 135 140 

Val Val Gly Ser Trp Val Val Ala Asn Met Asn Cys Leu Leu His He 
145 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Met He Pro His 



1640 



BNSDOCID: <WO 01 271 58A2_I_> 



WO 0J/27J58 



PCT/US00/27582 











165 










170 








175 




Phe 


Phe 


Cys 


Asp 


Gly 


Thr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys Ser 


Asp 


Thr 








180 










185 








190 




His 


Leu 


Asn 


Glu 


Leu 


Met 


He 


Leu 


Thr 


Glu 


Gly Ala 


Val Val 


Met 


Val 






195 










200 










205 






Thr 


Pro 


Phe 


Val 


Cys 


He 


Leu 


He 


Ser 


Tyr 


He 


His 


He Thr 


Cys 


Ala 




210 










215 










220 






Val 


Leu 


Arg 


Val 


Ser 


Ser 


Pro 


Arg 


Gly 


Gly 


Trp 


Lys 


Ser Phe 


Ser 


Thr 


225 










230 










235 








240 


Cys 


Gly 


Ser 


His 


Leu 
245 


Ala 


Val 


Val 


Cys 


Leu 
250 


Phe 


Tyr 


Gly Thr 


Val 
255 


He 


Ala 


Val 


Tyr 


Phe 


Asn 


Pro 


Ser 


Ser 


Ser 


His 


Leu 


Ala 


Gly Arg Asp Met 








260 










265 








270 






Ala 


Ala 


Ala 
275 


Val 


Met 


Tyr 


Ala 


Val 
280 


Val 


Thr 


Pro 


Met 


Leu Asn 
285 


Pro 


Phe 


lie 


Tyr 


Ser 


Leu 


Arg 


Asn 


Ser 


Asp 


Met 


Lys 


Ala 


Ala 


Leu Arg 


Lys 


Val 




290 










295 










300 




Leu 


Ala 


Met 


Arg 


Phe 


Pro 


Ser 


Lys 


Gin 














305 










310 





















j<210> 2688 
<211> 311 
<212> PRT 

<213> Unknown (F6 (RATOLFPROD RNOLFP01 M64378) Buck-L 91) 
<400>2688 

Met Ala Trp Ser Thr Gly Gin Asn Leu Ser Thr Pro Gly Pro Phe He 

1 5 10 15 

Leu Leu Gly Phe Pro Gly Pro Arg Ser Met Arg lie Gly Leu Phe Leu 

20 25 30 

Leu Phe Leu Val Met Tyr Leu Leu Thr Val Val Gly Asn Leu Ala He 

35 40 45 

He Ser Leu Val Gly Ala His Arg Cys Leu Gin Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Cys Asn Leu Ser Phe Leu Glu He Trp Phe Thr Thr Ala Cys 
65 70 75 80 

Val Pro Lys Thr Leu Ala Thr Phe Ala Pro Arg Gly Gly Val He Ser 

85 90 95 

Leu Ala Gly Cys Ala Thr Gin Met Tyr Phe Val Phe Ser Leu Gly Cys 

100 105 110 

Thr Glu Tyr Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Leu Ala 

115 120 125 

He Cys Leu Pro Leu Arg Tyr Gly Gly He Met Thr Pro Gly Leu Ala 

130 135 140 

Met Arg Leu Ala Leu Gly Ser Trp Leu Cys Gly Phe Ser Ala He Thr 
14 5 150 155 160 

Val Pro Ala Thr Leu He Ala Arg Leu Ser Phe Cys Gly Ser Arg Val 

165 170 175 

He Asn His Phe Phe Cys Asp He Ser Pro Trp He Val Leu Ser Cys 

180 185 190 

Thr Asp Thr Gin Val Val Glu Leu Val Ser Phe Gly He Ala Phe Cys 

195 200 205 

Val He Leu Gly Ser Cys Gly He Thr Leu Val Ser Tyr Ala Tyr He 

210 215 220 

He Thr Thr He He Lys He Pro Ser Ala Arg Gly Arg His Arg Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Leu He Trp Tyr Gly 

245 250 255 

Ser Thr He Phe Leu His Val Arg Thr Ser Val Glu Ser Ser Leu Asp 

260 265 270 

Leu Thr Lys Ala He Thr Val Leu Asn Thr He Val Thr Pro Val Leu 
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275 280 285 

Asn Pro Phe lie Tyr Thr Leu Arg Asn Lys Asp Val Lys Glu Ala Leu 

290 295 300 

Arg Arg Thr Val Lys Gly Lys 
305 310 

<210> 2689 
<211> 317 
<212> PRT 

<213> Unknown (F12 (RATOLFPROG OLF2 P23268 M64381 D23701) Buck-L 91) 
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<210> 2690 
<211> 310 
<212> PRT 

<213> Unknown (13 ( RATOLF PROK OLF0 P23269 M64385 RNOLFP08 E23701) Buck-L 91) 
<400>2690 

Met Asn Asn Gin Thr Phe He Thr Gin Phe Leu Leu Leu Gly Leu Pro 
15 10 15 
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He Pro Glu Glu His Gin His Leu Phe Tyr Ala Leu Phe Leu Val Met 

20 25 30 

Tyr Leu Thr Thr He Leu Gly Asn Leu Leu He He Val Leu Val Gin 

35 40 45 

Leu Asp Ser Gin Leu His Thr Pro Met Tyr Leu Phe Leu Ser Asn Leu 

50 55 60 

Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys Leu Leu 
65 70 75 80 

Gin Asn Met Arg Ser Gin Asp Thr Ser lie Pro Tyr Gly Gly Cys Leu 

85 90 95 

Ala Gin Thr Tyr Phe Phe Met Val Phe Gly Asp Met Glu Ser Phe Leu 

100 105 HO 

Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Leu 

115 120 125 

His Tyr Thr Ser He Met Ser Pro Lys Leu Cys Thr Cys Leu Val Leu 

130 135 140 

Leu Leu Trp Met Leu Thr Thr Ser His Ala Met Met His Thr Leu Leu 
145 150 155 160 

Ala Ala Arg Leu Ser Phe Cys Glu Asn Asn Val Val Leu Asn Phe Phe 

165 170 175 

Cys Asp Leu Phe Val Leu Leu Lys Leu Ala Cys Ser Asp Thr Tyr He 

180 185 190 

Asn Glu Leu Met He Phe He Met Ser Thr Leu Leu He He He Pro 

195 200 205 

Phe Phe Leu He Val Met Ser Tyr Ala Arg He He Ser Ser He Leu 

210 215 220 

Lys Val Pro Ser Thr Gin Gly He Cys Lys Val Phe Ser Thr Cys Gly 
225 230 235 240 

Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr He He Gly Leu 

245 250 255 

Tyr Leu Cys Pro Ala Gly Asn Asn Ser Thr Val Lys Glu Met Val Met 

260 265 270 

Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe He Tyr 

275 280 285 

Ser Leu Arg Asn Arg Asp Met Lys Arg Ala Leu He Arg Val He Cys 

290 295 300 

Ser Met Lys He Thr Leu 
305 310 

<210> 2691 
<211> 312 
<212> PRT 

<213> Unknown (18 (RATOLFPROM M64387 RNOLFP09) Buck-L 91) 
<400>2691 

Met Asn Asn Lys Thr Val He Thr His Phe Leu Leu Leu Gly Leu Pro 

15 10 15 

He Pro Pro Glu His Gin Gin Leu Phe Phe Ala Leu Phe Leu He Met 

20 25 30 

Tyr Leu Thr Thr Phe Leu Gly Asn Leu Leu He Val Val Leu Val Gin 

35 40 45 

Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser Asn Leu 

50 55 60 

Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Leu Lys Leu Leu 
65 70 75 80 

Gin Asn He Gin Ser Gin Val Pro Ser He Ser Tyr Ala Gly Cys Leu 

85 90 95 

Thr Gin He Phe Phe Phe Leu Leu Phe Gly Tyr Leu Gly Asn Phe Leu 

100 105 110 

Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Leu 
115 120 125 
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305 310 

<210> 2692 
<211> 314 
< 2 1 2 > PRT 

<213> Unknown (19 (RATOLFPRON OLF9 H23701 M64388 RNOLFP10 P23272) Buck-L 91) 
<400>2692 

Met Thr Arg Arg Asn Gin Thr Ala He Ser Gin Phe Phe Leu Leu Gly 

! 5 . 10 15 

Leu Pro Phe Pro Pro Glu Tyr Gin His Leu Phe Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu He He He He Leu 

35 40 45 

He Leu Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ala Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Pro Tyr Ala Gly 

85 90 95 

Cys Leu Ala Gin He Tyr Phe Phe Leu Phe Phe Gly Asp Leu Gly Asn 

100 105 HO 

Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Leu His Tyr Met Ser He Met Ser Pro Lys Leu Cys Val Ser Leu 

130 135 140 

Val Val Leu Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr 
14 5 150 155 160 

Leu Leu Met Ala Arg Leu Ser Phe Cys Glu Asp Ser Val He Pro His 

165 170 175 

Tyr Phe Cys Asp Met Ser Thr Leu Leu Lys Val Ala Cys Ser Asp Thr 

180 185 190 

His Asp Asn Glu Leu Ala He Phe He Leu Gly Gly Pro He Val Val 

195 200 205 

Leu Pro Phe Leu Leu He He Val Ser Tyr Ala Arg He Val Ser Ser 

210 215 220 

He Phe Lys Val Pro Ser Ser Gin Ser He His Lys Ala Phe Ser Thr 
225 230 235 240 
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Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val lie 

245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr Val Lys Glu Thr 

260 265 270 

Val Met Ser Leu Met Tyr Thr Met Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp He Lys Asp Ala Leu Glu Lys He 

290 295 300 

Met Cys Lys Lys Gin He Pro Ser Phe Leu 
305 310 

<210> 2693 
<211> 312 
<212> PRT 

<213> Unknown (114 (RATOLFPROQ 0LF4 123701 P23273 M64391 RNOLFP14) Buck-L 91) 
<400>2693 

Met Thr Gly Asn Asn Gin Thr Leu He Leu Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Leu Pro He Pro Ser Glu Tyr His Leu Leu Phe Tyr Ala Leu Phe Leu 

20 25 30 

Ala Met Tyr Leu Thr He He Leu Gly Asn Leu Leu He He Val Leu 

35 40 45 

Val Arg Leu Asp Ser His Leu His Met Pro Met Tyr Leu Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

Leu Leu Gin Asn Met Gin Ser Gin Val Pro Ser He Ser Tyr Thr Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Phe Met Val Phe Gly Asp Met Glu Ser 

100 105 * 110 

Phe Leu Leu Val. Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 

115 120 125 

Pro Leu Arg Tyr Thr Thr lie Met Ser Thr Lys Phe Cys Ala Ser Leu 

130 135 140 

Val Leu Leu Leu Trp Met Leu Thr Met Thr His Ala Leu Leu His Thr 
145 150 155 160 

Leu Leu He Ala Arg Leu Ser Phe Cys Glu Lys Asn Val He Leu His 

165 170 175 

Phe Phe Cys Asp He Ser Ala Leu Leu Lys Leu Ser Cys Ser Asp He 

180 185 190 

Tyr Val Asn Glu Leu Met He Tyr He Leu Gly Gly Leu He He He 

195 200 205 

He Pro Phe Leu Leu He Val Met Ser Tyr Val Arg He Phe Phe Ser 

210 215 220 

He Leu Lys Phe Pro Ser He Gin Asp He Tyr Lys Val Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Thr Leu Phe Tyr Gly Thr He Phe 

245 250 255 

Gly He Tyr Leu Cys Pro Ser Gly Asn Asn Ser Thr Val Lys Glu He 

260 265 270 

Ala Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp Met Lys Arg Ala Leu He Arg Val 

290 295 300 

He Cys Thr Lys Lys He Ser Leu 
305 310 

<210> 2694 
<211> 314 
<212> PRT 
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<213> Unknown (115 (RATOLFPROR A37286 M64391 RNOLFP16) Buck-L 91) 



<400>2694 
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305 310 



<210> 2695 
<211> 309 
<212> PRT 

<213> Unknown (RNOLP4 (517366 631861 1083741 S51356) Gat-U 94) 



<400>2695 
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85 90 95 

Glu Cys Met Ala Gin Phe Phe Phe Phe Ala lie Phe Val Val Thr Glu 

100 105 110 

Gly Tyr Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

115 120 125 

Arg Pro Leu Leu Tyr Asn Val He Met Ser Ser Arg He Cys Ser Leu 

130 135 140 

Leu Val Leu Val Ala Phe Ser Leu Gly Leu Phe Ser Ala Val Val His 
145 150 155 160 

Thr Ser Ala Met Met Asn Leu Ser Phe Cys Lys Ser Tyr He He Ser 

165 170 175 

His Tyr Phe Cys Asp Ala Leu Pro Leu Leu Lys Leu Ala Cys Ser Asn 

180 185 190 

Thr His Leu Asn Glu Leu Leu He Phe He He Gly Gly Leu Asn Thr 

195 200 205 

Leu Val Pro Thr Leu Ala Val Ala He Ser Tyr Val Phe He Phe Cys 

210 215 220 

Ser He Leu Arg He Arg Ser Ser Glu Gly Arg Ser Lys Ala Phe Gly 
225 230 235 240 

Thr Cys Ser Ser His Leu Met Ala Val Gly He Phe Phe Gly Ser He 

245 250 255 

Thr Phe Met Tyr Leu Lys Pro Ser Ser Ser Asn Ser Leu Glu Gin Glu 

260 265 270 

Lys Val Ser Ser Val Phe Tyr Thr Thr Val He Pro Met Leu Asn Pro 

275 280 285 , 

Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Lys Ala Leu Gly Arg 

290 295 300 

Phe Ser Val Arg Ser 
305 

<210> 2696 
<211> 318 
<212> PRT 

<213> Unknown (TB641 (RNU50949 1256393) Thomas -MB 96) 
<400>2696 

Met Arg Arg Asn Arg Asn Thr Ser Leu Asp Thr Val Val Thr Asp Phe 

15 10 15 

Leu Leu Leu Gly Leu Ala His Pro Pro Asn Leu Arg Thr Phe Leu Phe 

20 25 30 

Leu Val Phe Leu Leu He Tyr He Leu Thr Gin Leu Gly Asn Leu Leu 

35 40 45 

He Leu Leu Thr Val Trp Ala Asp Pro Lys Leu His Ala Arg Pro Met 

50 55 60 

Tyr He Leu Leu Gly Val Leu Ser Phe Leu Asp Met Trp Leu Ser Ser 
65 70 75 80 

Val He Val Pro Arg He He Leu Asn Phe Thr Pro Ala Asn Lys Ala 

85 90 95 

He Ada Phe Gly Gly Cys Val Ala Gin Leu Tyr Phe Phe His Phe Leu 

100 105 110 

Gly Ser Thr Gin Cys Phe Leu Tyr Thr Leu Met Ala Tyr Asp Arg Tyr 

115 120 125 

Leu Ala He Cys Gin Pro Leu Arg Tyr Pro Val Leu Met Asn Gly Lys 

130 135 140 

Leu Cys Thr He Leu Val Ala Gly Ala Trp Val Ala Gly Ser He His 
145 150 155 160 

Gly Ser He Gin Ala Thr Leu Thr Phe Arg Leu Pro Tyr Cys Gly Pro 

165 170 175 

Lys Glu Val Asp Tyr Phe Phe Cys Asp He Pro Ala Val Leu Arg Leu 

180 185 190 

Ala Cys Ala Asp Thr Ala He Asn Glu Leu Val Thr Phe Val Asp He 
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195 200 205 

Gly Val Val Ala Ala Ser Cys Phe Leu Leu lie Leu Leu Ser Tyr Ala 

210 215 220 

Asn lie Val His Ala lie Leu Lys lie Arg Thr Ala Asp Gly Arg Arg 
225 230 235 240 

Arg Ala Phe Ser Thr Cys Gly Ser His Leu Thr Val Val Thr Val Tyr 

245 250 255 

Tyr Val Pro Cys lie Phe lie Tyr Leu Arg Ala Gly Ser Lys Ser Ser 

260 265 270 

Phe Asp Gly Ala Val Ala Val Phe Tyr Thr Val Val Thr Pro Leu Leu 

275 280 285 

Asn Pro Leu lie Tyr Thr Leu Arg Asn Gin Glu Val Asn Ser Ala Leu 

290 295 300 

Lys Arg Leu Arg Ala Gly Arg Gly Asn Val Gly Gly Asp Lys 
305 ~ 310 315 

<210> 2697 
<211> 315 
<212> PRT 

<213> Unknown (TB567 (RNU50948 1256391) Thomas-MB 96) 
<400>2697 
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305 310 315 

<210> 2698 
<211> 311 
<212> PRT 

<213> Unknown (TB334 (RNU50947 1256389) Thomas-MB 96) 
<400>2698 

Met Glu Asn Gin Ser Ser Val Ser Glu Phe Phe Leu Arg Gly lie Ser 

15 10 15 

Gly Phe Pro Glu Gin Gin Gin Leu Leu Tyr Gly Leu Phe Leu Cys Met 

20 25 30 

Tyr Leu Val Thr Leu Thr Gly Asn Val Leu lie lie Leu Ala lie Gly 

35 40 45 

Ser Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Leu Ala Asn Leu 

50 55 60. 

Ser Phe Ala Asp Met Gly Leu lie Ser Ser Thr Val Thr Lys Met Leu 
65 70 75 80 

Phe Asn Val Gin Thr Gin Cys His Thr He Ser Tyr Thr Gly Cys Leu 
85 90 95 

i Thr Gin Met Tyr Leu Phe Met Met Phe Gly Asp Leu Asp Ser Phe Phe 

100 105 110 

Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu 

115 120 125 

His Tyr Ser Thr He Met Asn Ala Arg He Cys Val Leu Met Leu He 

130 135 140 

Leu Cys Trp He Leu Thr Asn Val Val Ala Leu Thr His Thr Leu Leu 
145 150 155 160 

Met Ala Arg Leu Ser Phe Cys Val Val Gly Glu He Ala His Phe Phe 

165 170 175 

Cys Asp Val Thr Ser Val Met Lys Leu Ser Cys Ser Asp Thr His Val 

180 185 190 

Asn Glu Leu Val Leu Ser Gly Phe Gly Gly Thr Val Leu Met Val Pro 

195 200 205 

Phe Val Ser He Val He Ser Tyr Val His He Val Phe Ala Val Leu 

210 215 220 

Arg He Gin Ser Ser Gly Gly Ser Ser Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 

Ser His Leu Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Val 

245 250 255 

Tyr Leu Phe Pro Ser Ser Val Glu Thr Thr Glu Lys Asp Val Ala Ala 

260 265 270 

Ala Ala Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe He Tyr 

275 280 285 

Ser Leu Arg Asn Lys Asp He Lys Gly Ala Leu Lys Arg Leu Leu Ser 

290 295 300 

His Arg Arg He Leu Ser Ser 
305 310 

<210> 2699 
<211> 312 
<212> PRT 

<213> Unknown (OR12 (423700 S29708) Raming-K 93) 
<400>2699 

Met He Met Asn Asn Gin Thr Val He Ser Gin Phe Leu Leu Leu Gly 

1 5 10 15 

Leu Pro He Pro Pro Glu His Trp His Leu Phe Tyr Thr Leu Leu Leu 

20 25 30 

Ala Met Tyr Leu Thr Thr He Leu Gly Asn Leu He He He He Leu 
35 40 45 
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<210> 2700 
<211> 304 
<212> PRT 

<213> Unknown (OR14 (423701) Raming-K 93) 



<400>2700 



Ser 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Ala 


Gly 


Leu 


Thr 


Asp 


Gin 


Pro Gly 


Leu 


1 








5 










10 










15 




Arg 


Met 


Pro 


Leu 


Phe 


Phe 


Leu 


Phe 


Leu 


Gly 


Phe 


Tyr 


Met 


Val 


Thr 


Val 






20 










25 










30 






Val 


Gly 


Asn 
35 


Leu 


He 


Gly 


Leu 


Phe 
40 


Leu 


He 


Gly 


Leu 


Asn 
45 


Ser 


His 


Leu 


His 


Thr 
50 


Pro 


Met 


Tyr 


Phe 


Phe 
55 


Leu 


Phe 


Asn 


Leu 


Ser 
60 


Val 


Val 


Asp 


Phe 


Cys 


Phe 


Ser 


Ser 


Thr 


He 


He 


Pro 


Lys 


Met 


Leu 


Met 


Ser 


Phe 


He 


Ser 


65 










70 










75 










80 


Lys 


Lys 


Asn 


He 


He 
85 


Ser 


His 


Ser 


Gly 


Cys 
90 


Met 


Thr 


Gin 


Leu 


Phe 
95 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 


Val 


Ser 


Glu 


Thr 


Phe 


He 


Leu 


Ser 


Ala 


Met 


Ala 






100 










105 










110 






Tyr 


Asp 


Arg Tyr Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Met 


Tyr 


Thr 


Val 


Thr 






115 










120 










125 








Met 


Ser 


Pro 


Gin 


Val 


Cys 


Leu 


Leu 


Leu 


Leu 


Leu 


Gly Ala 


Tyr 


Val 


Met 




130 










135 










140 










Gly 


Phe 


Ser 


Glu 


Ala 


Met 


Ala 


His 


Thr 


Gly 


Asn 


Leu 


Met 


Asn 


Leu 


Thr 


145 










150 










155 










160 



1650 

BNSDOCID: <WO_0127158A2_I_> 



WO 01/27158 



PCT/USOO/27582 



Phe 


Cys 


Ala 


Asp 


Asn 
165 


Leu 


Val 


Asn 


His 


Phe 
170 


Met 


Cys 


Asp 


He 


Leu 
175 


Pro 


Leu 


Leu 


Glu 


Leu 
180 


Ser 


Cys 


Asn 


Ser 


Thr 
185 


Phe 


He 


Asn 


Glu 


Leu 
190 


Val 


Val 


Phe 


He 


Val 
195 


Val 


Ala 


He 


Asp 


He 
200 


Ala 


Val 

■ 


Pro 


He 


Val 
205 


Ser 


He 


Phe 


lie 


Ser 
210 


Tyr 


Ala 


Leu 


He 


Leu 
215 


Ser 


Ser 


He 


Leu 


Arg 
220 


Met 


His 


Ser 


Thr 


Glu 


Gly 


Arg 


Ser 


L ys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


He 


Val 


225 










230 










235 










240 


Val 


Cys 


Leu 


Leu 


Phe 


Gly 


Ser 


Gly Ala 


Phe 


Met 


Tyr 


Leu 


Lys 


Leu 


Pro 










245 










250 










255 




Ser 


He 


Leu 


Pro 


Leu 


Asp 


Gin Gly Lys 


Val 


Ser 


Ser 


Leu 


Phe 


Tyr 


Thr 








260 


Met 








265 










270 




He 


Val 


Val 


Pro 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 






275 










280 










285 






Asp Val 


Lys 


Val 


Ala 


Leu 


Arg 


Lys 


Thr 


Leu 


Gly 


Lys 


He 


He 


Leu 


Ser 




290 










295 










300 











<210> 2701 
<211> 307 
<212> PRT 

<213> Unknown (OR18 (423702) Raming-K 93) 
<400>2701 

Met Gly Glu Asn Asn Asn He Thr Glu Phe He Leu Leu Gly Leu Thr 

1 5 10 15 

Gin Asp Pro Asp Gly Arg Lys Ala Leu Phe Val lie Phe Phe Leu He 

20 25 30 

Tyr He Val Thr Met Met Gly Asn Leu Leu He Val Val Thr Val He 

35 40 45 

Ala Ser Pro Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Ser Leu 

50 55 60 

Ser Leu Leu Asp Ala Leu Phe Ser Thr Ala He Ser Pro Lys Leu He 
65 70 75 80 

Ala Asp Leu Leu Tyr Asp Gin Lys Thr He Ser Phe Arg Ala Cys Met 

85 90 95 

Ser Gin Leu Phe He Glu His Leu Phe Gly Gly Val Asp He Val He 

100 105 110 

Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

His Tyr Leu Ala He Met Asn Arg Arg Val Cys He Thr Leu Leu He 

130 135 140 

Phe Ala Trp Thr Gly Gly Phe Thr His Ser Leu He Gin He Val Phe 
145 150 155 160 

Val Tyr Asn Leu Pro Phe Cys Gly Pro Asn Val He Asp His Phe He 

165 170 175 

Cys Asp Met Ser Pro Leu Leu Val Leu Ala Cys Thr Asp Thr Tyr Phe 

180 185 190 

He Gly Leu Thr Val He Ala Asn Gly Gly Val Asn Cys He Val He 

195 200 205 

Phe Thr Leu Leu Leu Gly Ser Tyr Gly He He Leu Arg Ser Leu Lys 

210 215 220 

Thr Gin Ser Gin Glu Gly Arg Arg Lys Ala Leu Ser Thr Cys Ser Ser 
225 230 235 240 

His He Leu Val Val He Leu Phe Phe Val Pro Cys He Phe Met Tyr 

245 250 255 

Ala Arg Pro Val Tyr Asn Phe Pro He Asp Lys Cys He Thr Val Phe 

260 265 270 

Tyr Thr He He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 
275 280 285 
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<210> 2703 
<211> 305 
<212> PRT 

<213> Unknown (OR37 (423699 S29711 265086) Raming-K 93) 
<400>2703 

Leu Leu Leu Gly Leu Ser Gly Tyr Pro Lys Thr Glu He Leu Tyr Phe 

1 5 10 15 

Val He Val Leu Val Met Tyr Leu Val He His Thr Gly Asn Gly Val 
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20 25 30 

Leu lie lie Ala Ser lie Phe Asp Ser His Leu His Thr Pro Met Tyr 

35 40 45 

Phe Phe Leu Gly Asn Leu Ser Phe Leu Asp lie Cys Tyr Thr Thr Ser 

50 55 60 

Ser Val Pro Ser Thr Leu Val Ser Leu lie Ser Lys Lys Arg Asn lie 
65 70 75 80 

Ser Phe Ser Gly Cys Thr Val Gin Met Phe Val Gly Phe Ala Met Gly 

85 90 95 

Ser Thr Glu Cys Leu Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val 

100 105 110 

Ala lie Cys Asn Pro Leu Arg Tyr Ser Val lie Met Ser Lys Glu Val 

115 120 125 

Tyr Val Ser Met Ala Ser Ala Ser Trp Phe Ser Gly Gly lie Asn Ser 

130 135 140 

Val Val Gin Thr Ser Leu Ala Met Arg Leu Pro Phe Cys Gly Asn Asn 
145 150 155 160 

Val lie Asn His Phe Thr Cys Glu Val Leu Ala Val Leu Lys Leu Ala 

165 170 175 

Cys Ala Asp lie Ser Leu Asn lie Val Thr Met Val lie Ser Asn Met 
i 180 185 190 

Ala Phe Leu Val Leu Pro Leu Leu Leu lie Phe Phe Ser Tyr Val Leu 

195 200 205 

He Leu Tyr Thr He Leu Arg Met Asn Ser Ala Ser Gly Arg Arg Lys 

210 215 220 

Ala Phe Ser Thr Cys Ser Ala His Leu Thr Val Val Val He Phe Tyr 
225 230 235 240 

Gly Thr He Phe Ser Met Tyr Ala Lys Pro Lys Ser Gin Asp Leu Thr 

245 250 255 

Gly Lys Asp Lys Phe Gin Thr Ser Asp Lys He He Ser Leu Phe Tyr 

260 265 270 

Gly Val Val Thr Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn 

275 280 285 

Lys Asp Val Lys Ala Ala Val Lys Tyr lie Leu Lys Gin Lys Tyr He 
290 295 300 

Pro 
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100 










105 










110 






Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 






Pro 


Leu 


His 


Tyr 


Met 


Ser 


He 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Val 


Ser 


Leu 
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135 










140 










vox 


Val 


Leu 


Ser 


Tro 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Levi 


Met 


Ala 


Arcr 
165 


Leu 


Ser 


Phe 


Cys 


Glu 
170 


Asp 


Asn 


Val 


He 


Pro 
175 


His 


Phe 


Phe 


v_y & 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 






180 










185 










190 






Arg 


vaJ. 


noil 


Glu 


Val 


Val 


He 


Phe 


He 


Val 


Val 


Ser 


Leu 


Phe 


Leu 


Val 




195 










200 










205 








Levi 


Pro 
210 


tr llxz 


Ala 


Leu 


He 


He 
215 


Met 


Ser 


Tvr 


Val 


Arg 
220 


He 


Val 


Ser 


Ser 


Tip 

■Lie 


Levi 




Val 


Pro 


Ser 


Ser 


Gin 


Glv 


He 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


uys 


Gl v 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr 


Val 


He 






245 










250 










255 




Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ser 


Asn 


Asn 


Ser 


Thr 


Val 


Lys 


Glu 


Thr 




260 










265 










270 






Val 


Met 


Ser 
275 


Leu 


Met 


Tyr 


Thr 


Val 
280 


Val 


Thr 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Phe 


He 


Tyr 
290 


Ser 


Leu 


Arg 


Asn 


Arg 
295 


Asp 


He 


Lys 


Gly 


Ala 
300 


Met 


Glu 


Arg 


He 


Phe 


Cys 


Lys 


Arg 


Lys 


He 


Gin 


Leu 


Asn 


Leu 















305 310 



<210> 2705 
<211> 314 
<212> PRT 

<213> Unknown (1906335A (444281) Raming-K 93) 



<400>2705 



Met 


Thr 


Glu 


Arg 


Asn 


Gin 


Thr 


Val 


He 


Ser 


Gin 


Phe 


Leu 


Leu 


Leu Gly 


1 






5 










10 










15 




Leu 


Pro 


He 


Pro 
20 


Pro 


Glu 


His 


Gin 


His 
25 


Val 


Phe 


Tyr 


Ala 


Leu 
30 


Phe 


Leu 


Ser 


Met 


Tyr 
35 


Leu 


Thr 


Thr 


He 


Leu 
40 


Gly 


Asn 


Leu 


He 


He 
45 


He 


He 


Leu 


He 


Leu 
50 


Leu 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Leu 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Gin 


Asn 


Met 
85 


Gin 


Ser 


Gin 


Val 


Pro 
90 


Ser 


He 


Pro 


Tyr 


Ala 
95 


Gly 


Cys 


Leu 


Ser 


Gin 


He 


Tyr 


Phe 


Phe 


Leu 


Phe 


Phe Gly Asp 


Leu 


Gly Asn 






100 










105 










110 






Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg Tyr Val 


Ala 


He 


Cys 


Phe 






115 










120 










125 








Pro 


Leu 
130 


His 


Tyr 


Met 


Ser 


He 
135 


Met 


Ser 


Pro 


Lys 


Leu 
140 


Cys 


Val 


Ser 


Leu 


Val 


Val 


Leu 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Met 


Ala 


Arg 
165 


Leu 


Ser 


Phe 


Cys 


Glu 
170 


Asp 


Asn 


Val 


He 


Pro 
175 


His 


Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 






180 










185 










190 






Arg 


Val 


Asn 


Glu 


Val 


Val 


He 


Phe 


He 


Val 


Val 


Ser 


Leu 


Phe 


Leu 


Val 




195 










200 










205 








Leu 


Pro 
210 


Phe 


Ala 


Leu 


He 


He 
215 


Met 


Ser 


Tyr 


Val 


Arg 
220 


He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Gin 


Gly 


He 


Tyr 


Lys 


Ala 


Phe 


Ser 


Ser 


225 








230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu Phe Tyr Gly Thr Val 


He 
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245 250 255 

Pro Leu Tyr Leu Cys Pro Ser Ser Asn Asn Ser Thr Val Lys Glu Thr 

260 265 270 

Val Met Ser Leu Met Tyr Thr Leu Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp He Lys Gly Ala Met Glu He He 

290 295 300 

Phe Cys Lys Arg Lys He Gin Leu Asn Leu 
305 310 

<210> 2706 
<211> 185 
<212> PRT 

<213> Unknown (PTE01 (544449) Abe-K 93) 
<400>2706 

Met Tyr Leu Phe Leu Ser Asn Leu Ser Leu Ala Asp He Ser Phe Thr 

1 5 10 15 

Ser Thr Thr Leu Pro Lys Met He Val Asp He Gin Thr Asn Asn Arg 
2 0 25 30 

lAla He Ser Tyr Ser Gly Cys Leu Thr Gin Met Ser Phe Phe Met Leu 

35 40 45 

Phe Gly Cys Leu Asp Ser Leu Leu Leu Thr Ala Met Ala Tyr Asp Arq 

50 55 60 

Phe Val Ala He Cys His Pro Leu His Tyr Gin Val He Met Asn Pro 
" 70 75 80 

Arg Leu Cys Gly Leu Leu Val Phe Leu Ser He Leu He Ser Leu Leu 

85 90 95 

Val Ser Gin Leu His Asn Ser Val Val Leu Gin Leu Thr Tyr Phe Lys 

100 105 no 

Ser Val Asp He Ser His Phe Phe Cys Asp Pro Ser Leu Leu Leu Asn 

11S 120 125 

Leu Ala Cys Ser Asp Thr Phe Thr Asn Asn He Val Met Tyr Phe Val 

13Q 135 140 

Gly Ala He Ser Gly Phe Leu Pro He Ser Gly He Phe Phe Ser Tvr 
145 150 155 160 

Tyr Lys He Val Ser Ser He Leu Arg Met Pro Ser Pro Gly Gly Lys 

165 170 175 

Tyr Lys Ala Phe Ser Thr Cys Gly Ser 
180 185 

<210> 2707 
<211> 168 
<212> PRT 

<213> Unknown (PTE03 (544450) Abe-K 93) 
<,400>2707 

Thr Thr Val Pro Lys Met Leu He Asn Leu Gin Lys Gin Asn Lys Ala 

1 S 10 15 

He Ser Tyr Ala Gly Cys He Thr Gin Leu Ser Phe Val Leu Leu Phe 

20 25 30 

Ala Gly Met Glu Asn Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr 

35 40 45 

Val Ala He Cys Lys Pro Leu Arg Tyr Thr Ala He Met Lys Ala His 

50 55 60 ^ 

Leu Cys Leu Val Met Thr Leu Leu Ser Leu Cys He Ser He Val Asp 
65 70 75 80 

Ala Leu Leu His Gly Leu Met He Leu Arg Leu Ser Phe Cys Thr Phe 

85 90 95 

Leu Glu He Pro His Tyr Phe Cys Glu Leu Tyr Gin Val He Lys Leu 
100 105 no 
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Ser Cys Ser Asp Thr 
115 

Ser Thr Leu Gly Gly 
130 

Lys lie lie Ser Ser 
145 

Arg Ala Phe Ser Thr 
165 



Leu lie Asn Asn lie Leu 
120 

Val Pro Leu Gly Gly lie 
135 

lie Leu Arg Met Pro Ser 
150 155 
Cys Gly Ser 



Val Tyr Thr Met Thr 
125 

lie Phe Ser Tyr Phe 
140 

Ser Gly Ser Arg His 
160 



<210> 2708 
<211> 234 
<212> PRT 

<213> Unknown (PTE33 (544451) Abe-K 93) 



<400>2708 
























Phe 


He 


Met 


Tyr 


Leu 


Phe 


Phe 


Ser 


Asn 


Leu 


Ser 


Phe 


Val 


Asp 


He 


Tyr 


1 






5 










10 










15 




Ser 


Gly 


Thr 


He 


Pro 


Lys 


He 


Leu 


Val 


Asn 


Met 


Gin 


Ser 


Lys 


Thr 


Lys 






20 










25 










30 






Asp 


He 


Ser 


Tyr 


He 


Glu 


Cys 


Leu 


Thr 


Gin 


Val 


Tyr 


Phe 


Phe Asn Thr 




35 








40 










45 








Phe 


Val 


Gly 


Met 


Asp 


Asp 


Val 


Leu 


Arg 


Thr 


Leu 


Met 


Ala 


Tyr 


Asp 


Arg 




50 








55 










60 










Phe 


Val 


Ala 


He 


Cys 


Met 


Pro 


Leu 


Lys 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Pro 


65 








70 










75 










80 


Arg 


Val 


Cys 


Thr 


Leu 


Leu 


Val 


Leu 


Met 


Phe 


Trp 


He 


He 


Met 


Phe 


Cys 






85 










90 










95 




He 


Ser 


Leu 


He 


His 


Val 


Leu 


Leu 


Met 


Asn 


Glu 


Leu 


Asn 


Phe 


Ser 


Arg 






100 










105 










110 






Gly Thr 


Lys 


He 


Pro 


His 


Phe 


Phe 


Cys 


Glu 


Leu 


Ala 


Gin 


Val 


Leu 


Lys 






115 










120 










125 








Val 


Ser 
130 


Asn 


Ser 


Asp 


Thr 


His 
135 


He 


Asn 


Asn 


He 


Phe 
140 


Met 


Tyr 


Val 


Leu 


Ser 


Ser 


Leu 


Leu 


Gly Val 


He 


Pro 


Met 


Thr 


Gly 


He 


Leu 


Met 


Ser 


Tyr 


145 










150 










155 










160 


Ser 


Gin 


He 


Val 


Ser 
165 


Ser 


Leu 


Leu 


Arg 


Met 
170 


Ser 


Ser 


Thr 


Val 


Ser 
175 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Cys 


Val 


Val 


Cys 


Leu 




180 










185 










190 






Phe 


Tyr 


Gly 


Ser 


Val 


lie 


Gly Val 


Tyr 


Phe 


Ser 


Ser 


Ser 


Val 


Val 


Leu 




195 










200 










205 








Ser 


Thr 


Gin 


Arg 


He 


Met 


Val 


Ala 


Ser 


Leu 


Met 


Tyr 


Thr 


Val 


He 


Ser 




210 








215 










220 










Pro 


Met 


Phe 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 














225 










230 























<210> 2709 
<211> 234 
<212>* PRT 

<213> Unknown (PTE38 (544452) Abe-K 93) 



<400>2709 

Met Tyr Leu Phe Phe Ser Asn Leu 

1 ' 5 
Thr Thr Thr He Pro Lys Met Leu 
20 

Ser He Thr Tyr Leu Gly Cys Leu 

35 40 
Phe Gly Ser He Glu Ser Cys Leu 

50 55 
Tyr Val Ala He Cys His Pro Leu 



Ser Phe Asn Asp He Cys He He 

10 15 
Met Asn Val Gin Ser His Asp Gin 
25 30 
Ser Gin Val Tyr Leu He Val Asn 
45 

Leu Ala Val Met Ala Tyr Asp Arg 
60 

Lys Tyr Thr Val He Met Asn His 
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65 70 75 80 

Tyr Phe Cys Val Met Leu Leu Leu Phe Ala Cys Ser Leu Ala Leu His 

85 90 95 

Met Cys Leu Phe His lie Leu Met Val Leu lie Leu Thr Phe Cys Thr 

100 105 HO 

Lys Thr Glu He Pro His Phe Phe Cys Glu Leu Ala His He He Lys 

H5 120 125 

Leu Thr Cys Ser Asp Asn Phe He Asn Tyr Leu Leu He Tyr Thr Val 

130 135 140 

Ser Val Leu Phe Phe Gly Val His He Val Gly He He Leu Ser Tyr 
145 150 155 160 

He Tyr Thr Val Ser Ser Val Leu Arg Met Ser Leu Leu Gly Gly Met 

165 170 175 

Tyr Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu 

180 185 190 

Phe Tyr Gly Thr Gly Phe Gly Val His He Ser Ser Pro Leu Thr Asp 

195 200 205 

Ser Pro Arg Lys Thr Val Val Ala Ser Val Met Tyr Thr Val Val Thr 

210 215 220 

Gin Met His Gly Pro Phe He Tyr Ser Leu 
225 230 

<210> 2710 
<211> 234 
<212> PRT 

<213> Unknown (PTE45 (544453) Abe-K 93) 
<400>2710 

Met Tyr Leu Phe Phe Ser Asn Leu Ser Phe Ala Asp He Cys Leu He 

1 5 10 15 . 

Ser Thr Thr He Pro Lys Met Leu Ala Asn Glu His Leu Asn His Lys 

20 25 30 

Ala He Thr Tyr Glu Gly Cys He Met Gin He Tyr Phe Phe Thr Leu 

35 40 45 

Phe Val Gly Leu Asp Asn Phe Leu Leu Ala Val Met Ala Tyr Asp Arg 

50 55 60 

Phe Val Ala He Cys His Pro Leu Arg Tyr Thr Ser He Met Thr Pro 
65 70 75 80 

His Leu Cys His Ser Leu Val Leu Val Ser Trp He Thr Ser Val Leu 

85 90 95 

Asn Ser Ser Leu Gin Ser Phe Leu Val Leu Gin Leu Ser Phe Cys Thr 

100 105 no 

Glu Val Glu He Pro His Phe Phe Cys Glu Leu Ser Met Leu Val His 

H5 120 125 

Leu Ala Cys Ser Asp Thr Phe Leu Ser Asp Met Ala Met Asn Val Leu 

130 135 140 

Ala Ala Leu Leu Gly Gly Gly Cys Leu Val Gly He Leu Tyr Ser Tyr 
145 150 155 160 

Ser Lys He Val Ser Ser He Gin Ala He Ser Ser Ala Glu Gly Lys 

165 170 175 

Tyr Lys Ala Phe Ser Thr Cys Val Ser His Leu Ser Val Val Ser Leu 

180 185 190 

Phe Tyr Cys Thr Leu Leu Gly Val Tyr Leu Ser Ser Ala Val Thr Gin 

195 200 205 

Asn Ser His Ser Thr Ala Ala Thr Ser Leu Met Tyr Thr Val Val Thr 

210 215 220 

Pro Met Leu Asn Pro Phe He Tyr Phe Phe 
225 230 

<210> 2711 
<211> 232 
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<212> PRT 

<213> Unknown ( PTES 8 (544454) Abe-K 93) 
<400>2711 



Leu 


Leu 


lie I* 


Cys 


Asn 


Leu 


Cvs 


Phe 


Ala 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Ala 


± 






5 










10 










15 




Cor 


Tip 


Pro 


Thr 


Asn 


Leu 


Val 


Asn 


He 


Gin 


Thr 


Lys 


Asn 


Lys 


Val 


He 






20 










25 










30 






i ni 


Tyr 


Pin 


Gly Cys 


He 


Ser 


Gin 


Val 


Tyr 


Phe 


Phe 


lie 


Leu 


Phe 


Gly 




35 










40 










45 






Val 


Val 


Leu 


Asp 


Asn 


Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 












55 










60 










Ala 


x le 


Cys 


His 


Pro 


Leu 


His 


Tvr 


Thr 


Val 


He 


Met 


Asn 


Arg 


Arg 


Leu 










70 










75 










80 


Cys 


Gly 


Leu 


Leu 


Val 


Leu 


m v 

\J JL jf 


Ser 


Trn 


Val 


Thr 


Thr 


Ala 


Leu 


Asn 


Ser 






85 










90 










95 




Leu 


Leu 


Gin 


Ser 


Ser 


Plct 


Ala 


lgu 


A TTC1 


Leu 


Ser 


Phe 


Cys 


Thr 


Asp 


Leu 








100 










105 










110 






Lys 


He 


Pro 


His 


Phe 


Val 


Cys 


O -L U 


Leu 


Asn 


Gin 


Leu 


Val 


Leu 


Leu 


Ala 




lib 




















125 






Val 


Cys 


Asn 


Asp 


Thr 


Phe 


Pro 


Asn 


Asp 


Met 


Val 


Met 


Tyr 


Phe 


Ala 


Ala 










135 










140 










Leu 


Leu 




Gly Gly 


Pro 


Leu 


Ala 


Glv 


He 


Leu 


Tyr 


Ser 


Tyr 


Ser 


Lys 


145 








150 










155 










160 


He 


Val 


Ser 


Ser 


He 


Arg 


Ala 


He 


Ser 


Ser 


Ser 


Gin Gly Lys 


Tyr 


Lys 










165 










170 










175 




Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 








180 










185 










190 






Ser 


Thr 


Leu 


Leu 


Gly Val 


Tyr 


Leu 


Ser 


Ser 


Ser 


Phe 


Thr 


Gin 


Asn 


Ser 






195 










200 










205 








His 


Ser 


Thr 


Ala 


Arg 


Ala 


Ser 


Val 


Met 


Tyr 


Ser 


Val 


Val 


Thr 


Pro 


Met 




210 










215 










220 










Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Phe 


Phe 


















225 










230 























<210> 2712 
<211> 312 
<212> PRT 

<213> Unknown (RATGUST27 (D12820 P34987 A46750) Abe-K 93) 
<400>2712 



Met 


He 


Leu 


Asn 


Cys 


Asn 


Pro 


Phe 


Ser 


Gly 


Leu 


Phe 


Leu 


Ser 


Met 


Tyr 


1 








5 










10 










15 




Leu 


Val 


Thr 


Val 


Leu Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 


Val 


Ser 


Ser 








20 










25 










30 






Asn 


Ser 


His 
35 


Leu 


His 


Asn 


Leu 


Met 
40 


Tyr 


Phe 


Phe 


Leu 


Ser 
45 


Asn 


Leu 


Ser 


Phe 


Val 
50 


Asp 


He 


Cys 


Phe 


He 
55 


Ser 


Thr 


Thr 


He 


Pro 
60 


Lys 


Met 


Leu 


Val 


Asn 


He 


His 


Ser 


Gin 


Thr 


Lys 


Asp 


He 


Ser 


Tyr 


He 


Glu 


Cys 


Leu 


Ser 


65 










70 










75 










80 


Gin 


Val 


Tyr 


Phe 


Leu 


Thr 


Thr 


Phe Gly 


Gly Met 


Asp 


Asn 


Phe 


Leu 


Leu 








85 










90 










95 




Thr 


Leu 


Met 


Ala 
100 


Cys 


Asp 


Arg 


Tyr 


Val 
105 


Ala 


He 


Cys 


His 


Pro 
110 


Leu 


Asn 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Leu 


Gin 


Leu 


Cys 


Ala 


Leu 


Leu 


He 


Leu 


Met 




115 










120 










125 








Phe 


Trp 
130 


Leu 


He 


Met 


Phe 


Cys 
135 


Val 


Ser 


Leu 


He 


His 
140 


Val 


Leu 


Leu 


Met 


Asn 


Glu 


Leu 


Asn 


Phe 


Ser 


Arg 


Gly Thr 


Glu 


He 


Pro 


His 


Phe 


Phe 


Cys 


145 










150 










155 










160 
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Glu 


Leu 


Ala 


Gin 


Val 
165 


Leu 


Lys 


Val 


Ala 


Asn 
170 


Ser Asp 


Thr 


His 


He 
175 


Asn 


Asn 


Val 


Phe 


Met 
180 


Tyr 


Val 


Val 


Thr 


Ser 
185 


Leu 


Leu Gly 


Leu 


He 
190 


Pro 


Met 


Thr Gly 


He 


Leu 


Met 


Ser 


Tyr 


Ser 


Gin 


He 


Ala Ser 


Ser 


Leu 


Leu 


Lys 






195 










200 








205 






Met 


Ser 


Ser 


Ser 


Val 


Ser 


Lys 


Tyr 


L ys 


Ala 


Phe Ser 


Thr 


Cys 


Gly 


Ser 




210 










215 








220 






His 


Leu 


Cys 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Ser Ala 


Thr 


He 


Val 


Tyr 


225 










230 










235 








240 


Phe 


Cys 


Ser 


Ser 


Val 
245 


Leu 


His 


Ser 


Thr 


His 
250 


Lys Lys 


Met 


He 


Ala 
255 


Ser 


Leu 


Met 


Tyr 


Thr 


Val 


He 


Ser 


Pro 


Met 


Leu 


Asn Pro 


Phe 


He 


Tyr 


Ser 








260 










265 








270 




Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Gly 


Ala 


Leu Gly Lys 


Leu 


Phe 


He 


Arg 






275 










280 








285 






Val 


Ala 


Ser 


Cys 


Pro 


Leu 


Trp 


Ser 


Lys 


Asp 


Phe Arg 


Pro 


Lys 


Phe 


He 




290 










295 








300 








Leu 


Lys 


Pro 


Glu 


Arg 


Gin 


Ser 


Leu 

















305 310 

I 

<210> 2713 
<211> 222 
<212> PRT 

<213> Unknown (K7 (MUSODORECA L14566 293754 464305 C40745) Ressler-KJ 93) 
<400>2713 

Phe Phe Leu Ser His Leu Ala He Val Asp He Ala Tyr Ala Cys Asn 

1 5 10 15 

Thr Val Pro Gin Met Leu Val Asn Leu Leu Asp Pro Val Lys Pro He 

20 25 30 

Ser Tyr Ala Gly Cys Met Thr Gin Thr Phe Leu Phe Leu Thr Phe Ala 

35 40 45 

He Thr Glu Cys Leu Leu Leu Val Val Met Ser Tyr Asp Arg Tyr Val 

50 55 60 

Ala He Cys His Pro Leu Arg Tyr Ser Ala He Met Ser Trp Arg Val 
65 70 75 80 

Cys Ser Thr Met Ala Val Thr Ser Trp He He Gly Val Leu Leu Ser 

85 90 95 

Leu He His Leu Val Leu Leu Leu Pro Leu Pro Phe Cys Val Ser Gin 

100 105 110 

Lys Val Asn His Phe Phe Cys Glu He Thr Ala He Leu Lys Leu Ala 

115 120 125 

Cys Ala Asp Thr His Leu Asn Glu Thr Met Val Leu Ala Gly Ala Val 

130 135 140 

Ser Val Leu Val Gly Pro Phe Ser Ser He Val Val Ser Tyr Ala Cys 
14 5 150 155 160 

He Leu Gly Ala He Leu Lys He Gin Ser Glu Glu Gly Gin Arg Lys 

165 170 175 

Ala Phe Ser Thr Cys Ser Ser His Leu Cys Val Val Gly Leu Phe Tyr 

180 185 190 

Gly Thr Ala He Val Met Tyr Val Gly Pro Arg His Gly Ser Pro Lys 

195 200 205 

Glu Gin Lys Lys Tyr Leu Leu Leu Phe His Ser Leu Phe Asn 
210 215 220 

<210> 2714 
<211> 222 
<212> PRT 

<213> Unknown (M50 (MUSODORECB L14567 293756 P34986 OLF5) Buck 93) 
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<400>2714 



Tvr 


Phe 


Leu 


Ser 


Thr 


Met 


Ser 


Phe 


Leu 


Glu 


Ala 


Trp 


Tyr 


He 


Ser 


Val 


1 








5 










10 










15 




Thr 


Val 


Pro 


Lvs 
20 


Met 


Leu 


Ala 


Gly 


Phe 
25 


Leu 


Phe 


His 


Pro 


Asn 
30 


Thr 


He 




Phe 


Leu 
35 


Gly 


Cvs 


Met 


Thr 


Gin 
40 


Leu 


Tyr 


Phe 


Phe 


Met 
45 


Ser 


Leu 


Ala 


Cys 


Thr 


Glu 


Cys 


Val 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


50 










55 










60 










Ala 


He 


Cvs 


Tro 


Pro 


Leu 


Arg 


Tyr 


Pro 


Val 


Met 


Met 


Thr 


Thr 


Gly 


Phe 


65 










70 










75 










80 




Val 


Gin 


Leu 


Thr 


He 


Ser 


Ser 


Trt> 

* ** XT 


Val 


Ser 


Gly 


Phe 


Thr 


He 


Ser 








85 










90 










95 




Met 


Ala 


Lvs 


Val 


Tyr 


Phe 


Leu 


Ser 


Arg 


Val 


Ala 


Phe 


Cys 


Gly 


Asn 


Asn 






100 










105 










110 






Val 


Leu 


Asn 
115 


His 


Phe 


Phe 


Cys 


Asp 
120 


Val 


Ser 


Pro 


He 


Leu 
125 


Lys 


Leu 


Ala 


Cys 


Met 


Asn 


Leu 


Ser 


Met 


Ala 


Glu 


Thr 


Val 


Asp 


Phe 


Ala 


Leu 


Ala 


He 


13 0 










135 










140 










Val 


He 


Leu 


He 


Phe 


Pro 


Leu 


Ser 


Ala 


Thr 


Val 


Leu 


Ser 


Tyr 


Gly 


Phe 


145 










150 










155 










160 


He 


Val 


Ser 


Thr 


Val 


Leu 


Gin 


He 


Pro 


Ser 


Ala 


Thr 


Gly Gin 


Arg 


Lys 










165 










170 










175 




Ala 


Phe 


Ser 


Thr 
180 


Cys 


Ala 


Ser 


His 


Leu 
185 


Thr 


Val 


Val 


Val 


He 
190 


Phe 


Tyr 


Thr 


Ala 


Val 
195 


He 


Phe 


Met 


Tyr 


Val 
200 


Arg 


Pro 


Arg 


Ala 


He 
205 


Ala 


Ser 


Phe 


Asn 


Ser 
210 


Asn 


Lys 


Leu 


He 


Ser 
215 


Ala 


He 


Tyr 


Ala 


Val 
220 


Phe 


Thr 







<210> 2715 
<211> 161 
<212> PRT 

<213> Unknown (K18 (MUSODORECC L14568 293758 B40745) Buck 93) 
<400>2715 



Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Thr 


Tyr 


Lys 


Val 


He 


Met 


Ser 


1 






5 










10 










15 




Pro 


Lys 


He 


Cys 
20 


Cys 


Leu 


Leu 


He 


Phe 
25 


Ser 


Ser 


Tyr 


Leu 


Met 
30 


Gly 


Phe 


Ala 


Ser 


Ala 


Met 


Ala 


His 


Thr 


Gly Cys 


Met 


lie 


Arg 


Leu 


Ser 


Phe 


Cys 






35 










40 










45 








Asp 


Ser 


Asn 


He 


He 


Asn 


His 


Tyr Met 


Cys 


Asp 


He 


Phe 


Pro 


Leu 


Leu 




50 










55 










60 










Pro 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 


Tyr 


Val 


Asn 


Glu 


Leu 


Met 


Ser 


Ser 


Val 


65 










70 










75 










80 


Val 


Val 


Gly 


Ser 


Ala 
85 


He 


He 


Leu 


Cys 


Cys 
90 


Leu 


He 


He 


Leu 


He 
95 


Ser 


Tyr 


Ala 


Met 


He 


Leu 


Phe 


Asn 


He 


lie 


His 


Met 


Ser 


Ser 


Gly 


Lys 


Gly 






100 










105 










110 






Trp 


Ser 


Lys 
115 


Ala 


Leu 


Gly 


Thr 


Cys 
120 


Gly 


Ser 


His 


He 


He 
125 


Thr 


Val 


Ser 


Leu 


Phe 


Tyr Gly 


Ser Gly 


Leu 


Leu 


Ala 


Tyr 


Val 


Lys 


Pro 


Ser 


Ser 


Ala 




130 










135 










140 










Lys 


Thr 


Val Gly Gin Gly 


Lys 


Phe 


Phe 


Ser 


Val 


Phe 


Tyr 


Thr 


Leu 


Leu 



145 150 155 160 

Val 



<210> 2716 
<211> 222 
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<212> PRT 

<213> Unknown (K4 (MUSODORECD L14569 293760 464303 OLF4 P34983) Ressler-KJ 
<400>2716 

Tyr Phe Leu Ser Ser Leu Ser Phe lie Asp Phe Cys Gin Ser Thr Val 

1 5 10 15 

Val He Pro Lys Met Leu Val Ser Phe Leu Thr Glu Met Asn He He 

20 25 30 

Ser Tyr Ser Glu Cys Met Ala Gin Leu Tyr Phe Phe Leu Thr Phe Gly 

35 40 45 

He Ala Gly Cys Tyr Thr Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val 

50 55 60 

Ala He Cys Asn Pro Leu Leu Tyr Asn Val Thr Met Ser Tyr Gin He 
6 5 70 75 80 

Tyr Ser Ser Leu He Ser Gly Val Tyr He Phe Ala Val He Cys Ser 

85 90 95 

Ser Phe Asn Thr Gly Phe Met Leu Arg Thr Gin Phe Cys Asn Leu Asp 

100 105 110 

Val He Asn His Tyr Phe Cys Asp Leu Leu Pro Leu Leu Asn Leu Ala 

115 120 125 

Ser Ser Asn Thr Tyr He Asn Glu He Leu He Leu Phe Phe Ala Thr 

130 135 140 

Leu Asn Ser Phe Val Pro Val Leu Thr He He Thr Ser Tyr He Phe 
!45 150 155 160 

He He Val Thr He Leu Ser He His Ser Arg Glu Gly Lys Phe Lys 

165 170 175 

Ala Phe Ser Thr Cys Ser Thr His He Ser Ala Val Ala He Phe Tyr 

180 185 190 

Gly Ser Gly Ala Phe Thr Tyr Leu Gin Pro Ser Ser Leu Asn Ser Met 

195 200 205 

Gly Gin Ala Lys Val Ser Ser Val Phe Tyr Thr Thr Val Val 
210 215 220 

<210> 2717 
<211> 312 
<212> PRT 

<213> Unknown (olf3 (MUS0R3X 0R3 M84005 200154 P23275 A46247) Nef 92) 
<400>2717 

Met Glu Val Asp Ser Asn Ser Ser Ser Gly Thr Phe He Leu Met Gly 

1 5 10 15 

Val Ser Asp His Pro His Leu Glu He He Phe Phe Ala Val He Leu 

20 25 30 

Ala Ser Tyr Leu Leu Thr Leu Val Gly Asn Leu Thr He He Leu Leu 

35 40 45 

Ser Arg Leu Asp Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Ser Leu Asp Leu Ala Phe Thr Thr Ser Ser Val Pro Gin 
65 70 75 80 

Met Leu Lys Asn Leu Trp Gly Pro Asp Lys Thr He Ser Tyr Gly Gly 

85 90 ^ 95 

Cys Val Thr Gin Leu Tyr Val Phe Leu Trp Leu Gly Ala Thr Glu Cys 

100 105 110 

He Leu Leu Val Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Arg 

115 120 125 

Pro Leu His Tyr Met Thr Val Met Asn Pro Arg Leu Cys Trp Gly Leu 

130 135 140 

Ala Ala lie Ser Trp Leu Gly Gly Leu Gly Asn Ser Val He Gin Ser 
i45 150 155 160 

Thr Phe Thr Leu Gin Leu Pro Phe Cys Gly His Arg Lys Val Asp Asn 
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165 170 175 



Phe 


Leu 


Cys 


Glu 


Val 


Pro 


Ala 


Met 


He 


Lys 


Leu 


Ala 


Cys 


Gly 


Asp 


Thr 








180 










185 










190 






Ser 


Leu 


Asn 


Glu 


Ala 


Val 


Leu 


Asn 


Gly Val 


Cys 


Thr 


Phe 


Phe 


Thr 


Val 






195 










200 










205 








Val 


Pro 


Val 


Ser 


Val 


He 


Leu 


Val 


Ser 


Tyr 


Cys 


Phe 


He 


Ala 


Gin 


Ala 




210 










215 










220 










Val 


Met 


Lys 


He 


Arg 


Ser 


Val 


Glu 


Gly Arg 


Arg 


Lys 


Ala 


Phe 


Asn 


Thr 


225 










230 










235 










240 


Cys 


Val 


Ser 


His 


Leu 


Val 


Val 


Val 


Phe 


Leu 


Phe 


Tyr 


Gly 


Ser 


Ala 


He 








245 










250 










255 




Tyr 


Gly 


Tyr 


Leu 


Leu 


Pro 


Ala 


Lys 


Ser 


Ser 


Asn 


V3 -L 1 1 


OCX 


Gin 


Gly 










260 










265 










270 






Phe 


He 


Ser 


Leu 


Phe 


Tyr 


Ser 


Val 


Val 


Thr 


Pro 


Met 


Val 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly 


Ala 


Leu 


Gly 


Arg 


Leu 




290 










295 










-inn 










Leu 


Gly 


Lys 


Gly Arg Gly Ala 


Ser 


















305 










310 






















*210> 2718 




























<211> 309 




























<212> PRT 




























<213> Unknown (MMOR23 (X92969)) 


















<400>2718 




























Met 


bin 


Arg 


Asn 


Asn 


Phe 


Thr 


Glu 


Val 


He 


Glu 


Phe 


Val 


Phe 


Leu 


Gly 








5 










10 










15 




Phe 


Ser 


Ser 


Phe 


Gly 


Lys 


His 


Gin 


He 


Thr 


Leu 


Phe 


Val 


Val 


Phe 


Leu 








20 










25 










30 






Thr 


He 


Tyr 


He 


Leu 


Thr 


Leu 


Ala 


Gly Asn 


He 


He 


He 


Val 


Thr 


He 






35 










40 










45 








Thr 


His 


He 


Asp 


His 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










Met 


Leu 


Ala 


Ser 


Ser 


Glu 


Thr 


Val 


Tyr 


Thr 


Leu 


Val 


He 


Val 


Pro 


Arg 


65 










70 










75 










80 


Met 


Leu 


Ser 


Ser 


Leu 


He 


Phe 


Tyr 


Asn 


Leu 


Pro 


He 


Ser 


Leu 


Ala 


Gly 










85 










90 










95 




Cys 


Ala 


Thr 


Gin 


Met 


Phe 


Phe 


Phe 


Val 


Thr 


Leu 


Ala 


Thr 


Asn 


Asn 


Cys 






100 










105 










110 






Phe 


Leu 


Leu 


Thr 


Ala 


Met 


Gly 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 






115 










120 










125 








Pro 


Leu 


Arg 


Tyr 


Thr 


He 


He 


Met 


Ser 


Lys 


Gly 


Met 


Cys 


Ala 


Leu 


Leu 




130 










135 










140 










Val 


Cys 


Gly 


Ser 


Leu 


Gly 


Thr 


Gly 


Leu 


Val 


Met 


Ala 


Val 


Leu 


His 


Val 


145 








150 










155 










160 


Pro 


Ala 


Met 


Phe 


His 


Leu 


Pro 


Phe 


Cys 


Gly 


Thr 


Val 


Val 


Glu 


His 


Phe 










165 










170 










175 




Phe 


Cys 


Asp 


He 


Tyr 


Pro 


Val 


Met 


Lys 


Leu 


Ser 


Cys 


Val 


Asp 


Thr 


Thr 








180 










185 










190 






Val 


Asn 


Glu 


He 


He 


Asn 


Tyr 


Gly 


Val 


Ser 


Ser 


Phe 


Val 


He 


Leu 


Val 






195 










200 










205 








Pro 


He 


Gly 


Leu 


He 


Phe 


He 


Ser 


Tyr 


Val 


Leu 


He 


Val 


Ser 


Ser 


He 




210 










215 










220 










Leu 


Lys 


He 


Val 


Ser 


Thr 


Glu 


Gly 


Gin 


Lys 


Lys 


Ala 


Phe 


Ala 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


His 


Tyr 


Gly 


Cys 


Ala 


Ser 


He 










245 










250 










255 




Ala 


Tyr 


Leu 


Lys 


Pro 


Lys 


Ser 


Glu 


Ser 


Ser 


Val 


Glu 


Lys 


Asp 


Leu 


Leu 








260 










265 










270 






Leu 


Ser 


Val 


Thr 


Tyr 


Thr 


He 


He 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


Val 


Val 
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2? 5 280 285 

Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Leu Cys Arg Ala Val 

290 295 300 

Gly Arg Asn Thr Ser 
305 

<210> 2719 
<211> 332 
<212> PRT 

<213> Unknown (GGCOR2GEN) 
<400>2719 

Met Leu Val Leu Cys Phe Ser Ala Ser Leu Leu Ser Asn Cys Asn Cys 

1 5 . 10 15 

Val Val Met Met Ala Lys Gly Asn His Ser Ser He Thr Glu Phe Val 

20 25 30 

Leu Leu Gly Phe Ser Glu Lys Arg Ala He Gin Ala Val Leu Phe Met 

35 40 45 

Gly Phe Leu Leu He Tyr Leu He Thr Leu Leu Gly Asn Val Gly Met 

50 55 so 

He Thr Leu He Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe 
6 * 70 75 80 

Phe Leu Ser Ser Leu Ser Phe Leu Asp He Cys Tyr Ser Ser Thr He 

85 90 ' 95 

Thr Pro Arg Val Leu Ser Asp Leu Pro Ala Ser Gin Lys Val He Ser 

100 105 no 

His Ser Ala Cys Leu Ala Gin Phe Tyr Phe Tyr Ala Val Phe Ala Thr 

"5 120 . 125 

Thr Glu Cys Tyr Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala 

130 135 140 

He Cys Ser Pro Leu Leu Tyr Val Phe Ser Met Ser Ser Arg Val Cys 
145 150 " 155 leo 

Val Leu Leu Val Ala Gly Ser Tyr Leu Val Gly Val Val Asn Ala Thr 

165 170 175 

He His Thr Gly Leu Ala Leu Gin Leu Ser Phe Cys Gly Pro Asn He 

180 185 190 

He Asn His Phe Tyr Cys Asp Gly Pro Pro Leu Tyr Ala He Ser Cys 

I 95 200 205 

Thr Asp Pro Thr Thr Asn Glu He Ala He Phe Leu Val Val Gly Phe 

21° 215 220 

Asn Met Leu He Thr Ser Val Thr He Phe He Ser Tyr Thr Tyr He 
225 2 30 235 " 240 

Leu Phe Ala Val Leu Arg Met His Thr Ala Ala Gly Lys Arg Lys Thr 

245 250 255 

Phe Ser Thr Cys Ala Ser His Leu Ala Thr Val Thr Leu Phe Tyr Ala 

260 265 270 

Ser Ala Gly Ser Met Tyr Ser Arg Pro Ser Ser Arg His Ser Gin Asp 

275 280 285 

Leu Asp Lys Val Ala Ser Val Phe Tyr Thr Met Val Thr Pro Met Leu 

290 295 300 

Asn Pro Leu He Tyr Ser Leu Arg Asn Gin Glu Val Lys Asp Val Leu 

1° 5 310 315 320 

Gly Lys Val Met Gly Arg Lys Ser Val Ser Asp Lys 
325 330 

<210> 2720 
<211> 312 
<212> PRT 

<213> Unknown (GGCOR3GEN) 
<400>2720 
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Met 


Ala 


Leu 


Gly Asn Cys 


Thr 


Thr 


Pro 


Thr 


Thr 


Phe 


He 


Leu 


Ser Gly 


1 








5 










10 










15 




Leu 


Thr 


Asp 


Asn 


Pro 


Arg 


Leu 


Gin 


Met 


Pro 


Leu 


Phe 


Met 


Val 


Phe 


Leu 
















25 










30 






Val 


X X c 


35 


TVit 

X I IX 


Thr 


Thr 


Leu 


Leu 
40 


Thr 


Asn 


Leu 


Gly 


Leu 
45 


He 


Ala 


Leu 


Tl e 

X 1 C 


Ser 
50 


Val 


Asp 


Leu 


His 


Leu 
55 


Gin 


Thr 


Pro 


Met 


Tyr 
60 


He 


Phe 


Leu 


Gin 




i_i t? u. 




Phe 


Thr 


Asp 


Ala 


Ala 


Tyr 


Ser 


Thr 


Val 


He 


Thr 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


1 XIX 






Glu 


Glu 


Arg 


Lys 
90 


Thr 


He 


Ser 


Tyr 


Val 
95 


Gly 


Cys 


Tip 

lie 


Leu 


Lxxn 


Tyr 


trim 


Ser 


Phe 


Val 


Leu 


Leu 


Thr 


Thr 


Ser 


Glu 


Cys 






10U 










105 










110 






Leu 


Leu 


Leu 
115 


Ala 


vax 




Ala 


Tvr 
120 


Asp 


Arcr 


Tyr 


Val 


Ala 
125 


He 


Cvs 


Lys 


Pro 


Leu 

JL J \J 


Leu 


Tyr 


Pro 


Ser 


He 
135 


Met 


Thr 


Lys 


Ala 


Val 
140 


Cys 


Trp 


Arg 


Leu 


Vdl 


Lys 




Leu 


Tyr 


Phe 


Leu 


Ala 


Phe 


Leu 


Asn 


Ser 


Leu 


Val 


His 


Thr 


145 






lDU 










155 










160 


Ser 


ijxy 


Leu 


Leu 


Lys 


Leu 


Ser 


Phe 


Cvs 


Ser 


Ser 


Asn 


Val 


Val 


Asn 


His 








165 










170 










175 




pne 


Pne 


Cys 


Asp 


Asn 


Ser 


XrX w 


Leu 


Phe 


Gin 


He 


Ser 


Ser 


Ser 


Ser 


Thr 






180 










185 










190 






Thr 


Leu 


Asn 


Glu 


Leu 


Leu 


V d X 


He 


He 


Phe Gly Ser 


Leu 


Phe 


Val 


Met 






195 










200 










205 








Ser 


Ser 
210 


Ti- 
ne 


He 


Thr 


He 


Leu 
215 


He 


Ser 


Tyr 


Val 


Phe 
220 


He 


He 


Leu 


Thr 


val 


vai 


TV _ 

Arg 


He 


Arg 


Ser 


Lys 


Asp Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 










230 










235 










240 


Cys 


1 XIX 


Car 

ocx 


His 


Leu 


Met 


Ala 


Val 


Ser 


Leu 


Phe 


His 


Gly Thr Val 


He 








245 










250 










255 




tr I ltr 


Mp f- 

1-1 ti V— 


±yx 


Leu 


Arg 


Ser 


Val 


Lys 


Leu 


Phe 


Ser 


Leu 


Asp 


Thr 


Asp 


Lys 






260 










265 










270 






He 


Ala 


Ser 
275 


Leu 


Phe 


Tyr 


Thr 


Val 
280 


Val 


He 


Pro 


Met 


Leu 
285 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Trp Arg Asn Lys 


Glu 


Val 


Lys 


Asp Ala 


Leu 


Arg 


Arg 


Leu 




290 










295 










300 










Thr 


Ala 


Thr 


Ser 


He 


Trp 


Leu 


His 


















305 










310 























<210> 2721 
<211> 312 
<212> PRT 

<213> Unknown (GGCOR4GEN) 
<400>2721 



Met 


Ala 


Glu 


Gly 


Asn 


His 


Thr 


Leu Ala Ser 


Glu 


Phe 


He 


Leu 


Val 


Gly 


1 






5 






10 










15 




Leu 


Ser 


Asp 


His 


Pro 


Lys 


Met 


Lys Ala Ala 


Leu 


Phe 


Val 


Val 


Phe 


Leu 






20 








25 








30 






Leu 


He 


Tyr 


Val 


He 


Thr 


Phe 


Gin Gly Asn 


Leu 


Gly 


He 


He 


He 


Leu 






35 










40 






45 








He 


Gin 


Gly 


Asp 


Pro 


Arg 


Leu 


His Thr Ser 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 






60 










Ser 


Leu 


Ser 


Val 


Val 


Asp 


He 


Cys Phe Ser 


Ser 


Val 


He 


Ala 


Pro 


Arg 


65 










70 






75 










80 


Thr 


Leu 


Val 


Asn 


Phe 


Leu 


Ser Glu Arg Arg Thr 


He 


Ser 


Phe 


Thr 


Gly 










85 






90 










95 




Cys 


Thr 


Gly 


Gin 


Thr 


Phe 


Phe 


Tyr He Val 


Phe 


Val 


Thr 


Thr 


Glu 


Cys 






100 








105 








110 
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Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Ser Thr He Met Thr Arg Arg Gin Cys Met Gin Leu 

130 135 140 

Val Val Gly Ser Tyr He Gly Gly He Leu Asn Ala He He Gin Thr 
145 150 155 160 

Thr Phe He He Arg Leu Pro Phe Cys Gly Ser Asn He He Asn His 

165 170 175 

Phe Phe Cys Asp Val Pro Pro Leu Leu Ala Leu Ser Leu Ala Ser Thr 

180 185 190 

Tyr He Ser Glu Met He Leu Phe Ser Leu Ala Gly He He Glu Leu 

195 200 205 

Ser Thr Val Thr Ser He Leu Val Ser Tyr He Phe He Ser Cys Ala 

210 215 220 

He Leu Arg He Arg Ser Ala Glu Gly Arg Gin Lys Ala Leu Ser Thr 
225 2 30 235 240 

Cys Ala Ser His Leu Thr Ala Val Thr Leu Leu Tyr Gly Thr Thr He 

245 250 255 

Phe Thr Tyr Leu Arg Pro Ser Ser Ser Tyr Ser Leu Asn Thr Asp Lys 
2 60 265 270 

• Val Val Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 
2 75 280 285 

He Tyr Ser Leu Arg Asn Gin Glu Val Lys Gly Ala Leu Ser Arg Val 

2 90 295 300 

Val Glu Arg He Thr Val Arg Val 
305 310 

<210> 2722 
<211> 318 
<212> PRT 

<213> Unknown (GGCOR1) 
<400>2722 

Met Ala Ser Gly Asn Cys Thr Thr Pro Thr Thr Phe He Leu Ser Gly 

1 5 10 15 

Leu Thr Asp Asn Pro Gly Leu Gin Met Pro Leu Phe Met Val Phe Leu 

20 25 30 

Ala He Tyr Thr He Thr Leu Leu Thr Asn Leu Gly Leu He Ala Leu 

35 40 45 

He Ser Val Asp Leu His Leu Gin Thr Pro Met Tyr He Phe Leu Gin 

50 55 60 

Asn Leu Ser Phe Thr Asp Ala Ala Tyr Ser Thr Val He Thr Pro Lys 
65 70 75 80 

Met Leu Ala Thr Phe Leu Glu Glu Arg Lys Thr He Ser Tyr Val Gly 

85 90 95 

Cys He Leu Gin Tyr Phe Ser Phe Val Leu Leu Thr Val Thr Glu Ser 

100 105 no 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu Leu Tyr Pro Ser He Met Thr Lys Ala Val Cys Trp Arg Leu 

130 135 140 

Val Glu Ser Leu Tyr Phe Leu Ala Phe Leu Asn Ser Leu Val His Thr 
145 150 155 160 

Ser Gly Leu Leu Lys Leu Ser Phe Cys Tyr Ser Asn Val Val Asn His 

165 170 175 

Phe Phe Cys Asp He Ser Pro Leu Phe Gin He Ser Ser Ser Ser He 

180 185 190 

Ala He Ser Glu Leu Leu Val He He Ser Gly Ser Leu Phe Val Met 

195 200 205 

Ser Ser He He He He Leu He Ser Tyr Val Phe He He Leu Thr 
2 10 215 220 
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<210> 2723 




























<211> 312 
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<213> Unknown (GGCOR2) 
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<211> 318 
<212> PRT 

<213> Unknown (GGCOR3) 
<400>2724 

Met Ala Ser Gly Asn Cys Thr Thr Pro Thr Thr Phe He Leu Ser Gly 

1 5 10 15 

Leu Thr Asp Asn Pro Gly Leu Gin Met Pro Leu Phe Met Val Phe Leu 

20 25 30 

Ala He Tyr Thr He Thr Leu Leu Thr Asn Leu Gly Leu He Arg Leu 

35 40 45 

He Ser Val Asp Leu His Leu Gin Thr Pro Met Tyr He Phe Leu Gin 

50 55 60 

Asn Leu Ser Phe Thr Asp Ala Ala Tyr Ser Thr Val He Thr Pro Lys 
65 70 75 80 

Met Leu Ala Thr Phe Leu Glu Glu Arg Lys Thr He Ser Tyr Val Gly 

85 90 95 

Cys He Leu Gin Tyr Phe Ser Phe Val Leu Leu Thr Thr Ser Glu Cys 

100 105 110 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu Leu Tyr Pro Ala He Met Thr Lys Ala Val Cys Trp Arg Leu 

130 135 140 

Val Glu Ser Leu Tyr Phe Leu Ala Phe Leu Asn Ser Leu Val His Thr 
145 150 155 160 

Cys Gly Leu Leu Lys Leu Ser Phe Cys Tyr Ser Asn Val Val Asn His 

165 170 175 

Phe Phe Cys Asp He Ser Pro Leu Phe Gin He Sex Ser Ser Ser He 

180 185 190 

Ala He Ser Glu Leu Leu Val He He Ser Gly Ser Leu Phe Val Met 

195 200 205 

Ser Ser He He He He Leu He Ser Tyr Val Phe He He Leu Thr 

210 215 220 

Val Val Met lie Arg Ser Lys Asp Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Thr Ser His Leu Met Ala Val Ser Leu Phe His Gly Thr Val He 

245 250 255 

Phe Met Tyr Leu Arg Pro Val Lys Leu Phe Ser Leu Asp Thr Asp Lys 

260 265 270 

He Ala Ser Leu Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Trp Arg Asn Lys Glu Val Lys Asp Ala Leu Arg Arg Leu 

290 295 300 

Thr Ala Thr Thr Phe Gly Phe He Asp Ser Lys Ala Val Gin 
305 310 315 

<210> 2725 
<211> 312 
<212>^ PRT 

<213> Unknown (GGC0R4) 
<400>2725 

Met Ala Ser Gly Asn Cys Thr Thr Pro Thr Thr Phe He Leu Ser Gly 

1 5 10 15 

Leu Thr Asp Asn Pro Gly Leu Gin Met Pro Leu Phe Met Val Phe Leu 

20 25 30 

Ala He Tyr Thr He Thr Leu Leu Thr Asn Leu Gly Leu He Ala Leu 

35 40 45 

He Ser Val Asp Leu His Leu Gin Thr Pro Met Tyr He Phe Leu Gin 

50 55 60 

Asn Leu Ser Phe Thr Asp Ala Ala Tyr Ser Thr Val He Thr Pro Lys 
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<210> 2726 / 
<211> 312 
<212> PRT 

<213> Unknown (GGC0R5) 



<400>2726 
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PCT/US00/27582 

75 80 
Lys Thr He Ser Tyr He Gly 
90 95 
Leu Leu Thr Val Thr Glu Ser 
110 

Arg Tyr Val Ala He Cys Lys 

125 , 

Lys Ala Val Cys Trp Arg Leu 
140 

Leu Asn Ser Leu Val His Thr 
155 160 
Ser Ser Asn Val Val Asn His 
170 , 175 
Gin He Ser Ser Ser Ser Thr 
190 

Phe Gly Ser Leu Phe Ala Met 
205 

Tyr Val Phe He He Leu Thr 
220 

Lys Tyr Lys Ala Phe Ser Thr 
235 240 
Leu Phe His Gly Thr Val He 
250 255 
Phe Ser Leu Asp Thr Asp Lys 
270 

He Pro Met Leu Asn Pro Leu 
285 

Lys Asp Ala Leu Arg Arg Val 
300 



Thr Thr Phe He Leu Ser Gly 
10 15 
Pro Leu Phe Met Val Phe Leu 
30 

Asn Leu Gly Leu He Ala Leu 
45 

Pro Met Tyr He Phe Leu Gin 
60 

Ser Thr Val He Thr Pro Lys 

75 80 
Arg Thr He Ser Tyr Val Gly 
90 95 
Leu Leu Thr Ser Ser Glu Cys 
110 

Arg Tyr Val Ala He Cys Lys 
125 

Lys Ala Val Cys Trp Arg Leu 
140 

Leu Asn Ser Leu Val His Thr 
155 160 
Ser Ser Asn Val Val Asn His 
170 175 
Gin He Ser Ser Ser Ser Thr 
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<210> 2727 
<211> 312 
-<212> PRT 

<213> Unknown (GGCOR6) 
<400>2727 

Met Ala Ser Gly Asn Cys Thr Thr Pro Thr Thr Phe He Leu Ser Gly 

1 5 10 15 

Leu Thr Asp Asn Pro Gly Leu Gin Met Pro Leu Phe Met Val Phe Leu 

20 25 30 

Ala He Tyr Thr He Thr Leu Leu Thr Asn Leu Gly Leu He Ala Leu 

35 40 45 

He Ser He Asp Leu Gin Leu Gin Thr Pro Met Tyr He Phe Leu Gin 

50 55 60 

Asn Leu Ser Phe Thr Asp Ala Val Tyr Ser Thr Val He Thr Pro Lys 
65 70 75 80 

Met Leu Ala Thr Phe Leu Glu Glu Thr Lys Thr He Ser Tyr Val Gly 

85 90 95 

Cys He Leu Gin Tyr Phe Ser Phe Val Leu Leu Thr Val Arg Glu Cys 

100 105 no 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Ala Ala He Cys Lys 

115 120 125 

Pro Leu Leu Tyr Pro Ala He Met Thr Lys Ala Val Cys Trp Arg Leu 

130 135 140 

Val Lys Gly Leu Tyr Ser Leu Ala Phe Leu Asn Phe Leu Val His Thr 
145 150 155 160 

Ser Gly Leu Leu Lys Leu Ser Phe Cys Ser Ser Asn Val Val Asn His 

165 170 175 

Phe Phe Cys Asp Asn Ser Pro Leu Phe Gin He Ser Ser Ser Ser Thr 

180 185 190 

Ala Leu Asn Glu Leu Leu Val Phe He Phe Gly Ser Leu Phe Val Met 

195 200 205 

Ser Ser He He Thr He Leu He Ser Tyr Val Phe He He Leu Thr 

210 215 220 

Val Val Arg He Arg Ser Lys Glu Arg Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Thr Ser His Leu Met Ala Val Ser Leu Phe His Gly Thr He Val 

245 250 255 

Phe Met Tyr Phe Gin Pro Ala Asn Asn Phe Ser Leu Asp Lys Asp Lys 

260 265 ^ 270 

He Met Ser Leu Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Trp Arg Asn Lys Glu Val Lys Asp Ala Leu His Arg Ala 
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290 295 
lie Ala Thr Ala Val Leu Phe His 
305 310 



300 



<210> 2728 
<211> 162 
<212> PRT 
<213> Unknown 



(XLORXR1) 



<400>2728 
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<210> 2729 
<211> 161 
<212> PRT 

<213> Unknown (XLORXR2) 
<400>2729 

Val Ala He Cys Tyr Pro Leu His Tyr Ala Leu Arg Met Ser Leu Lys 

1 5 io 15 

His Cys Ala Lys He He Val Gly Val Trp Val Ala Gly Phe Leu Ala 

20 25 30 

Pro Val He His Thr Val Leu Met Thr Asn Leu Ser Phe Cys Ser Ser 

35 40 45 

Asn His He Asn His Phe Leu Cys Asp Leu Thr Pro Val Leu Lys He 

50 55 60 

Ser Cys Ser Asp Thr Ser Leu He Glu Met He Thr Tyr He Asp Gly 
65 « 70 75 80 

Val He Val Ala .Phe Ser Thr Phe Thr He Thr Ser Val Ser Tyr Val 

85 90 95 

Phe He Leu Phe Lys He Leu Lys lie His Ser Ser Gin Gly Lys Lys 

100 105 HO 

Lys Ala Leu Ser Thr Cys Thr Ser His Leu Thr Cys Val He He Phe 

115 120 125 

Tyr Gly Ser He He Cys Leu Tyr Met Arg Pro Thr Lys Ser He Ser 

130 135 140 

Pro Asn Gin Asp Val Phe Ala Leu Leu Tyr Ala Val Leu Val Pro Met 
145 150 155 160 

Leu 
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<210> 2730 
<211> 155 
<212> PRT 

<213> Unknown (XLORXR3 ) 
<400>2730 

Val Ala lie Cys Met Pro Met Leu Tyr Ser Leu lie Met Lys Lys Ser 

1 5 10 15 

He Cys Ala Leu Leu Ala Ser Val Ser Trp Phe Met Gly Ala Met Asp 

20 25 30 

Ser Phe Met Phe Trp Tyr Leu Val Ser Asn Ser Ser Phe Cys Asp His 

35 40 45 

Gin Glu He Asn His Phe Phe Cys Asp Leu Lys Thr Leu Met Lys Leu 

50 55 60 

Ser Cys Arg Gly Ala Glu Thr He Lys He Val He He Val Ala Ser 
65 70 75 80 

Ala Val Leu Gly Phe Leu Pro Phe Cys Leu He Leu He Ser Tyr, Ala 

85 90 95 

Asn He He Ser Ser Val Ser Lys He Arg Thr Ala Ala Gly Lys Leu 

100 105 110 

Lys He Phe Ser Ser Cys Gly Ser His Leu Thr Val Val Leu Leu Phe 

115 120 125 

Cys Gly Thr Cys Leu Ser Leu Tyr Met Lys Pro Asp Ser Gly Asn Ser 

130 135 140 

Gin Glu Asn Glu Glu Leu Leu Ser Leu Leu Tyr 
145 150 155 

<210> 2731 
<211> 162 
<212> PRT 

<213> Unknown (XLORXR5) 
<400>2731 

Val Ala He Cys Gin Pro Leu Leu Tyr Ala Val He Met Asn Arg Lys 

1 5 10 15 

Val Val He He Phe Val Val Gly Val Tyr Leu Ser Gly He Phe Thr 

20 25 30 

Ala Ser He His Thr Ala Cys Thr Leu Thr Leu Ser Phe Cys Gly Pro 

35 40 45 

Asn Thr He Asn His Phe Tyr Cys Asp He Pro Pro Leu Met Glu Leu 

50 55 60 

Ser Cys Ser Asp Thr Tyr He His Lys Thr Val He Phe Val Val Val 
65 70 75 80 

Phe Cys Leu Gly Leu Phe Asn Val Ala Val He Leu Ala Ser Tyr Ser 

85 90 95 

Tyr He Phe Phe Thr He He His He Gin Ser Ser Cys Gly Arg His 

100 105 110 

Lys Ala Phe Ser Thr Cys Ser Ser His Leu Leu Cys Val Ser Leu Phe 

H5 120 125 

Tyr Gly Thr Val Phe Phe Met Tyr Leu Arg Pro Ala Ser Lys Tyr Ser 

130 135 140 

Val Ser Gin Asp Lys Val Val Ser Val Phe Tyr Thr Met Val lie Pro 
14 5 150 155 160 

Met Met 



<210> 2732 
<211> 163 
<212> PRT 
<213> Unknown 



(XLORXR9) 
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<400>2732 
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Tyr Cys Leu He Met Ser Gin Ser 

10 15 
Cys Trp Ala Cys Gly Leu Val Asn 
25 30 
Ser His Leu Asp Phe Cys Gly Pro 
45 

Asp Val Thr Pro Leu Phe Lys Leu 
60 

Glu Thr He Phe Leu Leu Val Val 

75 80 
Thr Phe He Leu Val Thr Tyr Gly 

90 95 
He Thr Ser Ser His Gly Arg Tyr 
105 HO 
His Phe Thr Val Val Ala Leu Tyr 
125 

He Trp Pro Thr Ser Thr Tyr Ala 
140 

Ala Val Leu Tyr Thr Val Met Thr 
155 160 



<210> 2733 
<211> 159 
<212> PRT 

<213> Unknown (XLORXR13) 
<400>2733 

Val Ala He Ser Lys Pro Leu Arg Tyr Met Thr He Met Asn Trp Lys 

! 5 10 15 

Val Cys Ala Val Leu Gly Val Ala Met Trp Thr Ala Gly Thr Val His 

20 25 30 

Ser He Ser Phe Thr Ser Leu Thr He Lys Leu Pro Tyr Cys Gly Pro 

35 40 45 

Asp Glu He Asp Asn Phe Phe Cys Asp Val Pro Gin Val He Glu Leu 

50 55 60 

Ala Cys Thr Asp Thr Arg He Thr Glu He Leu Val Val Ser Asn Ser 
65 70 75 80 

Gly Met He Ser Met Val Cys Phe Val He He Val Val Ser Tyr Ala 

85 90 95 

Val He Leu Val Ser Leu Arg Gin Gin He Ser Asp Gly Lys Arg Lys 

100 105 HO 

Ala Leu Ser Thr Cys Ala Ala His Leu Thr Val Val Thr Leu Phe Leu 

115 120 125 

Gly His Cys He Phe He Tyr Ser Arg Pro Ser He Ser Leu Pro Glu 

130 135 140 

Asp Lys He Val Ser Ala Phe Phe Thr Ala Val Thr Pro Leu Leu 
145 150 155 

<210> 2734 
<211> 162 
<212> PRT 

<213> Unknown (XL0RXR17) 
<400>2734 

Asn Ala He Cys Asn Pro Leu Leu Tyr Asn Thr He Met Asn Lys Arg 

1 5 10 15 

Thr Cys Val He Leu He Val Gly Ser Trp Leu He Ala Ser He Asn 
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20 25 30 

Ser Leu He His Thr He Leu Thr Phe Met Leu Pro Phe Cys Gly Ser 

35 40 45 

Asn Ala He Asp Ser Phe Phe Cys Asp Met Pro Pro Leu Leu Lys Leu 

50 55 60 

Ala Cys Thr Asp Thr Leu Val Asn Gin He Val He Phe Val Thr Gly 
65 70 75 80 

Ser Cys He He Ala Gly Pro Phe Met Leu Thr Val Phe Ser Tyr Val 

85 90 95 

Gin He He Ser Thr He Val Ser He Arg Ser Ser Ser Arg Lys Lys 

100 105 no 

Lys Ala Phe Ser Thr Cys Thr Ser His He Thr Ala Val Val He Phe 

115 120 125 

Tyr Val Pro Ser He Cys He Tyr Phe Arg Pro Lys Ser Asn Gin Ala 

130 135 140 

Met He Gin Asp Lys Met Ala Thr Val He Cys Ala Val He Thr Pro 
145 150 155 160 

Leu Leu 



i<210> 2735 
<211> 223 
<212> PRT 

<213> Unknown (XLORXR42) 
<400>2735 

Cys Asn Leu Ser Ser Leu Asp He Ala Tyr Thr Ser Val Thr Ala Pro 

1 5 10 is 

Lys Leu He His He Phe Ala Val Asn Asn His Arg He Ser Phe Trp 

20 25 30 

Gin Cys He Ala Gin Leu Tyr Phe Phe He Ala Phe Gly Ser Thr Glu 

35 40 45 

Tyr Leu Leu Leu Thr Leu Met Ser Tyr Asp Arg Tyr Val Ala Val Cys 

50 55 60 

Lys Pro Leu His Tyr Arg Val Val Met Ser Pro Met Leu Cys Arg Ala 
65 70 75 80 

Gly Ala Ala Gly Thr Trp He Gly Gly Leu Leu Ala Ser He Pro Thr 

85 90 95 

Ala Thr Ala Ala Ala Asn He Tyr Tyr Cys Ser Asn Asn He He He 

100 105 HO 

Asn His Phe Phe Cys Asp Met Met Ala Leu Val Lys Leu Ala Cys Ser 

115 120 125 

Asp Thr Thr Met Thr Arg Ala Val He Phe Val Glu Gly Met Leu He 

130 135 140 

Leu Met Thr Cys Phe Leu Leu Thr Val He Ser Tyr He Cys He Leu 
145 150 155 160 

Ser Thr He Val Arg He His Ser Ser Gly Gly Lys Phe Lys Ala Phe 

165 170 175 

Ser Thr Cys Ala Ser His Leu Ser Val Val Ser He Phe Tyr Val Leu 

180 185 190 

He Phe Tyr Leu Tyr Leu Lys Pro Lys Ser Glu He Ser Leu Ser Gin 

195 200 205 

Gly Lys Leu Leu Thr Val Leu Tyr Val Tyr Phe He Pro Met Phe 
210 215 220 

• 

<210> 2736 
<211> 217 
<212> PRT 

<213> Unknown (XLORXR46) 
<400>2736 
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Ser 


Ser 






100 










105 










110 






Val 


lie 


Phe 


Pro 


Leu 


Ala 


Cys 


Thr 


Asp 


Val 


Thr 


Tyr 


vai 




Gin 


Val 






115 










1 z U 










125 






He 


Ser 


Leu 


lie 


Phe 


Ala 


Leu 


Ser 


Val 


Leu 


Leu 


He 


Pro 


Leu 


Ala 


Phe 




130 










135 


















His 


lie 


Leu 


Ser 


Tyr 


Ala 


Leu 


lie 


vai 


Leu 


Thr 


He 


His 


Ser 


Met 


Leu 


145 








150 










155 






His 




160 


Ser 


Asp 


Asn 


Trp 


Gin 


Lys 


Leu 


Fne 


Tyr 


Thr 


Cys 


Thr 


Thr 


Leu 


Leu 








165 










170 










175 




Val 


He 


Cys 


Leu 


Tyr 


Tyr 


He 


Pro 


Arg 


Val 


Phe 


Val 


Tyr 


Leu 


Ala 


Asn 






180 








185 










190 






Tyr 


Val 


Arg 


Leu 


Leu 


Phe 


Asn 


Ala 


Asp 


He 


Asn 


Val 


Leu 


He 


Leu 


Tyr 




195 










200 










205 








Met 


Tyr 
210 


Thr 


Phe 


Leu 


Pro 


His 
215 


Leu 


Ala 

















<210> 2737 
<211> 217 
<212> PRT 

<213> Unknown (XLORXR106) 



<400>2737 
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115 


Pro 


Leu 


Ala 
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125 


Arg 


Gin 


Val 


Ser 


Leu 


He 
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He 
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130 
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He 
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He 


His 
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145 
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Met Tyr Thr Phe Leu Pro His Leu Ala 
210 215 

<210> 2738 
<211> 217 
<212> PRT 

<213> Unknown (XLORXR116) 
<400>2738 

Leu Leu Phe Asp Thr lie Thr Leu Pro Lys He He Ala Lys Tyr Trp 

1 5 10 15 

Phe Gly Ala Arg Ser He Ser Phe Tyr Gly Cys He Phe Gin Leu Phe 

20 25 30 

Cys Val His Ser Leu Gly Ser Leu Asp Ser Phe He He Met Leu Met 

35 40 45 

Ala He Asp Arg Tyr Val Ala He Cys Lys Pro Leu Arg Tyr His Ser 

50 55 60 

He He Ser Asn Lys Leu Val Thr Leu Leu Cys Tyr Phe Phe Trp Val 
55 70 75 80 

Leu Ala Ala Leu He Gly Ser He Val Ala Val He Ala Gly Gin Leu 

85 90 95 

Pro Tyr Cys Gly Pro Asn Arg Val Arg Asn Cys Phe Cys Val Asn Ser 

100 105 110 

Ala Val Thr Val Leu Ala Cys Val Asp Val Thr Leu Ala Arg Arg Thr 

"5 120 125 

Val Phe Thr Leu Ala Met Cys Val Leu Leu Leu Pro Leu Ala Phe He 

130 135 140 

He Leu Ser Tyr He Leu He He Arg Val He His Ser Ser Thr Asn 
145 150 155 160 

Asn Glu Asn Ser Trp Lys Ala Phe Tyr Thr Cys Thr Thr His Leu Met 

165 170 175 

Val He Gly Leu Tyr Tyr He Pro Arg Val Phe Val Tyr Ser Thr Ser 

180 185 190 

Gin lie Pro Leu He Leu Asp Val Asp lie Asn Val Leu Leu Leu Cys 

195 200 205 

Leu Tyr Thr Phe Val Pro His Leu Ala 
210 215 

<210> 2739 
<211> 217 
<212> PRT 

<213> Unknown ( XLORXR1 1 7 ) 
<400>2739 

Leu Leu Phe Asp Thr He Thr Thr Pro Lys He He Ala Lys Tyr Trp 

1 5 10 15 

Phe Gly Asp Gly Asn lie Ser Phe Ser Gly Cys Leu Phe Gin Leu Phe 

20 25 30 

Cys Val His Ser Leu Gly Ser Val Asp Ser Phe He Leu Met Leu Met 

35 40 45 

Ala Ala Asp Arg Tyr He Ala He Leu Gin Pro Leu Arg Tyr Phe Ala 

50 55 60 

lie lie Thr Lys Lys Leu Thr Thr lie Phe Cys Ser Cys Phe Trp Val 
65 70 75 80 

Leu Gly Val Val lie Val Ser Val Met Thr Tyr Met lie Leu Lys Leu 

85 90 95 

Pro Phe Cys Gly Pro Asn Asn lie Thr Gly Cys Phe Cys Ser Ser Ser 

100 105 110 

Val He Phe Pro Leu Ala Cys Thr Asp Val Thr Tyr Val Arg Gin Val 

H5 120 125 

Ser Leu lie Phe Ala Leu Ser Val Leu Leu He Pro Leu Ala Phe lie 
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J. J V 
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215 
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<210> 2740 
<211> 222 
<212> PRT 

<213> Unknown (XL0RXR171) 



140 

Leu Thr He His Ser Met Leu His 
155 160 
Tyr Thr Cys Thr Thr His Leu Leu 

170 175 
Arg Val Phe Met Tyr Leu Ala Asn 
185 190 
Asp He Asn Val Leu He Leu Tyr 
205 

Ala 



<400>2740 
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35 










40 










45 




He 




Cys 


Leu 


Leu 


Leu 


Thr 


Val 


Met 


Ser 


Phe. Asp Arg Tyr 


Leu 


Ala 


Cys 


50 










55 










60 






Val 




Asn 


Pro 


Leu 


Arg 


Tyr 


Thr 


Ser 


Leu 


Met 


Asn 


Pro 


Lys 


Leu 


Cys 


Lys 


65 








70 










75 










80 


Leu 


Thr 


Leu 


He 


Pro 
85 


Trp 


Leu 


Leu 


Gly 


Phe 
90 


Ser 


He 


He 


Leu 


He 
95 


Thr 


Ala 


Asn 


Ala 


He 


Ala 


Thr 


Leu 


Gin 


Phe 


Cys 


Asn 


Gin 


Asn 


Thr 


He 


Asn 




100 










105 










110 






His 


Tyr 


Phe 


Cys 


Asp 


Tyr 


Phe 


Pro 


Leu 


Leu 


Glu 


Leu 


Ser 


Cys 


Met 


Asp 




115 










120 










125 






Val 


Thr 


Phe 


Phe 


Val 


Gin 


Thr 


Glu 


Ala 


He 


Leu 


Gin 


Ala 


Val 


Pro 


Val 




130 










135 










140 








His 


Phe 


He 


Pro 


He 


He 


Leu 


He 


He 


He 


Ser 


Tyr 


Val 


Phe 


He 


He 
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He 
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Val 
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Ser 


Arg 


Lys 


Gin 


Ser 


Pro 
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Val 
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210 










215 










220 











<210> 2741 
<211>< 220 
<212> PRT 

<213> Unknown (XL0RXR181) 



<400>2741 

Gin Gin Leu Ser Leu Ser Asp Leu 

1 5 
Thr Leu Leu Glu Thr He He Leu 
20 

Asp Cys He Thr Gin Phe Asn Val 

35 40 
Gly Phe Leu Leu Ala Val Met Ser 
50 55 



Leu Gly Ser Thr Asn He Val Pro 

10 15 
Gly Arg Ala Ser He Ser Leu Val 
25 30 
Phe Gly Gly Ser Glu Thr Phe Val 
45 

Asn Asp Arg Tyr Val Ala He Cys 
60 
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He Pro Leu Arg Tyr Thr Ser lie Thr Ser Tyr Asn He Cys Asn Lys 
65 70 75 " 80 

Leu He Leu Val Ser Trp Leu Leu Gly Leu Gly Ala He Leu He Thr 

85 90 95 

Ala Asn Leu He Ala Thr Leu Tyr Phe Cys Asp Gin Asn He He Asn 

100 105 HO 

His Phe Phe Cys Asp Phe Phe Pro Leu Leu Gin Leu Ser Cys Ser Asp 

115 120 125 

Thr Phe He Val Gin Leu Glu Val He Leu Leu Ser He Pro Val He 

130 135 140 

He Tyr Pro Phe lie Leu He He Val Ser Tyr He Cys He Ala His 
145 150 155 160 

Ala He Leu Lys He Val Ser Asn Thr Gly Arg Gin Lys Ala Phe Ser 

165 170 175 

Thr Cys Ser Ser His Leu Ala Val Val Ser He Phe Tyr Gly Ala Leu 

180 185 190 

Thr Ala Val Tyr Val Ala Pro Pro Arg Lys Glu Ser Gin Thr Leu Ser 

195 200 205 

Lys Val Phe Ser Leu Leu Tyr Thr Val Met He Pro 
210 215 220 

j 

<210> 2742 
<211> 220 
<212> PRT 

<213> Unknown (XLOR185) 
<400>2742 

Ser Gin Leu Ser Thr Ser Asp He Val He Ser Thr Thr Val Cys Pro 

15 10 15 

Asn Leu Leu Tyr He Thr Trp Asn Glu Gly Ala Tyr He Ser He Thr 

20 25 30 

Gly Cys He Trp Gin Phe Asn Met Phe Ser Val Ser Ser Val Thr Glu 

35 40 45 

Cys Phe Leu Leu Thr Val Met Ser Tyr Asp Arg Tyr Leu Ala He Cys 

50 55 60 

Lys Pro Leu His Tyr Ala Ser He Met Thr Trp Arg Ser Cys He Phe 
65 70 75 80 

Leu Val Met Ser Cys Trp Ser Leu Gly Phe Leu Leu Ser Met He Val 

85 90 95 

Thr Val Met He His Tyr Leu His Phe Cys Gly Pro Tyr Thr He Asp 

100 105 110 

His Leu Phe Cys Asp Tyr Thr Pro Leu Met Gin Leu Ser Cys Ser Asp 

115 120 125 

Thr Thr He Leu Lys Met Thr Val Phe Leu He Ala Thr Pro Gly Thr 

130 135 140 

Val Leu Gin Pro Phe PHe He He Ala Thr Tyr He Asn He He Leu 
1.45 150 155 160 

Asn He Leu Arg He Ser Ser Ser Ser Lys Arg Gin Lys Ala Phe Ser 

165 170 175 

Thr Cys Ser Ser His Leu Ser Val Val Cys Leu Tyr Tyr Gly Thr Leu 

180 185 190 

lie Ala Thr Tyr Ala Thr Pro Thr Asp Gly Arg Leu Ser Thr Arg Asn 

195 200 205 

Lys Leu Leu Ser Leu lie Tyr Thr Val Gly Thr Pro 
210 215 220 

<210> 2743 
<211> 222 
<212> PRT 

<213> Unknown (XLORXR206) 
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<400>2743 
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210 215 220 



<210> 2744 
<211> 222 
<212> PRT 

<213> Unknown ( XLORXR2 14) 



<400>2744 
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Val 


Thr 


Val 


Ala 


Ser 


Tyr 


Leu 


Cys 


He 


He 


Phe 


145 










150 










155 










160 


Thr 


He 


Leu 


Lys 


He 


Pro 


Thr 


Asn 


Thr 


Gly Arg Gin Lys 


Ala 


Phe 


Ser 










165 










170 










175 




Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


He 


Phe 


Phe 


Ser 


Thr 


Thr 






180 










185 










190 






Leu 


Phe 


Met 


Tyr 


Ala 


Arg 


Pro 


Lys 


Lys 


Ala 


Lys 


Ser 


Leu 


Asp 


Tyr 


Phe 
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195 200 205 

Lys He Leu Ser Leu Leu Tyr Ala Val Phe Thr Pro Met Leu 
210 215 220 

<210> 2745 
<211> 312 
<212> PRT 

<213> Unknown (HOR5beta3) 
<400>2745 

Met Trp Pro Asn He Thr Ala Ala Pro Phe Leu Leu Thr Gly Phe Pro 

15 10 is 

Gly Leu Glu Ala Ala His His Trp He Ser He Pro Phe Phe Ala Val 

20 25 30 

Tyr Val Cys He Leu Leu Gly Asn Gly Met Leu Leu Tyr Leu He Lys 

35 40 45 

His Asp His Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Thr Met Leu 

50 55 60 

Ala Gly Thr Asp Leu Met Val Thr Leu Thr Thr Met Pro Thr Val Met 
65 70 75 80 

Gly He Leu Trp Val Asn His Arg Glu He Ser Ser Val Gly Cys Phe 

85 90 95 

Leu Gin Ala Tyr Phe He His Ser Leu Ser Val Val Glu Ser Gly Ser 

100 105 110 

Leu Leu Ala Met Ala Tyr Asp Arg Phe He Ala He Arg Asn Pro Leu 

115 120 125 

Arg Tyr Ala Ser He Phe Thr Asn Thr Arg Val He Ala Leu Gly Val 

130 135 140 

Gly Val Phe Leu Arg Gly Phe Val Ser lie Leu Pro Val He Leu Arg 
145 150 155 * 160 

Leu Phe Ser Phe Ser Tyr Cys Lys Ser His Val He Thr Arg Ala Phe 

165 170 175 

Cys Leu His Gin Glu He Met Arg Leu Ala Cys Ala Asp He Thr Phe 

180 185 190 

Asn Arg Leu Tyr Pro Val He Leu He Ser Leu Thr He Phe Leu Asp 

195 200 205 

Ser Leu He He Leu Phe Ser Tyr He Leu He Leu Asn Thr Val He 

210 215 220 

Gly He Ala Ser Gly Glu Glu Arg Ala Lys Ala Leu Asn Thr Cys He 
225 230 235 240 

Ser His He Ser Cys Val Leu He Phe Tyr Val Thr Val Met Gly Leu 

245 250 255 

Thr Phe He Tyr Arg Phe Gly Lys Asn Val Pro Glu Val Val His He 

260 265 270 

He Met Ser Tyr He Tyr Phe Leu Phe Pro Pro Leu Met Asn Pro Val 

275 280 285 

He Tyr Ser He Lys Thr Lys Gin He Gin Tyr Gly He He Arg Leu 

290 295 300 

Leu Ser Lys His Arg Phe Ser Arg 
305 310 

<210> 2746 
<211> 310 
<212> PRT 

<213> Unknown (HOR5beta2 (translated via ORDEAL) ) 
<220> 

<221> VARIANT 

<222> (1) . . . (310) 

<223> Xaa = Any Amino Acid 
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<400>2746 






















Val 




Glu 


Thr 


His 


Asn 


Ala 


Ala 


Pro 


Phe 


Leu 


Leu 


Pro 


Gly 


Phe 


Ser 


Leu 


1 








5 










10 










15 




Ala 


Thr 


Tyr 


His 


Ser 


He 


Ser 


He 


Pro 


Phe 


Phe 


Ala 


Val 


Tyr Val 


Cys 






20 










25 










30 






Val 


Leu 


Leu 


Gly Asn Gly 


Lys 


Leu 


Leu 


Tyr 


Leu 


He 


Lys 


His 


ASp 


His 






35 










40 










45 








Ser 


Leu 
50 


His 


Glu 


Pro 


Met 


Tyr 
55 


Cys 


Phe 


Leu 


Ala 


Thr 
60 


Leu 


Arg 


ij J.n 


Asp 


Leu 


Met 


Val 


Lys 


Leu 


Thr 


Met 


Met 


Pro 


Thr 


Val 


Met 


Gly Val 


Leu 


Trp 


65 








70 










75 










80 


Met 


Asn 


His 


Lys 


Glu 


Val 


He 


His 


Gly 


Ala 


Cys 


Phe 


Leu 


Gin 


Val 


Tyr 








85 










90 














He 


He 


His 


Scr 
100 


His 


Tyr 


Pro 


Leu 


Ala 
105 


Glu 


Ser 


Gly 


He 


Leu 
110 


Leu 


Ser 


Met 


Ala 


Tyr 
115 


Asp 


Arg 


Phe 


He 


He 
120 


He 


His 


Met 


Leu 


Leu 
125 


Arg 


Tyr 


Asn 


Ser 


He 


Ser 


Thr 


Lys 


Ser 


Trp 


Val 


Lys 


He 


Glu 


Leu 


Trp 


Leu 


Phe 


Met 




130 










135 










140 




His 






Arg 


Asp 


Phe 


Leu 


Ser 


Leu 


Val 


Pro 


Pro 


He 


Leu 


Pro 


Leu 


Cys 


Phe 


145 








150 










155 








His 


160 


Pro 


Tyr 


Cys 


His 


Ser 


His 


Val 


Leu 


Phe 


His 


Thr 


Phe 


Phe 


Leu 


Gin 






165 










170 










175 




Asp 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


He 


Thr 


Phe 


Asn 


His 


Leu 


Tyr 






180 










185 










190 






Pro 


Ala 


He 
195 


Leu 


Val 


Ala 


Leu 


He 
200 


Phe 


Phe 


Leu 


Asp 


Ala 
205 


Leu 


He 


He 


Val 


Phe 


Ser 


Tyr 


He 


Leu 


He 


Leu 


Lys 


Thr 


Val 


He 


Gly 


He 


Ala 


Ser 




210 








215 










220 










Arg 


Lys 


Glu 


Gin 


Ala 


Lys 


Ala 


Leu 


Asn 


Met 


Cys 


Val 


Ser 


His 


He 


Ser 


225 








230 










235 










240 


Cys 


Val 


Leu 


Val 


Phe 


His 


He 


Thr 


Val 


He 


Ser 


Glu 


Thr 


Phe 


He 


His 








245 










250 










255 




Arg 


Phe 


Gly 


Lys 


His 


Ala 


Pro 


His 


Val 


Val 


His 


He 


Thr 


Val 


Ser 


Xaa 




260 










265 










270 






Xaa 


Leu 


He 


Leu 


Phe 


Pro 


Pro 


Phe 


Met 


Asn 


Pro 


He 


He 


Tyr 


Ser 


He 






275 










280 










285 






His 


Lys 


Pro 


Ser 


Arg 


Ser 


Lys 


Glu 


Ala 


Leu 


Xaa 


Arg 


Leu 


Phe 


Ser 


Gly 


290 










295 










300 










Arg 


Met 


Ala 


Xaa 


Ala 


Leu 























305 310 



<210> 2747 
<211> 310 
<212> PRT 

<213> Unknown (HOR5betal) 



<400>2747 



Met 


Trp 


Tyr 


Asn 


Asn 


Ser 


Ala 


Gly 


Pro 


Phe 


Leu 


Leu 


Thr Gly 


Phe 


Leu 


1 




5 










10 








15 




Gly 


Ser 


Glu 


Ala 


Val 


His 


Tyr 


Arg 


He 


Ser 


Met 


Ser 


Phe Phe 


Val 


He 






20 










25 








30 






Tyr 


Phe 


Ser 


Val 


Leu 


Phe 


Gly 


Asn 


Gly 


Thr 


Leu 


Leu 


Val Leu 


He 


Trp 




35 










40 










45 






Asn 


Asp 
50 


His 


Ser 


Leu 


His 


Glu 
55 


Pro 


Met 


Tyr 


Tyr 


Phe 
60 


Leu Ala 


Met 


Leu 


Ala 


Asp 


Thr 


Asp 


Leu 


Gly 


Met 


Thr 


Phe 


Thr 


Thr 


Met 


Pro Thr 


Val 


Leu 


65 








70 










75 








80 


Gly 


Val 


Leu 


Leu 


Leu 


Asp 


Gin 


Arg 


Glu 


He 


Ala 


His 


Ala Ala 


Cys 


Phe 








85 










90 








95 




Thr 


Gin 


Ser 


Phe 


He 


His 


Ser 


Leu 


Ala 


He 


Val 


Glu 


Ser Gly 


He 


Leu 
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100 105 110 

Leu Val Leu Ala Tyr Asp Cys Phe He Ala He Arg Thr Pro Leu Arg 

115 120 125 

Tyr Asn Cys He Leu Thr Asn Ser Arg Val Met Asn He Gly Leu Gly 

130 135 140 

Val Leu Met Arg Gly Phe Met Ser He Leu Pro He He Leu Ser Leu 
145 150 155 160 

Tyr Cys Tyr Pro Tyr Cys Gly Ser Arg Ala Leu Leu His Thr Phe Cys 

165 170 175 

Leu His Gin Asp Val He Lys Leu Ala Cys Ala Asp He Thr Phe Asn 

180 185 190 

His He Tyr Pro He He Gin Thr Ser Leu Thr Val Phe Leu Asp Ala 

195 200 205 

Leu He He He Phe Ser Tyr He Leu He Leu Lys Thr Val Met Gly 

210 215 220 

He Ala Ser Gly Gin Glu Glu Ala Lys Ser Leu Asn Thr Cys Val Ser 
225 230 235 240 

His He Ser Cys Val Leu Val Phe His He Thr Val Met Gly Leu Ser 

245 250 255 

Phe He His Arg Phe Gly Lys His Ala Pro His Val Val Pro He Thr 

260 265 270 

Met Ser Tyr Val His Phe Leu Phe Pro Pro Phe Val Asn Pro He He 

275 280 285 

Tyr Ser He Lys Thr Lys Gin He Gin Arg Ser He He Arg Leu Phe 

290 295 300 

Ser Gly Gin Ser Arg Ala 
305 310 
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FURTHER INFORMATION CONTINUED FROM PCT/iSA/ 210 



This International Searching Authority found multiple (groups of) 
inventions in this international application, as follows: 

1. Claim : 1 

Invention 1: 

claims 1-7, 15-19 partially 

Isolated nucleotide sequence encoding an olfactory receptor 
as characterized by SEQID1; the recombinant expression of 
?he same in host cells; the translated polypeptide sequence 
of SEQ1D1 and a host cell and phage expressing said 
polypeptide; furthermore, a library of olfactory receptors 
suitable of determining the interaction pattern of a 
comDosition with said receptors comprising the translated 
exSPelsion products of at least two, 50, 100, 200 or 500 
polynucleotides encoding olfactory receptors, one of which 
is characterized by SEQID1. 

i 

2. Claim : 2 

Invention 2-115: 

claims 1-7, 15-19 partially 

As invention one but as characterized by SEQIDs 2-73 and 
111-152. 

3. Claim : 3 

Invention 116-1047: 

claims 8-10 and 15-19 partially, 31,32,33 completely 



Isolated nucleotide sequence encoding an olfactory receptor 
as characterized by one of the SEQIDs from the group of 
SEQID153 to SEQID1084; the recombinant expression of the 

fSrthe?more! S a library of olfactory receptors suitable of 
determining the interaction pattern of a composition with 
said receptors comprising the translated expression products 
of at least two, 50, 100, 200 or 500 polynucleotides . 
encoding olfactory receptors, one of which is characterized 
by one of the SEQIDs from the group of SEQID153 to 

fn^thiSnofe a DNA array or a DNA chip comprising a DNA 
seSmenHerWed from one SEQID of the group of SEID153 to 
SE0ID1084, a method determining the differences among 
individuals with respect to the ir olfactory faculties, 

~ ~ page 1 of 2 



BNSDOCID: <WO___0127158A3_I_> 



comprising comparing the olfactory DNA of the individual 

!X!i 1 !!iI-5 aid f NA d T? y °r chi Pi method to determine a single 
nucleotide polymorphism in olfactory receptors based on 
primers designed according to the first and last 25 bases of 
one of the SEQIDs of the group of SEQID153 to SEQIdlG84 

Claim : 4 

Invention 1048-1971: 

claims 11-14,20-24,25-30 partially 



Isolated olfactory receptor polypeptide 
as characterized by one of the SEQIDs from the aroun of 
SEQID1085 to SEQID2G08; a recombinant host ceuVr Shaqe 
expressing said polypeptide; M 9 

furthermore a library of olfactory receptors suitable of 
determining the interaction pattern of a composition with 
said receptors comprising at least two, 50, 100, 200 or 500 
olfactory receptor polypeptides, one of which is 

cr^ntr lzed c^ y one of the SE Q IDs from the group of 
SEQID1085 to SEQID2008; 

furthermore, a method for determining the binding pattern of 
!,,f?¥?S tl0 V" th olfac t°ry receptors, comprising exposing 
t S he d rece b p r S ?s° IcSSS? 10 "' dete ™ 1nin9 
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